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k Paper IF Citations

124 yvolutionLofLαuanylateLvindingLProteinLTVLαenesLinLMuroidLRodentsLTMuridaeLandLwricetidaeVL
RevealsLanLOutstandingLPatternLofLαainLandLLossbbLFrontiersninnImmunologyYL2022YLegYLkifelj 8.4 2

123 IdentificationLofLaLNovelLMyxomaLVirusLwkaLikeLβostLRangeLzactorLThatLynabledLaLSpeciesLLeapL
fromLRabbitsLtoLβaresbbLMBioYL2022YLedghjefe 7.8 1

122 TLRkLandLTLRlLevolutionLinLlagomorphsnLdifferentLpatternsLinLtheLdifferentLlineagesbbL
ImmunogeneticsYL2022YLe 3.2 0

121 zunctionalLcrossaspeciesLconservationLofLguanylateabindingLproteinsLinLinnateLimmunitybbLMedicaln
MicrobiologynandnImmunologyYL2022YLe 4 0

120 uLlossaofafunctionLmutationLinLRORvLdisruptsLsaltatorialLlocomotionLinLrabbitsbLPLoSnGeneticsYL2021YL
ekYLeeddmhfm 6 1

119 yvolutionLofLtheLguanylateLbindingLproteinLTαvPVLgenesnLymergenceLofLαvPkLgenesLinLprimatesLandL
furtherLacquisitionLofLaLuniqueLαvPgLgeneLinLsimiansbLMolecularnImmunologyYL2021YLegfYLkmale 4.3 5

118 vrainLandLtestisnLmoreLalikeLthanLpreviouslyLthoughtsbLOpennBiologyYL2021YLeeYLfddgff 7 5

117 αeneticsLofLdiseaseLresistanceLinLtheLyuropeanLrabbitbL2021YLejgaekl

116 uLβighlyLwomplexYLMβwaLinkedYLgidLMillionaYearaOldLSharkLNonclassicalLwlassLILLineagebLJournalnofn
ImmunologyYL2021YLfdkYLlfhalgj 5.3 0

115 SpilloverLeventLofLrecombinantLLagovirusLeuropaeuscαIbfLintoLtheLIberianLhareLTLepusLgranatensisVL
inLSpainbLTransboundarynandnEmergingnDiseasesYL2021YLjlYLgelkagemg 4.2 3

114 wonvergentLLossLofLtheLNecroptosisLPathwayLinLxisparateLMammalianLLineagesLShapesLVirusesL
wountermeasuresbLFrontiersninnImmunologyYL2021YLefYLkhkkgk 8.4 6

113 wartilaginousLfishLclassLIILgenesLrevealLunprecedentedLoldLallelicLlineagesLandLconfirmLtheLlateL
evolutionaryLemergenceLofLxMbLMolecularnImmunologyYL2020YLeflYLefiaegl 4.3 2

112 udenovirusLemergenceLinLaLredLsquirrelLTSciurusLvulgarisVLinLIberianLPeninsulabLTransboundarynandn
EmergingnDiseasesYL2020YLjkYLfgddafgdj 4.2 0

111 wartilaginousLfishesLofferLuniqueLinsightsLintoLtheLevolutionLofLtheLnuclearLreceptorLgeneL
repertoireLinLgnathostomesbLGeneralnandnComparativenEndocrinologyYL2020YLfmiYLeegifk 3 5

110 unLuncientYLMβwaLinkedYLNonclassicalLwlassLILLineageLinLwartilaginousLzishbLJournalnofnImmunologyYL
2020YLfdhYLlmfamdf 5.3 5

109 woinfectionsLofLNovelLPolyomavirusYLunellovirusesLandLaLRecombinantLStrainLofLMyxomaL
VirusaMYXVaTolLIdentifiedLinLIberianLβaresbLVirusesYL2020YLefYL 6.2 4

108 RecombinationLatLtheLemergenceLofLtheLpathogenicLrabbitLhaemorrhagicLdiseaseLvirusLLagovirusL
europaeuscαIbfbLScientificnReportsYL2020YLedYLehidf 4.9 16
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107 RetrospectiveLunalysisLShowsLThatLMostLRβxVLαIbeLStrainsLwirculatingLSinceLtheLLateLemmdsLinL
zranceLandLSwedenLWereLRecombinantLαIbgPaαIbedLStrainsbLGenesYL2020YLeeYL 4.2 3

106 yvolutionLofLzcLReceptoraLikeLScavengerLinLMammalsbLFrontiersninnImmunologyYL2020YLeeYLimdfld 8.4 2

105 TheLevolutionLofLSedduknLanLunusualLgeneLexpansionLinLMyotisLbatsbLBMCnEvolutionarynBiologyYL2019
YLemYLedf 3 5

104 SequencingLofLVxJLgenesLinLLepusLamericanusLconfirmsLaLcorrelationLbetweenLVβnLexpressionLandL
theLleporidLspeciesLcontinentLofLoriginbLMolecularnImmunologyYL2019YLeefYLelfaelk 4.3 1

103 InfectionLinLaLwommunityLofLzreeaRangingLxomesticLandLWildLwolumbiformesLandLvonelliSsLyagleLTVbL
FrontiersninnVeterinarynScienceYL2019YLjYLehl 3.1 1

102 αeneticLwharacterizationLofLaLRecombinantLMyxomaLVirusLinLtheLIberianLβareLTVbLVirusesYL2019YLeeYL 6.2 20

101 StrongLselectionLofLtheLTLRfLcodingLregionLamongLtheLLagomorphaLsuggestsLanLevolutionaryL
historyLthatLdiffersLfromLotherLmammalsbLImmunogeneticsYL2019YLkeYLhgkahhg 3.2 8

100 yvolutionLofLwwLejLinLαliresLTRodentiaLandLLagomorphaVLshowsLanLunusualLrandomL
pseudogenizationLpatternbLBMCnEvolutionarynBiologyYL2019YLemYLim 3 4

99 ulternatedLselectionLmechanismsLmaintainLadaptiveLdiversityLinLdifferentLdemographicLscenariosLofL
aLlargeLcarnivorebLBMCnEvolutionarynBiologyYL2019YLemYLmd 3 5

98 TheLantiviralLactivityLofLrodentLandLlagomorphLSyRINwgLandLSyRINwiLisLcounteractedLbyLknownLviralL
antagonistsbLJournalnofnGeneralnVirologyYL2019YLeddYLfklafll 4.9 11

97 IwTVLVirusLTaxonomyLProfilenbLJournalnofnGeneralnVirologyYL2019YLeddYLehjmaehkd 4.9 53

96 ParallelLadaptationLofLrabbitLpopulationsLtoLmyxomaLvirusbLScienceYL2019YLgjgYLegemaegfj 33.3 66

95 αeneticLxiversityLofLandLinLtheLLeporidsLRevealedLxifferentLPatternsLofLxiversityLinLtheLTwoL
yuropeanLRabbitLSubspeciesLTLandLVbLAnimalsYL2019YLmYL 3.1 2

94 NotLsoLuniqueLtoLPrimatesnLTheLindependentLadaptiveLevolutionLofLTRIMiLinLLagomorphaLlineagebL
PLoSnONEYL2019YLehYLedffjfdf 3.7 2

93 unalysisLofLsubstitutionLratesLshowedLthatLTLRiLisLevolvingLatLdifferentLratesLamongLmammalianL
groupsbLBMCnEvolutionarynBiologyYL2019YLemYLffe 3 7

92 TheLevolutionLofLSeddukLinLprimatesnLaLmodelLofLconcertedLandLbirthaandadeathLevolutionbL
ImmunogeneticsYL2019YLkeYLfiagg 3.2 1

91 RabbitLmodelsLofLhumanLdiseasesLforLdiagnosticsLandLtherapeuticsLdevelopmentbLDevelopmentaln
andnComparativenImmunologyYL2019YLmfYLmmaedh 3.2 12

90 αIbebcαIbebcαIbfLrecombinantLrabbitLhemorrhagicLdiseaseLvirusLfLTLagovirusLeuropaeuscαIbfVLinL
MoroccoYLufricabLArchivesnofnVirologyYL2019YLejhYLfkmaflg 2.6 19

(2019-2020)
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89 MaximumLlikelihoodLapproachLsuggestsLpositiveLselectionLinLplateletLintegrinL˛–IIb˛†gLinLmammalianL
speciesbLPlateletsYL2019YLgdYLhjdahjj 3.6

88
yvolutionaryLstudiesLonLtheLbetaretrovirusLRyRVaβLinLtheLLeporidaeLfamilyLrevealLanL
endogenizationLinLtheLancestorLofLOryctolagusYLvunolagusLandLPentalagusLatLmLmillionLyearsLagobL
VirusnResearchYL2019YLfjfYLfhafm

6.4 2

87 OvercomingLspeciesLbarriersnLanLoutbreakLofLLagovirusLeuropaeusLαIbfcRβxVfLinLanLisolatedL
populationLofLmountainLharesLTLepusLtimidusVbLBMCnVeterinarynResearchYL2018YLehYLgjk 2.7 30

86 zullLgenomeLsequencesLareLkeyLtoLdiscloseLRβxVfLemergenceLinLtheLMacaronesianLislandsbLVirusn
GenesYL2018YLihYLeah 2.3 8

85 βostaSpecificLαlycansLureLworrelatedLwithLSusceptibilityLtoLInfectionLbyLLagovirusesYLbutLNotLwithL
TheirLVirulencebLJournalnofnVirologyYL2018YLmfYL 6.6 11

84 xeLnovoLassemblyLofLtheLkidneyLandLspleenLtranscriptomesLofLtheLcosmopolitanLblueLsharkYL
PrionaceLglaucabLMarinenGenomicsYL2018YLgkYLidaig 1.9 5

83 ypidemiologyLofLRβxVfLTLagovirusLeuropaeuscαIbfVLinLfreealivingLwildLyuropeanLrabbitsLinLPortugalbL
TransboundarynandnEmergingnDiseasesYL2018YLjiYLegkgaeglf 4.2 22

82 IdentificationLofLaLnewLyuropeanLrabbitLIguLwithLaLserinearichLhingeLregionbLPLoSnONEYL2018YLegYLedfdeijk3.7 6

81 TheLwideLutilityLofLrabbitsLasLmodelsLofLhumanLdiseasesbLExperimentalnandnMolecularnMedicineYL2018YL
idYLeaed 12.8 64

80 unLupdateLonLtheLrabbitLhemorrhagicLdiseaseLvirusLTRβxVVLstrainsLcirculatingLinLPortugalLinLtheL
emmdsnLearliestLdetectionLofLαgaαiLandLαjbLArchivesnofnVirologyYL2017YLejfYLfdjeafdji 2.6 2

79 wharacterizationLofLoldLRβxVLstrainsLbyLcompleteLgenomeLsequencingLidentifiesLaLnovelLgeneticL
groupbLScientificnReportsYL2017YLkYLegimm 4.9 9

78 RecombinationLbetweenLαfLandLαjLstrainsLofLrabbitLhemorrhagicLdiseaseLvirusLTRβxVVLinLwhinabL
ArchivesnofnVirologyYL2017YLejfYLfjmafkf 2.6 11

77 TheLremnantLofLtheLyuropeanLrabbitLTOryctolagusLcuniculusVLIgxLgenebLPLoSnONEYL2017YLefYLedelfdfm 3.7 4

76 ProposalLforLaLunifiedLclassificationLsystemLandLnomenclatureLofLlagovirusesbLJournalnofnGeneraln
VirologyYL2017YLmlYLejilaejjj 4.9 91

75 xiseaseamediatedLbottomaupLregulationnLunLemergentLvirusLaffectsLaLkeystoneLpreyYLandLaltersLtheL
dynamicsLofLtrophicLwebsbLScientificnReportsYL2016YLjYLgjdkf 4.9 37

74 udaptiveLαeneLLosssLTracingLvackLtheLPseudogenizationLofLtheLRabbitLwwLlLwhemokinebLJournalnofn
MolecularnEvolutionYL2016YLlgYLefafi 3.1 4

73 yvolutionaryLstudyLofLleporidLwxhLrevealsLaLhotspotLofLgeneticLvariabilityLwithinLtheLxfLdomainbL
ImmunogeneticsYL2016YLjlYLhkkahlf 3.2 3

72 yvolutionLofLwwLeenLgeneticLcharacterizationLinLlagomorphsLandLevidenceLofLpositiveLandLpurifyingL
selectionLinLmammalsbLInnatenImmunityYL2016YLffYLggjahg 2.7 6
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71 unLoverviewLofLtheLlagomorphLimmuneLsystemLandLitsLgeneticLdiversitybLImmunogeneticsYL2016YLjlYLlgaedk3.2 26

70 TheLImmuneLSystemLofLLagomorphsL2016YLieiaifi 2

69 wrossaspeciesLcomparisonLofLmammalianLsalivaLusingLanLLwaMuLxILbasedLproteomicLapproachbL
ProteomicsYL2015YLeiYLeimlajdk 4.8 36

68
zieldLandLexperimentalLdataLindicateLthatLtheLeasternLcottontailLTSylvilagusLfloridanusVLisL
susceptibleLtoLinfectionLwithLyuropeanLbrownLhareLsyndromeLTyvβSVLvirusLandLnotLwithLrabbitL
haemorrhagicLdiseaseLTRβxVLvirusbLVeterinarynResearchYL2015YLhjYLeg

3.8 18

67 yndogenizationLofLmouseLmammaryLtumorLvirusLTMMTVValikeLelementsLinLgenomesLofLpikasL
TOchotonaLspbVbLVirusnResearchYL2015YLfedYLffaj 6.4 6

66 TrackingLtheLevolutionLofLtheLαecRβxVbLrecombinantLstrainsLintroducedLfromLtheLIberianLPeninsulaL
toLtheLuzoresLislandsYLPortugalbLInfection,nGeneticsnandnEvolutionYL2015YLghYLgdkaeg 4.5 24

65 NeofunctionalizationLofLtheLSeceL˛–eYffucosyltransferaseLparalogueLinLleporidsLcontributesLtoL
glycanLpolymorphismLandLresistanceLtoLrabbitLhemorrhagicLdiseaseLvirusbLPLoSnPathogensYL2015YLeeYLeeddhkim7.6 6

64 PseudogenizationLofLwwLehLinLtheLOchotonidaeLTpikaVLfamilybLInnatenImmunityYL2015YLfeYLjhkaih 2.7 6

63 αeneticLdiversityLcomparisonLofLtheLxQuLgeneLinLyuropeanLrabbitLTOryctolagusLcuniculusVL
populationsbLImmunogeneticsYL2015YLjkYLikmamd 3.2 4

62 αeneticLcharacterizationLofLinterleukinsLTILae˛–YLILae˛†YLILafYLILahYLILalYLILaedYLILaefuYLILaefvYLILaeiLandL
ILaelVLwithLrelevantLbiologicalLrolesLinLlagomorphsbLInnatenImmunityYL2015YLfeYLklkalde 2.7 16

61 SurveyLofLgeneticLdiversityLofLIgαLinLwildLandLdomesticLrabbitsbLInternationalnJournalnofn
ImmunogeneticsYL2015YLhfYLgjhak 2.3 5

60 LevelsLandLPatternsLofLαeneticLxiversityLandLPopulationLStructureLinLxomesticLRabbitsbLPLoSnONEYL
2015YLedYLedehhjlk 3.7 28

59 yvolutionaryLInsightsLintoLILekuLinLLagomorphsbLMediatorsnofnInflammationYL2015YLfdeiYLgjkjkd 4.3 3

58 TheLphylogenyLofLpikasLTOchotonaVLinferredLfromLaLmultilocusLcoalescentLapproachbLMolecularn
PhylogeneticsnandnEvolutionYL2015YLlhYLfhdah 4.1 18

57 zullLgenomicLanalysisLofLnewLvariantLrabbitLhemorrhagicLdiseaseLvirusLrevealedLmultipleL
recombinationLeventsbLJournalnofnGeneralnVirologyYL2015YLmjYLegdmaegem 4.9 63

56 ymergenceLofLPathogenicityLinLLagovirusesnLyvolutionLfromLPreaexistingLNonpathogenicLStrainsLorL
throughLaLSpeciesLJumpsbLPLoSnPathogensYL2015YLeeYLeeddidlk 7.6 24

55 IsLtheLnewLvariantLRβxVLreplacingLgenogroupLeLinLPortugueseLwildLrabbitLpopulationssbLVirusesYL
2014YLkYLfkagj 6.2 56

54 MolecularLevolutionLandLantigenicLvariationLofLyuropeanLbrownLhareLsyndromeLvirusLTyvβSVVbL
VirologyYL2014YLhjlahkdYLedhaeef 3.6 16

(2014-2016)
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53 MolecularLepidemiologyLofLRabbitLβaemorrhagicLxiseaseLVirusLinLuustralianLwhenLoneLbecameL
manybLMolecularnEcologyYL2014YLfgYLhdlafd 5.7 30

52 SequencingLofLSylvilagusLVxJLgenesLrevealsLaLnewLVβaLallelicLlineageLandLshowsLthatLancientLVβL
lineagesLwereLretainedLdifferentlyLinLleporidsbLImmunogeneticsYL2014YLjjYLkemafj 3.2 4

51 wonvergentLevolutionLofLILajLinLtwoLleporidsLTOryctolagusLandLPentalagusVLoriginatedLanLextendedL
proteinbLImmunogeneticsYL2014YLjjYLilmami 3.2 10

50 yvolutionLofLviralLsensingLRIαaIalikeLreceptorLgenesLinLLeporidaeLgeneraLOryctolagusYLSylvilagusYLandL
LepusbLImmunogeneticsYL2014YLjjYLhgaif 3.2 23

49 SpreadLofLnewLvariantLRβxVLinLdomesticLrabbitsLonLtheLIberianLPeninsulabLVeterinarynMicrobiologyYL
2014YLejmYLjkakg 3.3 65

48 LeporidLimmunoglobulinLαLshowsLevidenceLofLstrongLselectiveLpressureLonLtheLhingeLandLwβgL
domainsbLOpennBiologyYL2014YLhYLehddll 7 16

47 yvolutionLofLwYLxLandLSatypeLcystatinsLinLmammalsnLanLextensiveLgeneLduplicationLinLprimatesbLPLoSn
ONEYL2014YLmYLeedmdid 3.7 14

46 MaximumalikelihoodLapproachesLrevealLsignaturesLofLpositiveLselectionLinLILLgenesLinLmammalsbL
InnatenImmunityYL2014YLfdYLelhame 2.7 16

45 RabbitLhemorrhagicLdiseaseLvirusLdetectedLinLPicoYLuzoresYLPortugalYLrevealedLaLuniqueLendemicL
strainLwithLmoreLthanLekLyearsLofLindependentLevolutionbLVirusesYL2014YLjYLfjmlakdk 6.2 5

44 xetectionLofLRβxVLstrainsLinLtheLIberianLhareLTLepusLgranatensisVnLearliestLevidenceLofLrabbitL
lagovirusLcrossaspeciesLinfectionbLVeterinarynResearchYL2014YLhiYLmh 3.8 20

43 αeneticLcharacterizationLofLwwLgYLwwLhLandLwwLiLinLleporidLgeneraLOryctolagusYLSylvilagusLandL
LepusbLInternationalnJournalnofnImmunogeneticsYL2014YLheYLeihal 2.3 8

42 xetectionLofLRβxVaLonLtheLIberianLPeninsulanLisolationLofLanLRβxVaLstrainLfromLaLSpanishLrabbitrybL
ArchivesnofnVirologyYL2014YLeimYLgfeaj 2.6 23

41 xetectionLofLRβxVLstrainsLinLtheLIberianLhareLTLLepusLgranatensisLVnLearliestLevidenceLofLrabbitL
lagovirusLcrossaspeciesLinfectionbLVeterinarynResearchYL2014YLhiYLmh 3.8 21

40 yvolutionLandLdivergenceLofLtheLmammalianLSuMxmcSuMxmLLgeneLfamilybLBMCnEvolutionaryn
BiologyYL2013YLegYLefe 3 28

39 wompleteLcodingLsequencesLofLyuropeanLbrownLhareLsyndromeLvirusLTyvβSVVLstrainsLisolatedLinL
emlfLinLSwedenbLArchivesnofnVirologyYL2013YLeilYLfemgaj 2.6 11

38 InsightsLintoLtheLyuropeanLrabbitLTOryctolagusLcuniculusVLinnateLimmuneLsystemnLgeneticLdiversityL
ofLtheLtollalikeLreceptorLgLTTLRgVLinLwildLpopulationsLandLdomesticLbreedsbLBMCnGeneticsYL2013YLehYLkg 2.6 24

37 unLevolutionaryLperspectiveLofLmammalLsalivaryLpeptideLfamiliesnLcystatinsYLhistatinsYLstatherinLandL
PRPsbLArchivesnofnOralnBiologyYL2013YLilYLhieal 2.8 30

36 wharacterizationLofLthymosinL˛†hLinLmammalsSLsalivabLPeptidesYL2013YLhdYLeak 3.8 6
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35 SequencingLofLmodernLLepusLVxJLgenesLshowsLthatLtheLusageLofLVβnLgenesLhasLbeenLretainedLinL
bothLOryctolagusLandLLepusLthatLdivergedLefLmillionLyearsLagobLImmunogeneticsYL2013YLjiYLkkkalh 3.2 15

34 TwTyXexhYLaLnovelLproteinLphosphataseLeLinteractornLconnectingLtheLphosphataseLtoLtheL
microtubuleLnetworkbLBiologynOpenYL2013YLfYLhigaji 2.2 13

33 NotLsoLpseudonLtheLevolutionaryLhistoryLofLproteinLphosphataseLeLregulatoryLsubunitLfLandLrelatedL
pseudogenesbLBMCnEvolutionarynBiologyYL2013YLegYLfhf 3 14

32 PositiveLevolutionaryLselectionLonLtheLRIαaIalikeLreceptorLgenesLinLmammalsbLPLoSnONEYL2013YLlYLeleljh 3.7 23

31 NewLvariantLofLrabbitLhemorrhagicLdiseaseLvirusYLPortugalYLfdefafdegbLEmergingnInfectiousnDiseasesYL
2013YLemYLemddaf 10.2 76

30 womputationalLanalysesLofLanLevolutionaryLarmsLraceLbetweenLmammalianLimmunityLmediatedLbyL
immunoglobulinLuLandLitsLsubversionLbyLbacterialLpathogensbLPLoSnONEYL2013YLlYLekgmgh 3.7 18

29 unLintriguingLshiftLoccursLinLtheLnovelLproteinLphosphataseLeLbindingLpartnerYLTwTyXexhnLevidenceL
ofLpositiveLselectionLinLaLpikaLmodelbLPLoSnONEYL2013YLlYLekkfgj 3.7 4

28 RabbitLhaemorrhagicLdiseaseLTRβxVLandLrabbitLhaemorrhagicLdiseaseLvirusLTRβxVVnLaLreviewbL
VeterinarynResearchYL2012YLhgYLef 3.8 229

27 RecurrentLintrogressionLofLmitochondrialLxNuLamongLharesLTLepusLsppbVLrevealedLbyLspeciesatreeL
inferenceLandLcoalescentLsimulationsbLSystematicnBiologyYL2012YLjeYLgjkale 8.4 89

26 PseudogenizationLofLtheLMwPafcwwLlLchemokineLgeneLinLyuropeanLrabbitLTgenusLOryctolagusVYLbutL
notLinLspeciesLofLwottontailLrabbitLTSylvilagusVLandLβareLTLepusVbLBMCnGeneticsYL2012YLegYLkf 2.6 13

25 wompleteLgenomicLsequencesLofLrabbitLhemorrhagicLdiseaseLvirusLαeLstrainsLisolatedLinLtheL
yuropeanLrabbitLoriginalLrangebLJournalnofnVirologyYL2012YLljYLegllj 6.6 14

24 SignaturesLofLpositiveLselectionLinLTollalikeLreceptorLTTLRVLgenesLinLmammalsbLBMCnEvolutionaryn
BiologyYL2011YLeeYLgjl 3 119

23 uLsharedLunusualLgeneticLchangeLatLtheLchemokineLreceptorLtypeLiLbetweenLOryctolagusYL
vunolagusLandLPentalagusbLConservationnGeneticsYL2011YLefYLgfiaggd 2.6 18

22 MolecularLbasesLofLgeneticLdiversityLandLevolutionLofLtheLimmunoglobulinLheavyLchainLvariableL
regionLTIαβVVLgeneLlocusLinLleporidsbLImmunogeneticsYL2011YLjgYLgmkahdl 3.2 28

21 StudyLofLSylvilagusLrabbitLTRIMi˛–LspeciesaspecificLdomainnLhowLancientLendovirusesLcouldLhaveL
shapedLtheLantiviralLrepertoireLinLLagomorphabLBMCnEvolutionarynBiologyYL2011YLeeYLfmh 3 15

20 βistoabloodLgroupLantigensLactLasLattachmentLfactorsLofLrabbitLhemorrhagicLdiseaseLvirusLinfectionL
inLaLvirusLstrainadependentLmannerbLPLoSnPathogensYL2011YLkYLeeddfell 7.6 78

19 NotasoanovelLMichiganLrabbitLcalicivirusbLEmergingnInfectiousnDiseasesYL2010YLejYLeggeafoLauthorLreplyLeggf10.2 15

18 uLnovelLfunctionalLrabbitLILakLisoformbLDevelopmentalnandnComparativenImmunologyYL2010YLghYLlflagj 3.2 9

(2010-2013)
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17 PartialLsequencingLofLrecentLPortugueseLmyxomaLvirusLfieldLisolatesLexhibitsLaLhighLdegreeLofL
geneticLstabilitybLVeterinarynMicrobiologyYL2010YLehdYLejeaj 3.3 9

16 SharingLofLendogenousLlentiviralLgeneLfragmentsLamongLleporidLlineagesLseparatedLforLmoreLthanL
efLmillionLyearsbLJournalnofnVirologyYL2009YLlgYLfgljal 6.6 45

15 yvolutionLofLrabbitLhaemorrhagicLdiseaseLvirusLTRβxVVLinLtheLyuropeanLrabbitLTOryctolagusL
cuniculusVLfromLtheLIberianLPeninsulabLVeterinarynMicrobiologyYL2009YLegiYLgjlakg 3.3 46

14 WidespreadLgeneLconversionLofLalphaafafucosyltransferaseLgenesLinLmammalsbLJournalnofnMolecularn
EvolutionYL2009YLjmYLffage 3.1 22

13
αeneticLcharacterizationLofLtheLchemokineLreceptorLwXwRhLgeneLinLlagomorphsnLcomparisonL
betweenLtheLfamiliesLOchotonidaeLandLLeporidaebLInternationalnJournalnofnImmunogeneticsYL2008YL
giYLeeeak

2.3 10

12 xetectionLofLpositiveLselectionLinLtheLmajorLcapsidLproteinLVPjdLofLtheLrabbitLhaemorrhagicLdiseaseL
virusLTRβxVVbLVirusnResearchYL2008YLegkYLfigaj 6.4 26

11 xiversityLandLevolutionaryLhistoryLofLtheLMβwLxQuLgeneLinLleporidsbLImmunogeneticsYL2008YLjdYLieiafi 3.2 30

10 yvidenceLforLrecombinationLinLtheLmajorLcapsidLgeneLVPjdLofLtheLrabbitLhaemorrhagicLdiseaseLvirusL
TRβxVVbLArchivesnofnVirologyYL2008YLeigYLgfmagi 2.6 44

9 yxtensiveLgeneLconversionLbetweenLwwRfLandLwwRiLinLdomesticLcatLTzelisLcatusVbLInternationaln
JournalnofnImmunogeneticsYL2007YLghYLgfeah 2.3 15

8
αeneticLvariationLatLchemokineLreceptorLwwRiLinLleporidsnLalterationLatLtheLfndLextracellularL
domainLbyLgeneLconversionLwithLwwRfLinLOryctolagusYLbutLnotLinLSylvilagusLandLLepusLspeciesbL
ImmunogeneticsYL2006YLilYLhmhaide

3.2 34

7 αeneticLdiversityLatLtheLhingeLregionLofLtheLuniqueLimmunoglobulinLheavyLgammaLTIαβαVLgeneLinL
leporidsLTOryctolagusYLSylvilagusLandLLepusVbLInternationalnJournalnofnImmunogeneticsYL2006YLggYLekeak 2.3 13

6 TheLevolutionLofLtheLimmunoglobulinLheavyLchainLvariableLregionLTIgVβVLinLLeporidsnLanLunusualL
caseLofLtransspeciesLpolymorphismbLImmunogeneticsYL2005YLikYLlkhalf 3.2 29

5 wharacterizationLofLtheLTacellLreceptorLgammaLlocusLandLanalysisLofLtheLvariableLgeneLsegmentL
expressionLinLrabbitbLImmunogeneticsYL2005YLikYLgifajg 3.2 9

4 ullelicLvariationLatLtheLVβaLlocusLinLnaturalLpopulationsLofLrabbitLTOryctolagusLcuniculusYLLbVbLJournaln
ofnImmunologyYL2004YLekfYLedhhaig 5.3 26

3 βotspotLvariationLatLtheLwβfawβgLinterfaceLofLleporidLIgαLantibodiesLTOryctolagusYLSylvilagusLandL
LepusVbLInternationalnJournalnofnImmunogeneticsYL2002YLfmYLifmagi 10

2 RestrictionLfragmentLallelesLofLtheLrabbitLIαβαLgenesLwithLreferenceLtoLtheLrabbitLIαβαwβfLorLeL
locusLpolymorphismbLAnimalnGeneticsYL2002YLggYLgdmaee 2.5 7

1 αeneticLanalysisLandLmappingLofLbiochemicalLmarkersLinLanLzfLintercrossLofLtwoLinbredLstrainsLofL
theLrabbitLTOryctolagusLcuniculusVbLBiochemicalnGeneticsYL2001YLgmYLejmakl 2.4 4
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