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i Paper IF Citations

72 ’iofilmPdisruptionPenhancesPgrowthPratePandPcarbohydratefactivePenzymePproductionPinPanaerobicP
fungigPBioresourceiTechnologyeP2022ePmorePklqmpk 11 0

71
NonfdestructivePquantificationPofPanaerobicPgutPfungiPandPmethanogensPinPcofculturePrevealsP
increasedPfungalPgrowthPratePandPchangesPinPmetabolicPfluxPrelativePtoPmonofculturegPMicrobialiCelli
FactorieseP2021ePliePkss

6.4 2

70 MicrobialPcommunitiesPandPtheirPenzymesPfacilitatePdegradationPofPrecalcitrantPpolymersPinP
anaerobicPdigestiongPCurrentiOpinioniiniMicrobiologyeP2021ePpnePkiifkir 7.9 4

69 IntegratingPSystemsPandPSyntheticP’iologyPtoPUnderstandPandPEngineerPMicrobiomesgPAnnuali
ReviewiofiBiomedicaliEngineeringeP2021ePlmePkpsflik 12 9

68 TheP‘naerobicP₂ungitP–hallengesPandPOpportunitiesPforPIndustrialPLignocellulosicP’iofuelP
ProductiongPMicroorganismseP2021ePseP 4.9 10

67 ‘naerobicPgutPfungiParePanPuntappedPreservoirPofPnaturalPproductsgPProceedingsiofitheiNationali
AcademyiofiSciencesiofitheiUnitediStatesiofiAmericaeP2021ePkkreP 11.5 11

66 EcologyPandPmolecularPtargetsPofPhypermutationPinPthePglobalPmicrobiomegPNatureiCommunicationseP
2021ePklePmiqp 17.4 9

65 –ellulosomePLocalizationPPatternsPVaryPacrossPLifePStagesPofP‘naerobicP₂ungigPMBioeP2021ePklePeiirmllk7.8 1

64 ‘PSWEETPsurprisetP‘naerobicPfungalPsugarPtransportersPandPchimerasPenhancePsugarPuptakePinP
yeastgPMetaboliciEngineeringeP2021ePppePkmqfknq 9.7 6

63 ‘PgenomicPcatalogPofPEarthYsPmicrobiomesgPNatureiBiotechnologyeP2021ePmsePnssfois 44.5 120

62 ProteomePspecializationPofPanaerobicPfungiPduringPruminalPdegradationPofPrecalcitrantPplantPfibergP
ISMEiJournaleP2021ePkoePnlkfnmn 11.9 17

61 GenomicPandPfunctionalPanalysesPofPfungalPandPbacterialPconsortiaPthatPenablePlignocelluloseP
breakdownPinPgoatPgutPmicrobiomesgPNatureiMicrobiologyeP2021ePpePnssfokk 26.6 23

60 ExperimentallyPValidatedPReconstructionPandP‘nalysisPofPaPGenomefScalePMetabolicPModelPofPanP
‘naerobicPNeocallimastigomycotaP₂ungusgPMSystemseP2021ePpeP 7.6 10

59 –ocultivationPofP‘naerobicP₂ungiPwithPRumenP’acteriaPEstablishesPanP‘ntagonisticPRelationshipgP
MBioeP2021ePklePeiknnllk 7.8 0

58 IdentificationPofPnovelPmembranePproteinsPforPimprovedPlignocellulosePconversiongPCurrentiOpinioni
iniBiotechnologyeP2021ePqmePksrflin 11.4 1

57
–ofcultivationPofPthePanaerobicPfungusP–aecomycesPchurrovisPwithPMethanobacteriumPbryantiiP
enhancesPtranscriptionPofPcarbohydratePbindingPmodulesePdockerinsePandPpyruvatePformatePlyasesP
onPspecificPsubstratesgPBiotechnologyiforiBiofuelseP2021ePknePlmn

7.8 3

56 EfficientPandPcostfeffectivePbacterialPmRN‘PsequencingPfromPlowPinputPsamplesPthroughPribosomalP
RN‘PdepletiongPBMCiGenomicseP2020ePlkePqkq 4.5 3
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55 EngineeredPfluoridePsensitivityPenablesPbiocontainmentPandPselectionPofPgeneticallyfmodifiedP
yeastsgPNatureiCommunicationseP2020ePkkePonos 17.4 5

54 ‘nP‘rduinoPbasedPautomaticPpressurePevaluationPsystemPtoPquantifyPgrowthPofPnonfmodelP
anaerobesPinPculturegPAICHEiJournaleP2020ePppePekponi 3.6 3

53  esigningPchimericPenzymesPinspiredPbyPfungalPcellulosomesgPSyntheticiandiSystemsiBiotechnologyeP
2020ePoePlmfml 4.2 18

52 ’ridgingPnonfoverlappingPreadsPilluminatesPhighforderPepistasisPbetweenPdistalPproteinPsitesPinPaP
GP–RgPNatureiCommunicationseP2020ePkkePpsi 17.4 1

51 TheP’iotechnologicalPPotentialPofP‘naerobicPGutP₂ungiP2020ePnkmfnmq 1

50 GenomicPandPproteomicPbiasesPinformPmetabolicPengineeringPstrategiesPforPanaerobicPfungigP
MetaboliciEngineeringiCommunicationseP2020ePkiePeiikiq 6.5 10

49 LipofchitooligosaccharidesPasPregulatoryPsignalsPofPfungalPgrowthPandPdevelopmentgPNaturei
CommunicationseP2020ePkkePmrsq 17.4 19

48 NatureYsPrecyclerstPanaerobicPmicrobialPcommunitiesPdrivePcrudePbiomassPdeconstructiongPCurrenti
OpinioniiniBiotechnologyeP2020ePplePmrfnq 11.4 16

47 Topf ownPEnrichmentPGuidesPinP₂ormationPofPSyntheticPMicrobialP–onsortiaPforP’iomassP
 egradationgPACSiSyntheticiBiologyeP2019ePrePlkqnflkro 5.7 30

46 –ommonPprinciplesPandPbestPpracticesPforPengineeringPmicrobiomesgPNatureiReviewsiMicrobiologyeP
2019ePkqePqlofqnk 22.2 144

45
–ofcultivationPofPthePanaerobicPfungusP‘naeromycesProbustusPwithPMethanobacteriumPbryantiiP
enhancesPtranscriptionPofPcarbohydratePactivePenzymesgPJournaliofiIndustrialiMicrobiologyiandi
BiotechnologyeP2019ePnpePknlqfknmm

4.2 19

44 HeterologousPtransportersPfromPanaerobicPfungiPbolsterPfluoridePtolerancePingPMetabolici
EngineeringiCommunicationseP2019ePsePeiiisk 6.5 11

43 HarnessingPNatureYsP‘naerobesPforP’iotechnologyPandP’ioprocessinggPAnnualiReviewiofiChemicali
andiBiomoleculariEngineeringeP2019ePkiePkiofklr 8.9 15

42 LinkingPâ��omicsâ��PtoPfunctionPunlocksPthePbiotechPpotentialPofPnonfmodelPfungigPCurrentiOpinioniini
SystemsiBiologyeP2019ePknePsfkq 3.2 11

41 TuningPVectorPStabilityPandPIntegrationP₂requencyPElevatesP₂unctionalPGP–RPProductionPandP
HomogeneityPinPSaccharomycesPcerevisiaegPACSiSyntheticiBiologyeP2018ePqePkqpmfkqql 5.7 3

40 MethodsPforPGenomicP–haracterizationPandPMaintenancePofP‘naerobicP₂ungigPMethodsiiniMoleculari
BiologyeP2018ePkqqoePomfpq 1.4 3

39 MetabolicPcharacterizationPofPanaerobicPfungiPprovidesPaPpathPforwardPforPbioprocessingPofPcrudeP
lignocellulosegPBiotechnologyiandiBioengineeringeP2018ePkkoePrqnfrrn 4.9 42

38 SubstratefbasedPdifferentialPexpressionPanalysisPrevealsPcontrolPofPbiomassPdegradingPenzymesPinP
PycnoporusPcinnabarinusgPBiochemicaliEngineeringiJournaleP2018ePkmiePrmfrs 4.2 8
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37 InPSilicoPIdentificationPofPMicrobialPPartnersPtoP₂ormP–onsortiaPwithP‘naerobicP₂ungigPProcesseseP
2018ePpePq 2.9 13

36 –atabolicPrepressionPinPearlyfdivergingPanaerobicPfungiPisPpartiallyPmediatedPbyPnaturalPantisenseP
transcriptsgPFungaliGeneticsiandiBiologyeP2018ePklkePkfs 3.9 6

35 ’iomassfdegradingPenzymesParePcatabolitePrepressedPinPanaerobicPgutPfungigPAICHEiJournaleP2018eP
pnePnlpmfnlqi 3.6 17

34 EngineeringPlivePcellPsurfacesPwithPfunctionalPpolymersPviaPcytocompatiblePcontrolledPradicalP
polymerizationgPNatureiChemistryeP2017ePsePomqfono 17.6 273

33 WidespreadPadeninePNpfmethylationPofPactivePgenesPinPfungigPNatureiGeneticseP2017ePnsePspnfspr 36.3 181

32 ‘PpartsPlistPforPfungalPcellulosomesPrevealedPbyPcomparativePgenomicsgPNatureiMicrobiologyeP2017eP
lePkqirq 26.6 111

31 ThePimportancePofPsourcingPenzymesPfromPnonfconventionalPfungiPforPmetabolicPengineeringPandP
biomassPbreakdowngPMetaboliciEngineeringeP2017ePnnePnofos 9.7 29

30 TranscriptomicPcharacterizationPofPtPaPnovelePnonfrhizoidfformingPlignocellulolyticPanaerobicPfungusgP
BiotechnologyiforiBiofuelseP2017ePkiePmio 7.8 33

29 EmergingPtechnologiesPforPproteasePengineeringtPNewPtoolsPtoPclearPoutPdiseasegPBiotechnologyiandi
BioengineeringeP2017ePkknePmmfmr 4.9 9

28 GenomicPanalysisPof´ methanogenicParchaea´ revealsPaPshiftPtowardsPenergyPconservationgPBMCi
GenomicseP2017ePkrePpms 4.5 28

27 P–RPandPOmicsP’asedPTechniquesPtoPStudyPtheP iversityePEcologyPandP’iologyPofP‘naerobicP₂ungitP
InsightseP–hallengesPandPOpportunitiesgPFrontiersiiniMicrobiologyeP2017ePrePkpoq 5.7 64

26 ‘denosineP‘laPreceptorsPformPdistinctPoligomersPinPproteinPdetergentPcomplexesgPFEBSiLetterseP
2016ePosiePmlsofmip 3.8 9

25 MappingPthePmembranePproteomePofPanaerobicPgutPfungiPidentifiesPaPwealthPofPcarbohydrateP
bindingPproteinsPandPtransportersgPMicrobialiCelliFactorieseP2016ePkoePlkl 6.4 17

24 MitochondrialPtargetingPincreasesPspecificPactivityPofPaPheterologousPvalinePassimilationPpathwayPingP
MetaboliciEngineeringiCommunicationseP2016ePmePprfqo 6.5 2

23 IntracellularP₂RETfbasedPScreenPforPRedesigningPthePSpecificityPofPSecretedPProteasesgPACSi
ChemicaliBiologyeP2016ePkkePspkfqi 4.9 16

22 EarlyfbranchingPgutPfungiPpossessPaPlargeePcomprehensiveParrayPofPbiomassfdegradingPenzymesgP
ScienceeP2016ePmokePkkslfo 33.3 179

21 RobustPandPeffectivePmethodologiesPforPcryopreservationPandP N‘PextractionPfromPanaerobicPgutP
fungigPAnaerobeeP2016ePmrePmsfnp 2.8 17

20 MappingPthePMembranePProteomePofP‘naerobicPGutP₂ungiPusingPRN‘fSeqgPBiophysicaliJournaleP2016
ePkkiePorafosa 2.9 3
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19 ₂ungalPdiversityPnotesPlomâ��mpptPtaxonomicPandPphylogeneticPcontributionsPtoPfungalPtaxagPFungali
DiversityeP2016ePqrePkflmq 17.6 174

18 MicrobialPcommunitiesPforPbioprocessingtPlessonsPlearnedPfromPnaturegPCurrentiOpinioniiniChemicali
EngineeringeP2016ePknePkimfkis 5.4 41

17  rivingPbiomassPbreakdownPthroughPengineeredPcellulosomesgPBioengineeredeP2015ePpePlinfr 5.7 28

16 StructurePandPfunctionPofPGPproteinfcoupledPreceptorPoligomerstPimplicationsPforPdrugPdiscoverygP
WileyiInterdisciplinaryiReviews:iNanomedicineiandiNanobiotechnologyeP2015ePqePnirflq 9.2 18

15 ExtractingPdataPfromPthePmucktPderivingPbiologicalPinsightPfromPcomplexPmicrobialPcommunitiesPandP
nonfmodelPorganismsPwithPnextPgenerationPsequencinggPCurrentiOpinioniiniBiotechnologyeP2014ePlrePkimfki11.4 26

14 ‘naerobicPgutPfungitP‘dvancesPinPisolationePcultureePandPcellulolyticPenzymePdiscoveryPforPbiofuelP
productiongPBiotechnologyiandiBioengineeringeP2014ePkkkePknqkfrl 4.9 84

13
EvaluatingPexpressionPandPcatalyticPactivityPofPanaerobicPfungalPfibrolyticPenzymesPnativeP
topiromycesPspPElPinSaccharomycesPcerevisiaegPEnvironmentaliProgressiandiSustainableiEnergyeP
2012ePmkePmqfnp

2.5 20

12 ThePmorphologyPandPcompositionPofPcholesterolfrichPmicellarPnanostructuresPdetermineP
transmembranePproteinPaGP–RbPactivitygPBiophysicaliJournaleP2011ePkiiePLkkfm 2.9 37

11 TowardPrationalPdesignPofPproteinPdetergentPcomplexestPdeterminantsPofPmixedPmicellesPthatPareP
criticalPforPthePinPvitroPstabilizationPofPaPGfproteinPcoupledPreceptorgPBiophysicaliJournaleP2011ePkikePksmrfnr2.9 38

10 ‘nalysisPofPadenosineP‘â��aPreceptorPstabilitytPeffectsPofPligandsPandPdisulfidePbondsgPBiochemistryeP
2010ePnsePskrkfs 3.2 20

9
ProgressPtowardPheterologousPexpressionPofPactivePGfproteinfcoupledPreceptorsPinPSaccharomycesP
cerevisiaetPLinkingPcellularPstressPresponsePwithPtranslocationPandPtraffickinggPProteiniScienceeP2009eP
krePlmopfqi

6.3 45

8 HeterologousPGP–RPexpressiontPaPbottleneckPtoPobtainingPcrystalPstructuresgPBiotechnologyiProgress
eP2007ePlmePonifq 2.8 96

7
HighflevelPexpressionPinPSaccharomycesPcerevisiaePenablesPisolationPandPspectroscopicP
characterizationPofPfunctionalPhumanPadenosineP‘laPreceptorgPJournaliofiStructuraliBiologyeP2007eP
kosePkppfqr

3.4 68

6 OptimizationPofPthePhumanPadenosineP‘laPreceptorPyieldsPinPSaccharomycesPcerevisiaegP
BiotechnologyiProgresseP2006ePllePklnsfoo 2.8 12

5 OptimizationPofPthePHumanP‘denosineP‘laPReceptorPYieldsPinSaccharomycesPcerevisiaegP
BiotechnologyiProgresseP2006ePllePklnsfkloo 2.8 28

4 OligomerizationPofPthePHumanP‘denosineP‘l‘PReceptorPisP rivenPbyPthePIntrinsicallyP isorderedP–fterminus 1

3 ProteomePspecializationPofPanaerobicPfungiPduringPruminalPdegradationPofPrecalcitrantPplantPfiber 1

2 EcologyPandPmolecularPtargetsPofPhypermutationPinPthePglobalPmicrobiome 6

(-2016)

5



1 –ofcultivationPofPthePanaerobicPfungusP–aecomycesPchurrovisPwithPMethanobacteriumPbryantiiP
enhancesPtranscriptionPofPcarbohydratePbindingPmodules 1
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