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ARTICLE

Nasal airway transcriptome-wide association study of asthma reveals genetically driven mucus
pathobiology. Nature Communications, 2022, 13, 1632.

Sequencing of 53,831 diverse genomes from the NHLBI TOPMed Program. Nature, 2021, 590, 290-299.

Type 2 and interferon inflammation regulate SARS-CoV-2 entry factor expression in the airway

epithelium. Nature Communications, 2020, 11, 5139.
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