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83 zxploringOtheOMicrobiomebWideOLysineOvcetylationaOSuccinylationaOandOPropionylationOinOHumanOβutO
MicrobiotacOAnalyticalmChemistryaO2021aOnhaOkjnibkjnm 7.8 2

82 zlevatedOcolonicOmicrobiotabassociatedOpaucimannosidicOandOtruncatedONbglycansOinOpediatricO
ulcerativeOcolitiscOJournalmofmProteomicsaO2021aOginaOfeihkn 3.9 2

81
vOsimultaneousOidentificationOandOquantificationOstrategyOforOdeterminationOofO
sulfhydrylbcontainingOmetabolitesOinOnormalbOandOhighbfatOdietOhamstersOusingOstableOisotopeO
labelingOcombinedOwithOLxbMScOAnalyticamChimicamActaaO2021aOffmiaOhhnefk

6.6 1

80 HistoneOtalesoOlysineOmethylationaOaOprotagonistOinOvrabidopsisOdevelopmentcOJournalmofm
ExperimentalmBotanyaO2020aOlfaOlnhbmel 7 14

79 MetaLabOgceOznablesOvccurateOPostbTranslationalOModificationsOProfilingOinOMetaproteomicscO
JournalmofmthemAmericanmSocietymformMassmSpectrometryaO2020aOhfaOfilhbfimg 3.5 6

78 RapidvIMoOaOculturebOandOmetaproteomicsbbasedORapidOvssayOofOIndividualOMicrobiomeOresponsesOtoO
drugscOMicrobiomeaO2020aOmaOhh 16.6 39

77 yifferentialOLysisOvpproachOznablesOSelectiveOzxtractionOofOTaxonbSpecificOProteinsOforOβutO
MetaproteomicscOAnalyticalmChemistryaO2020aOngaOjhlnbjhmk 7.8 3

76 xhemoenzymaticOMethodOforOβlycoproteomicONbβlycanOTypeOQuantitationcOAnalyticalmChemistryaO
2020aOngaOfkfmbfkgl 7.8 3

75 MetaproteomicsORevealsOβrowthOPhasebyependentOResponsesOofOanOβutOMicrobiotaOtoOMetformincO
JournalmofmthemAmericanmSocietymformMassmSpectrometryaO2020aOhfaOfiimbfijm 3.5 3

74 vnOinOvitroOmodelOmaintainingOtaxonbspecificOfunctionalOactivitiesOofOtheOgutOmicrobiomecONaturem
CommunicationsaO2019aOfeaOifik 17.4 30

73 ProteomicsOanalysisOofOsitebspecificOglycoformsObyOaOvirtualOmultistageOmassOspectrometryOmethodcO
AnalyticamChimicamActaaO2019aOfeleaOkebkm 6.6 10

72 PharmacokineticOpropertiesOofOwogoninOandOitsOherbbdrugOinteractionsOwithOdocetaxelOinOratsOwithO
mammaryOtumorscOBiomedicalmChromatographyaO2018aOhgaOeigki 1.7 6

71 yualOTOandOTOweightedOmagneticOresonanceOimagingObasedOonOβdOloadedObioinspiredOmelaninOdotscO
Nanomedicine:mNanotechnology,mBiology,mandmMedicineaO2018aOfiaOflihbfljg 6 8

70 ProteomicOandOMetaproteomicOvpproachesOtoOUnderstandOHostbMicrobeOInteractionscOAnalyticalm
ChemistryaO2018aOneaOmkbfen 7.8 29

69 MetaproteomicsOrevealsOassociationsObetweenOmicrobiomeOandOintestinalOextracellularOvesicleO
proteinsOinOpediatricOinflammatoryObowelOdiseasecONaturemCommunicationsaO2018aOnaOgmlh 17.4 120

68 iMetaLabOfceoOaOwebOplatformOforOmetaproteomicsOdataOanalysiscOBioinformaticsaO2018aOhiaOhnjibhnjk 7.2 25

67 SeparationOandOcharacterizationOofOhumanOmicrobiomesObyOmetaproteomicscOTrACm-mTrendsminm
AnalyticalmChemistryaO2018aOfemaOggfbghe 14.6 4

Kai Cheng

2



66 ProteomicsOvnalysisOofOObβalNvcOβlycosylationOinOHumanOSerumObyOanOIntegratedOStrategycO
AnalyticalmChemistryaO2017aOmnaOfiknbfilk 7.8 29

65 MetaLaboOanOautomatedOpipelineOforOmetaproteomicOdataOanalysiscOMicrobiomeaO2017aOjaOfjl 16.6 71

64 HISTONzOyzvxzTYLvSzkOvctsOinOxoncertOwithOHistoneOMethyltransferasesOSUVHiaOSUVHjaOandO
SUVHkOtoORegulateOTransposonOSilencingcOPlantmCellaO2017aOgnaOfnlebfnmh 11.6 39

63 ZwitterionicOManganeseOandOβadoliniumOMetalbOrganicO–rameworksOasOzfficientOxontrastOvgentsO
forOinOVivoOMagneticOResonanceOImagingcOACSmAppliedmMaterialsmtamp;mInterfacesaO2017aOnaOifhlmbifhmk 9.5 39

62 SalinitybInducedOPalmellaO–ormationOMechanismOinOHalotolerantOvlgaeORevealedObyOQuantitativeO
ProteomicsOandOPhosphoproteomicscOFrontiersminmPlantmScienceaO2017aOmaOmfe 6.2 28

61 PlantOResponsesOtoOvbioticOStressORegulatedObyOHistoneOyeacetylasescOFrontiersminmPlantmScienceaO
2017aOmaOgfil 6.2 53

60 PhosphoproteomeOProfilingORevealsOxircadianOxlockORegulationOofOPosttranslationalOModificationsO
inOtheOMurineOHippocampuscOFrontiersminmNeurologyaO2017aOmaOffe 4.1 19

59 UltrabdeepOtyrosineOphosphoproteomicsOenabledObyOaOphosphotyrosineOsuperbindercONaturem
ChemicalmBiologyaO2016aOfgaOnjnbnkk 11.7 88

58 NbβlycopeptideOReductionOwithOzxoglycosidasesOznablesOvccurateOxharacterizationOofOSitebSpecificO
NbβlycosylationcOAnalyticalmChemistryaO2016aOmmaOffmhlbffmih 7.8 10

57 wottombUpOProteomicsOWgefhbgefjXoOKeepingOupOinOtheOzraOofOSystemsOwiologycOAnalyticalmChemistryaO
2016aOmmaOnjbfgf 7.8 45

56 xharacterizationOofOsitebspecificOglycosylationOofOsecretedOproteinsOassociatedOwithOmultibdrugO
resistanceOofOgastricOcancercOOncotargetaO2016aOlaOgjhfjbgl 3.3 31

55 HybridOanisotropicOnanostructuresOforOdualbmodalOcancerOimagingOandOimagebguidedOchemobthermoO
therapiescOBiomaterialsaO2016aOfehaOgkjbgll 15.6 32

54 vObeadbbasedOcleavageOmethodOforOlargebscaleOidentificationOofOproteaseOsubstratescOScientificm
ReportsaO2016aOkaOggkij 4.9 8

53 vOpeptideONbterminalOprotectionOstrategyOforOcomprehensiveOglycoproteomeOanalysisOusingO
hydrazideOchemistryObasedOmethodcOScientificmReportsaO2015aOjaOfefki 4.9 28

52 HighlyOzfficientOReleaseOofOβlycopeptidesOfromOHydrazideOweadsObyOHydroxylamineOvssistedO
PNβaseO–OyeglycosylationOforONbβlycoproteomeOvnalysiscOAnalyticalmChemistryaO2015aOmlaOfefnnbgei 7.8 39

51 SpecificOznrichmentOofOPeptidesOwithONbTerminalOSerinedThreonineObyOaOSolidbPhaseO
xapturebReleaseOvpproachOforOzfficientOProteomicsOvnalysiscOAnalyticalmChemistryaO2015aOmlaOffhjhbke 7.8 12

50 –luorescenceOImagingOInOVivoOatOWavelengthsObeyondOfjeeOnmcOAngewandtemChemiem-mInternationalm
EditionaO2015aOjiaOfiljmbkg 16.4 231

49 yragonOfruitblikeObiocageOasOanOironOtrappingOnanoplatformOforOhighOefficiencyOtargetedOcancerO
multimodalityOimagingcOBiomaterialsaO2015aOknaOhebl 15.6 54
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48 MagneticOnanoparticlesOcoatedOwithOmaltosebfunctionalizedOpolyethyleneimineOforOhighlyOefficientO
enrichmentOofONbglycopeptidescOJournalmofmChromatographymAaO2015aOfigjaOgfhbge 4.5 34

47 ProteomicOanalysisOofOproteinOmethylationOinOtheOyeastOSaccharomycesOcerevisiaecOJournalmofm
ProteomicsaO2015aOffiaOggkbhh 3.9 27

46 yrugOyeliveryoOzngineeringOMelaninONanoparticlesOasOanOzfficientOyrugâ��yeliveryOSystemOforO
ImagingbβuidedOxhemotherapyOWvdvcOMatercOhidgefjXcOAdvancedmMaterialsaO2015aOglaOjengbjeng 24 4

45 zngineeringOMelaninONanoparticlesOasOanOzfficientOyrugbyeliveryOSystemOforOImagingbβuidedO
xhemotherapycOAdvancedmMaterialsaO2015aOglaOjekhbn 24 131

44 –luorescenceOImagingOInOVivoOatOWavelengthsObeyondOfjeeOnmcOAngewandtemChemieaO2015aOfglaOfinlfbfinlj3.6 72

43 HighbsensitivityONbglycoproteomicOanalysisOofOmouseObrainOtissueObyOproteinOextractionOwithOaOmildO
detergentOofONbdodecylO˛†bybmaltosidecOAnalyticalmChemistryaO2015aOmlaOgejibl 7.8 20

42
PhotoacousticOImagingoOPerylenebyiimidebwasedONanoparticlesOasOHighlyOzfficientOPhotoacousticO
vgentsOforOyeepOwrainOTumorOImagingOinOLivingOMiceOWvdvcOMatercOjdgefjXcOAdvancedmMaterialsaO2015
aOglaOlliblli

24 4

41 –unctionalizingOwithOglycopeptideOdendrimersOsignificantlyOenhancesOtheOhydrophilicityOofOtheO
magneticOnanoparticlescOChemicalmCommunicationsaO2015aOjfaOienhbk 5.8 31

40 LargebscaleOquantificationOofOsingleOaminobacidOvariationsObyOaOvariationbassociatedOdatabaseOsearchO
strategycOJournalmofmProteomemResearchaO2014aOfhaOgifbm 5.6 20

39 TrypsinbcatalyzedONbterminalOlabelingOofOpeptidesOwithOstableOisotopebcodedOaffinityOtagsOforO
proteomeOanalysiscOAnalyticalmChemistryaO2014aOmkaOfflebl 7.8 8

38 vnOenzymeOassistedORPbRPLxOapproachOforOinbdepthOanalysisOofOhumanOliverOphosphoproteomecO
JournalmofmProteomicsaO2014aOnkaOgjhbkg 3.9 166

37 LargebscaleOcharacterizationOofOintactONbglycopeptidesOusingOanOautomatedOglycoproteomicO
methodcOJournalmofmProteomicsaO2014aOffeaOfijbji 3.9 54

36 QuantitativeOproteomicsOrevealsOtheOkineticsOofOtrypsinbcatalyzedOproteinOdigestioncOAnalyticalmandm
BioanalyticalmChemistryaO2014aOiekaOkgilbjk 4.4 19

35 IntegrationOofOcellOlysisaOproteinOextractionaOandOdigestionOintoOoneOstepOforOultrafastOsampleO
preparationOforOphosphoproteomeOanalysiscOAnalyticalmChemistryaO2014aOmkaOklmkbnf 7.8 17

34 InOsituOsampleOprocessingOapproachOWiSPvXOforOcomprehensiveOquantitativeOphosphoproteomeO
analysiscOJournalmofmProteomemResearchaO2014aOfhaOhmnkbnei 5.6 12

33
LargebscaleOproteomeOquantificationOofOhepatocellularOcarcinomaOtissuesObyOaOthreebdimensionalO
liquidOchromatographyOstrategyOintegratedOwithOsampleOpreparationcOJournalmofmProteomemResearchaO
2014aOfhaOhkijbji

5.6 19

32
yifferentialOanalysisOofONbglycoproteomeObetweenOhepatocellularOcarcinomaOandOnormalOhumanO
liverOtissuesObyOcombinationOofOmultipleOproteaseOdigestionOandOsolidOphaseObasedOlabelingcOClinicalm
ProteomicsaO2014aOffaOgk

5 6

31 HighlyOefficientONbglycoproteomicOsampleOpreparationObyOcombiningOxWfmXOandOgraphitizedOcarbonO
adsorbentscOAnalyticalmandmBioanalyticalmChemistryaO2014aOiekaOhfehbn 4.4 15
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30 xomprehensiveOmappingOofOproteinONbglycosylationOinOhumanOliverObyOcombiningOhydrophilicO
interactionOchromatographyOandOhydrazideOchemistrycOJournalmofmProteomemResearchaO2014aOfhaOflfhbgf 5.6 61

29 HybridOnanotrimersOforOdualOTfOandOTgbweightedOmagneticOresonanceOimagingcOACSmNanoaO2014aOmaOnmmibnk16.7 91

28 xonstructionOandOvalidationOofOnanoOgoldOtripodsOforOmolecularOimagingOofOlivingOsubjectscOJournalmofm
themAmericanmChemicalmSocietyaO2014aOfhkaOhjkeblf 16.4 144

27 IdentificationOofOchemoresistancebrelatedOcellbsurfaceOglycoproteinsOinOleukemiaOcellsOandO
functionalOvalidationOofOcandidateOglycoproteinscOJournalmofmProteomemResearchaO2014aOfhaOfjnhbkef 5.6 16

26 UltrafastOfluorescenceOimagingOinOvivoOwithOconjugatedOpolymerOfluorophoresOinOtheOsecondO
nearbinfraredOwindowcONaturemCommunicationsaO2014aOjaOigek 17.4 394

25 IdentificationOofOphosphopeptidesOwithOunknownOcleavageOspecificityObyOaOdeOnovoOsequencingO
assistedOdatabaseOsearchOstrategycOProteomicsaO2014aOfiaOgifebk 4.8 9

24 ProteinOdigestionOpriorityOisOindependentOofOproteinOabundancescONaturemMethodsaO2014aOffaOggebg 21.6 20

23 xellOnucleusOtargetingOforOlivingOcellOextractionOofOnucleicOacidOassociatedOproteinsOwithOintracellularO
nanoprobesOofOmagneticOcarbonOnanotubescOAnalyticalmChemistryaO2013aOmjaOlehmbih 7.8 28

22 vOsimpleOintegratedOsystemOforOrapidOanalysisOofOsialicbacidbcontainingONbglycopeptidesOfromOhumanO
serumcOProteomicsaO2013aOfhaOfhekbfh 4.8 28

21 HighOspecificOphosphopeptidesOenrichmentObyOtitaniumOsilicaliteOwithOpostbtreatmentOofOdesilicationcO
AnalyticalmMethodsaO2013aOjaOgnhn 3.2 5

20 vOlargebscaleOproteinOphosphorylationOanalysisOrevealsOnovelOphosphorylationOmotifsOandO
phosphoregulatoryOnetworksOinOvrabidopsiscOJournalmofmProteomicsaO2013aOlmaOimkbnm 3.9 79

19 vnalysisOofOhumanOserumOphosphopeptidomeObyOaOfocusedOdatabaseOsearchingOstrategycOJournalmofm
ProteomicsaO2013aOlmaOhmnbnl 3.9 10

18 MonolithicOcapillaryOcolumnObasedOglycoproteomicOreactorOforOhighbsensitiveOanalysisOofO
NbglycoproteomecOAnalyticalmChemistryaO2013aOmjaOgmilbjg 7.8 50

17 NbTerminalOLabelingOofOPeptidesObyOTrypsinbxatalyzedOLigationOforOQuantitativeOProteomicscO
AngewandtemChemieaO2013aOfgjaOnhljbnhln 3.6

16 NbterminalOlabelingOofOpeptidesObyOtrypsinbcatalyzedOligationOforOquantitativeOproteomicscO
AngewandtemChemiem-mInternationalmEditionaO2013aOjgaOngejbn 16.4 12

15 vOsixbplexOproteomeOquantificationOstrategyOrevealsOtheOdynamicsOofOproteinOturnovercOScientificm
ReportsaO2013aOhaOfmgl 4.9 11

14 βlobalOscreeningOofOxKgOkinaseOsubstratesObyOanOintegratedOphosphoproteomicsOworkflowcOScientificm
ReportsaO2013aOhaOhike 4.9 61

13 xaptureOandOdimethylOlabelingOofOglycopeptidesOonOhydrazideObeadsOforOquantitativeO
glycoproteomicsOanalysiscOAnalyticalmChemistryaO2012aOmiaOmijgbk 7.8 40

(2012-2014)
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12 vOnewOmethodOforOquantitativeOanalysisOofOcellOsurfaceOglycoproteomecOProteomicsaO2012aOfgaOhhgmbhl 4.8 14

11
xentrifugationOassistedOmicroreactorOenablesOfacileOintegrationOofOtrypsinOdigestionaOhydrophilicO
interactionOchromatographyOenrichmentaOandOonbcolumnOdeglycosylationOforOrapidOandOsensitiveO
NbglycoproteomeOanalysiscOAnalyticalmChemistryaO2012aOmiaOjfikbjh

7.8 84

10 ImproveOtheOcoverageOforOtheOanalysisOofOphosphoproteomeOofOHeLaOcellsObyOaOtandemOdigestionO
approachcOJournalmofmProteomemResearchaO2012aOffaOgmgmbhl 5.6 44

9 HighlyOefficientOextractionOofOcellularOnucleicOacidOassociatedOproteinsOinOvitroOwithOmagneticO
oxidizedOcarbonOnanotubescOAnalyticalmChemistryaO2012aOmiaOfeijibkg 7.8 22

8 vOcomprehensiveOdifferentialOproteomicOstudyOofOnitrateOdeprivationOinOvrabidopsisOrevealsO
complexOregulatoryOnetworksOofOplantOnitrogenOresponsescOJournalmofmProteomemResearchaO2012aOffaOghefbfj5.6 58

7 yepletionOofOacidicOphosphopeptidesObyOSvXOtoOimproveOtheOcoverageOforOtheOdetectionOofO
basophilicOkinaseOsubstratescOJournalmofmProteomemResearchaO2012aOffaOiklhbmf 5.6 22

6 vOproteomicOanalysisOofOengineeredOtendonOformationOunderOdynamicOmechanicalOloadingOinOvitrocO
BiomaterialsaO2011aOhgaOiemjbnj 15.6 34

5 vObeadbbasedOapproachOforOlargebscaleOidentificationOofOinOvitroOkinaseOsubstratescOProteomicsaO2011aO
ffaOikhgbl 4.8 15

4 PerspectivesOofOcomprehensiveOphosphoproteomeOanalysisOusingOshotgunOstrategycOAnalyticalm
ChemistryaO2011aOmhaOmelmbmj 7.8 45

3 ImprovementOofOtheOquantificationOaccuracyOandOthroughputOforOphosphoproteomeOanalysisObyOaO
pseudoOtriplexOstableOisotopeOdimethylOlabelingOapproachcOAnalyticalmChemistryaO2011aOmhaOlljjbkg 7.8 51

2 vrMoneoOaOsoftwareOsuiteOspeciallyOdesignedOforOprocessingOandOanalysisOofOphosphoproteomeOdatacO
JournalmofmProteomemResearchaO2010aOnaOglihbjf 5.6 21

1 RapidvIMoOvOculturebOandOmetaproteomicsbbasedORapidOvssayOofOIndividualOMicrobiomeOresponsesO
toOdrugs 2

Kai Cheng

6


