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241 ypzIinhibitionIinIaIpatientIwithIaISTpTZIgainVofVfunctionIvariantIrevealsISTpTZIdysregulationIasIaI
commonIfeatureIofIaplasticIanemiaWWIMedUI2022UIbUIcaVdfWed 31.7 0

240  itochondrialIs®pIvariationIacrossIdeUcbcIindividualsIinIgnompsWWIGenomeaResearchUI2022UI 9.7 3

239 rlinvenIVariantIrurationIxnterfaceiIaIvariantIclassificationIplatformIforItheIapplicationIofIevidenceI
criteriaIfromIpr vXp PIguidelinesWWIGenomeaMedicineUI2022UIZcUIe 14.4 5

238 TimeItoImakeIrareIdiseaseIdiagnosisIaccessibleItoIallWWINatureaMedicineUI2022UI 50.5 2

237 rentersIforI endelianIvenomicsiIpIdecadeIofIfacilitatingIgeneIdiscoveryWWIGeneticsainaMedicineUI
2022UI 8.1 5

236 pnIxnvestigationIofItheIznowledgeIOverlapIbetweenIPharmacogenomicsIandIsiseaseIveneticsWI
PacificaSymposiumaonaBiocomputingaPacificaSymposiumaonaBiocomputingUI2022UIafUIbgdVbhe 1.3 0

235 WholeVgenomeIsequencingIasIanIinvestigationalIdeviceIforIreturnIofIhereditaryIdiseaseIriskIandI
pharmacogenomicIresultsIasIpartIofItheIpllIofIUsIResearchIProgramWWIGenomeaMedicineUI2022UIZcUIbc 14.4 0

234 seqriIaIwebVbasedIanalysisIandIcollaborationItoolIforIrareIdiseaseIgenomicsWWIHumanaMutationUI2022
UI 4.7 1

233 qestIpracticesIforItheIinterpretationIandIreportingIofIclinicalIwholeIgenomeIsequencingWWINpja
GenomicaMedicineUI2022UIfUIaf 6.2 1

232 pssociationIofIPathogenicIVariantsIinIwereditaryIrancerIvenesIWithI ultipleIsiseasesWWIJAMAa
OncologyUI2022UI 13.4 2

231 –umpingIversusIsplittingiIwowItoIapproachIdefiningIaIdiseaseItoIenableIaccurateIgenomicIcurationWI
CellaGenomicsUI2022UIaUIZYYZbZ 0

230 SevenIyearsIsinceItheIlaunchIofItheI atchmakerItxchangeiITheIevolutionIofIgenomicI
matchmakingWWIHumanaMutationUI2022UIcbUIedhVeef 4.7 0

229 TheIveneIrurationIroalitioniIpIglobalIeffortItoIharmonizeIgeneVdiseaseIevidenceIresourcesWWI
GeneticsainaMedicineUI2022UI 8.1 4

228 ReturningIactionableIgenomicIresultsIinIaIresearchIbiobankiIpnalyticIvalidityUIclinicalI
implementationUIandIresourceIutilizationWIAmericanaJournalaofaHumanaGeneticsUI2021UIZYgUIaaacVaabf 11 3

227 vpcvwiIxnternationalIpoliciesIandIstandardsIforIdataIsharingIacrossIgenomicIresearchIandI
healthcareWWICellaGenomicsUI2021UIZUIZYYYahVZYYYah 20

226 TheIvpcvwIVariationIRepresentationISpecificationiIpIcomputationalIframeworkIforIvariationI
representationIandIfederatedIidentificationWWICellaGenomicsUI2021UIZUIZYYYafVZYYYaf 4

225 xnternationalIfederationIofIgenomicImedicineIdatabasesIusingIvpcvwIstandardsWWICellaGenomicsUI
2021UIZUIZYYYbaVZYYYba 7
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224 T PRSSbIveneIVariantsIWithIxmplicationsIforIpuditoryITreatmentIandIrounselingWIFrontiersaina
GeneticsUI2021UIZaUIfgYgfc 4.5 3

223 ReanalysisIofIe tRvtIphaseIxxxIsequenceIvariantsIinIZYUdYYIparticipantsIandIinfrastructureItoI
supportItheIautomatedIreturnIofIknowledgeIupdatesWWIGeneticsainaMedicineUI2021UI 8.1 1

222 UtilizingIrlinvenIgeneVdiseaseIvalidityIandIdosageIsensitivityIcurationsItoIinformIvariantI
classificationWIHumanaMutationUI2021UI 4.7 2

221 UniversalInewbornIgeneticIscreeningIforIpediatricIcancerIpredispositionIsyndromesiImodelVbasedI
insightsWIGeneticsainaMedicineUI2021UIabUIZbeeVZbfZ 8.1 3

220 siscordantIresultsIbetweenIconventionalInewbornIscreeningIandIgenomicIsequencingIinItheI
qabySeqIProjectWIGeneticsainaMedicineUI2021UIabUIZbfaVZbfd 8.1 11

219 TheIintersectionIofIgeneticsIandIrOVxsVZhIinIaYaZiIpreviewIofItheIaYaZIRodneyIwowellI
SymposiumWIGeneticsainaMedicineUI2021UIabUIZYYZVZYYb 8.1 3

218
®extVgenerationIsequencingIforIconstitutionalIvariantsIinItheIclinicalIlaboratoryUIaYaZIrevisioniIaI
technicalIstandardIofItheIpmericanIrollegeIofI edicalIveneticsIandIvenomicsIQpr vRWIGeneticsaina
MedicineUI2021UIabUIZbhhVZcZd

8.1 13

217 RandomizedIprospectiveIevaluationIofIgenomeIsequencingIversusIstandardVofVcareIasIaIfirstI
molecularIdiagnosticItestWIGeneticsainaMedicineUI2021UIabUIZeghVZehe 8.1 3

216 RecontactingIregistryIparticipantsIwithIgeneticIupdatesIthroughIvenomeronnectUItheIrlinvenI
patientIregistryWIGeneticsainaMedicineUI2021UIabUIZfbgVZfcd 8.1 1

215 StrategiesItoIUpliftI®ovelI endelianIveneIsiscoveryIforIxmprovedIrlinicalIOutcomesWIFrontiersaina
GeneticsUI2021UIZaUIefcahd 4.5 2

214 venomicIconsiderationsIforIuwxR´fijIe tRvtIimplementationIlessonsWIJournalaofaBiomedicala
InformaticsUI2021UIZZgUIZYbfhd 10.2 5

213 PrimaryIcareIprovidersPIresponsesItoIunsolicitedI–ynchIsyndromeIsecondaryIfindingsIofIvaryingI
clinicalIsignificanceWIGeneticsainaMedicineUI2021UIabUIZhffVZhgb 8.1 0

212 ®eptuneiIanIenvironmentIforItheIdeliveryIofIgenomicImedicineWIGeneticsainaMedicineUI2021UIabUIZgbgVZgce8.1 1

211 siseaseVspecificIpr vXp PIguidelinesIimproveIsequenceIvariantIinterpretationIforIhearingIlossWI
GeneticsainaMedicineUI2021UIabUIaaYgVaaZa 8.1 0

210 zr®saIvariantsIassociatedIwithIglobalIdevelopmentalIdelayIdifferentiallyIimpairIzvcWaIchannelI
gatingWIHumanaMolecularaGeneticsUI2021UIbYUIabYYVabZc 5.6 0

209 rorrespondenceIonIKTheIroleIofIclinicalIresponseItoItreatmentIinIdeterminingIpathogenicityIofI
genomicIvariantsKIbyIShenIetIalWIGeneticsainaMedicineUI2021UIabUIdge 8.1 1

208 venerationIofI onogenicIrandidateIvenesIforIwumanI®ephroticISyndromeIUsingIbIxndependentI
ppproachesWIKidneyaInternationalaReportsUI2021UIeUIceYVcfZ 4.1 2

207 VerifyingInomenclatureIofIs®pIvariantsIinIsubmittedImanuscriptsiIvuidanceIforIjournalsWIHumana
MutationUI2021UIcaUIbVf 4.7 4

(2021-2021)
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206 pIsynonymousIvariantIinI YOZdpIenrichedIinItheIpshkenaziIyewishIpopulationIcausesIautosomalI
recessiveIhearingIlossIdueItoIabnormalIsplicingWIEuropeanaJournalaofaHumanaGeneticsUI2021UIahUIhggVhhf 5.3 3

205
seInovoITRx gIvariantsIimpairIitsIproteinIlocalizationItoInuclearIbodiesIandIcauseIdevelopmentalI
delayUIepilepsyUIandIfocalIsegmentalIglomerulosclerosisWIAmericanaJournalaofaHumanaGeneticsUI2021UI
ZYgUIbdfVbef

11 1

204
RareIrodingIVariantsIpssociatedIWithItlectrocardiographicIxntervalsIxdentifyI onogenicI
prrhythmiaISusceptibilityIvenesiIpI ultiVpncestryIpnalysisWICirculationaGenomicaandaPrecisiona
MedicineUI2021UIZcUIeYYbbYY

5.2 0

203 ProblemsIwithIUsingIPolygenicIScoresItoISelectItmbryosWINewaEnglandaJournalaofaMedicineUI2021UI
bgdUIfgVge 59.2 23

202 PsychosocialItffectIofI®ewbornIvenomicISequencingIonIuamiliesIinItheIqabySeqIProjectiIpI
RandomizedIrlinicalITrialWIJAMAaPediatricsUI2021UIZfdUIZZbaVZZcZ 8.3 8

201 qiallelicIPxczpIvariantsIcauseIaInovelIneurodevelopmentalIsyndromeIwithIhypomyelinatingI
leukodystrophyWIBrainUI2021UIZccUIaedhVaeeh 11.2 2

200 rreationIofIanItxpertIruratedIVariantI–istIforIrlinicalIvenomicITestIsevelopmentIandIValidationiIpI
rlinvenIandIveTVR IrollaborativeIProjectWIJournalaofaMolecularaDiagnosticsUI2021UIabUIZdYYVZdYd 5.1 1

199 txomeIsurveyIofIindividualsIaffectedIbyIVpTtRXVprTtR–IwithIrenalIphenotypesIidentifiesI
phenocopiesIandInovelIcandidateIgenesWIAmericanaJournalaofaMedicalaGeneticsnaPartaAUI2021UIZgdUIbfgcVbfha2.5 1

198 tvaluatingItheIimpactIofIinIsilicoIpredictorsIonIclinicalIvariantIclassificationWWIGeneticsainaMedicineUI
2021UI 8.1 2

197  utationsIofItheITranscriptionalIrorepressorIZ Y aIrauseISyndromicIUrinaryITractI
 alformationsWIAmericanaJournalaofaHumanaGeneticsUI2020UIZYfUIfafVfca 11 2

196 VariantIrlassificationIroncordanceIusingItheIpr vVp PIVariantIxnterpretationIvuidelinesIacrossI
®ineIvenomicIxmplementationIResearchIStudiesWIAmericanaJournalaofaHumanaGeneticsUI2020UIZYfUIhbaVhcZ11 17

195 TheI edicalIvenomeIxnitiativeiImovingIwholeVgenomeIsequencingIforIrareIdiseaseIdiagnosisItoItheI
clinicWIGenomeaMedicineUI2020UIZaUIcg 14.4 17

194 urequencyIofIgenomicIsecondary´ findingsIamongIaZUhZdIe tRvtInetworkIparticipantsWIGeneticsaina
MedicineUI2020UIaaUIZcfYVZcff 8.1 23

193
VariantIxnterpretationIforIsilatedIrardiomyopathyiIRefinementIofItheIpmericanIrollegeIofI edicalI
veneticsIandIvenomicsXrlinvenIvuidelinesIforItheIsr IPrecisionI edicineIStudyWICirculationa
GenomicaandaPrecisionaMedicineUI2020UIZbUIeYYacgY

5.2 27

192  anagementIofISecondaryIvenomicIuindingsWIAmericanaJournalaofaHumanaGeneticsUI2020UIZYfUIbVZc 11 9

191 QuantifyingIsownstreamIwealthcareIUtilizationIinIStudiesIofIvenomicITestingWIValueainaHealthUI
2020UIabUIddhVded 3.3 4

190 siagnosesIofIuncertainIsignificanceiIkidneyIgeneticsIinItheIaZstIcenturyWINatureaReviewsaNephrology
UI2020UIZeUIeZeVeZg 14.9 8

189 veneticIvariationIinItheI iddleItastVanIopportunityItoIadvanceItheIhumanIgeneticsIfieldWIGenomea
MedicineUI2020UIZaUIZZe 14.4 9

HeidiuLuRehm

4



188
–qVZZWIromparisonIofIViralI–oadsIinIxndividualsIWithIorIWithoutISymptomsIptITimeIofIrOVxsVZhI
TestingIpmongIbaUcgYIResidentsIandIStaffIofI®ursingIwomesIandIpssistedI–ivingIuacilitiesIinI
 assachusettsWIOpenaForumaInfectiousaDiseasesUI2020UIfUISgcgVSgch

1 4

187 pIbriefIhistoryIofIhumanIdiseaseIgeneticsWINatureUI2020UIdffUIZfhVZgh 50.4 181

186 txomeIsequencingIinIinfantsIwithIcongenitalIhearingIimpairmentiIaIpopulationVbasedIcohortIstudyWI
EuropeanaJournalaofaHumanaGeneticsUI2020UIagUIdgfVdhe 5.3 21

185 uromITheoryItoIRealityiItstablishingIaISuccessfulIzidneyIveneticsIrlinicIinItheIOutpatientISettingWWI
KidneyvzsUI2020UIZUIZYhhVZZYe 1.8 3

184 ReturningIaIvenomicIResultIforIanIpdultVOnsetIronditionItoItheIParentsIofIaI®ewborniIxnsightsI
uromItheIqabySeqIProjectWIPediatricsUI2019UIZcbUISbfVScb 7.4 22

183 warmonizingIrlinicalISequencingIandIxnterpretationIforItheIe tRvtIxxxI®etworkWIAmericanaJournala
ofaHumanaGeneticsUI2019UIZYdUIdggVeYd 11 63

182 pIsurveyIassessingIadoptionIofItheIpr vVp PIguidelinesIforIinterpretingIsequenceIvariantsIandI
identificationIofIareasIforIcontinuedIimprovementWIGeneticsainaMedicineUI2019UIaZUIZehhVZfYZ 8.1 16

181 xntroductionIofIgenomicsIintoIprenatalIdiagnosticsWILancetnaTheUI2019UIbhbUIfZhVfaZ 40 9

180
pIRigorousIxnterlaboratoryItxaminationIofItheI®eedItoIronfirmI®extVvenerationI
SequencingVsetectedIVariantsIwithIanIOrthogonalI ethod´ inIrlinicalIveneticITestingWIJournalaofa
MolecularaDiagnosticsUI2019UIaZUIbZgVbah

5.1 28

179 ronsensusIinterpretationIofItheIpW etbcThrIandIpWValbfxleIvariantsIinIvyqaIbyItheIrlinvenIwearingI
–ossItxpertIPanelWIGeneticsainaMedicineUI2019UIaZUIaccaVacda 8.1 22

178 TargetedIgeneIsequencingIinIehhcIindividualsIwithIneurodevelopmentalIdisorderIwithIepilepsyWI
GeneticsainaMedicineUI2019UIaZUIacheVadYb 8.1 29

177 rlinvenIexpertIclinicalIvalidityIcurationIofIZecIhearingIlossIgeneVdiseaseIpairsWIGeneticsainaMedicineUI
2019UIaZUIaabhVaacf 8.1 39

176 TheIResponsibilityItoIRecontactIResearchIParticipantsIafterIReinterpretationIofIveneticIandI
venomicIResearchIResultsWIAmericanaJournalaofaHumanaGeneticsUI2019UIZYcUIdfgVdhd 11 50

175 sevelopmentIofIaIconsentIresourceIforIgenomicIdataIsharingIinItheIclinicalIsettingWIGeneticsaina
MedicineUI2019UIaZUIgZVgg 8.1 12

174 OverviewIofISpecificationsItoItheIpr vXp PIVariantIxnterpretationIvuidelinesWICurrentaProtocolsa
inaHumanaGeneticsUI2019UIZYbUIehb 3.2 14

173 RatesIofIpctionableIveneticIuindingsIinIxndividualsIwithIrolorectalIrancerIorIPolypsIpscertainedI
fromIaIrommunityI edicalISettingWIAmericanaJournalaofaHumanaGeneticsUI2019UIZYdUIdaeVdbb 11 2

172 pnalyzingIandIReanalyzingItheIvenomeiIuindingsIfromItheI edSeqIProjectWIAmericanaJournalaofa
HumanaGeneticsUI2019UIZYdUIZffVZgg 11 22

171 RareIveneticIVariantsIpssociatedIWithISuddenIrardiacIseathIinIpdultsWIJournalaofatheaAmericana
CollegeaofaCardiologyUI2019UIfcUIaeabVaebc 15.1 17
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170  utationsIxmplicateIRpqZZVsependentIVesicularITraffickingIinItheIPathogenesisIofI®ephroticI
SyndromeWIJournalaofatheaAmericanaSocietyaofaNephrology:aJASNUI2019UIbYUIabbgVabdb 12.7 11

169 xsIPlikelyIpathogenicPIreallyIhYNIlikelynIReclassificationIdataIinIrlinVarWIGenomeaMedicineUI2019UIZZUIfa 14.4 37

168  isattributedIparentageIasIanIunanticipatedIfindingIduringIexomeXgenomeIsequencingiIcurrentI
clinicalIlaboratoryIpracticesIandIanIopportunityIforIstandardizationWIGeneticsainaMedicineUI2019UIaZUIgeZVgee8.1 7

167 sevelopmentIofIrlinicalIsomainIWorkingIvroupsIforItheIrlinicalIvenomeIResourceIQrlinvenRiI
lessonsIlearnedIandIplansIforItheIfutureWIGeneticsainaMedicineUI2019UIaZUIhgfVhhb 8.1 13

166 xnterpretationIofIvenomicISequencingIResultsIinIwealthyIandIxllI®ewbornsiIResultsIfromItheI
qabySeqIProjectWIAmericanaJournalaofaHumanaGeneticsUI2019UIZYcUIfeVhb 11 86

165 pIwholeIgenomeIapproachIforIdiscoveringItheIgeneticIbasisIofIbloodIgroupIantigensiIindependentI
confirmationIforIPZIandIXgWITransfusionUI2019UIdhUIhYgVhZd 2.9 9

164 xnsightsIintoIgeneticsUIhumanIbiologyIandIdiseaseIgleanedIfromIfamilyIbasedIgenomicIstudiesWI
GeneticsainaMedicineUI2019UIaZUIfhgVgZa 8.1 100

163 SecondaryIfindingsIfromIclinicalIgenomicIsequencingiIprevalenceUIpatientIperspectivesUIfamilyI
historyIassessmentUIandIhealthVcareIcostsIfromIaImultisiteIstudyWIGeneticsainaMedicineUI2019UIaZUIZZYYVZZZY8.1 61

162 ResearchIsirectionsIinItheIrlinicalIxmplementationIofIPharmacogenomicsiIpnIOverviewIofIUSI
ProgramsIandIProjectsWIClinicalaPharmacologyaandaTherapeuticsUI2018UIZYbUIffgVfge 6.1 63

161 pssociationIofIRacialXtthnicIrategoriesIWithItheIpbilityIofIveneticITestsItoIsetectIaIrauseIofI
rardiomyopathyWIJAMAaCardiologyUI2018UIbUIbcZVbcd 16.2 40

160 pnalysisIofIintragenicIUSwapIcopyInumberIvariationIunveilsIbroadIspectrumIofIuniqueIandI
recurrentIvariantsWIEuropeanaJournalaofaMedicalaGeneticsUI2018UIeZUIeaZVeae 2.6 6

159 PointsItoIconsiderIforIsharingIvariantVlevelIinformationIfromIclinicalIgeneticItestingIwithIrlinVarWI
JournalaofaPhysicalaEducationaandaSportsaManagementUI2018UIcUI 2.8 17

158
plleleVSpecificIsropletIsigitalIPrRIrombinedIwithIaI®extVvenerationISequencingVqasedIplgorithmI
forIsiagnosticIropyI®umberIpnalysisIinIvenesIwithIwighIwomologyiIProofIofIronceptIUsingI
StereocilinWIClinicalaChemistryUI2018UIecUIfYdVfZc

5.5 13

157 PeterIqauerUItllenIzargesUIvabrielaIOpreaIandIprndtIRolfsWIGeneticsainaMedicineUI2018UIaYUIbfgVbfh 8.1

156
ProfessionalIresponsibilitiesIregardingItheIprovisionUIpublicationUIandIdisseminationIofIpatientI
phenotypesIinItheIcontextIofIclinicalIgeneticIandIgenomicItestingiIpointsItoIconsiderVaIstatementI
ofItheIpmericanIrollegeIofI edicalIveneticsIandIvenomicsIQpr vRWIGeneticsainaMedicineUI2018UIaYUIZehVZfZ

8.1 6

155 ShortVtermIcostsIofIintegratingIwholeVgenomeIsequencingIintoIprimaryIcareIandIcardiologyI
settingsiIaIpilotIrandomizedItrialWIGeneticsainaMedicineUI2018UIaYUIZdccVZddb 8.1 17

154 ResponseItoIqieseckerIandIwarrisonWIGeneticsainaMedicineUI2018UIaYUIZeghVZehY 8.1 4

153 PrenatalIs®pISequencingiIrlinicalUIrounselingUIandIsiagnosticI–aboratoryIronsiderationsWIPrenatala
DiagnosisUI2018UIbgUIaeVba 3.2 36
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152
sataIsharingIasIaInationalIqualityIimprovementIprogramiIreportingIonIqRrpZIandIqRrpaI
variantVinterpretationIcomparisonsIthroughItheIranadianIOpenIveneticsIRepositoryIQrOvRRWI
GeneticsainaMedicineUI2018UIaYUIahcVbYa

8.1 20

151 RecurrentIvariantsIinIOTOuIareIsignificantIcontributorsItoIprelingualInonsydromicIhearingIlossIinI
SaudiIpatientsWIGeneticsainaMedicineUI2018UIaYUIdbeVdcc 8.1 14

150 andI utationsIxmplicateIRpqdIRegulationIinI®ephroticISyndromeWIJournalaofatheaAmericanaSocietya
ofaNephrology:aJASNUI2018UIahUIaZabVaZbg 12.7 21

149 –ackIOfIsiversityIxnIvenomicIsatabasesIxsIpIqarrierIToITranslatingIPrecisionI edicineIResearchIxntoI
PracticeWIHealthaAffairsUI2018UIbfUIfgYVfgd 7 99

148 RegisteredIaccessiIauthorizingIdataIaccessWIEuropeanaJournalaofaHumanaGeneticsUI2018UIaeUIZfaZVZfbZ 5.3 17

147 ReclassificationIofItheIpWxleaYgValIvariantIbyIcaseVlevelIdataIsharingWIJournalaofaPhysicalaEducationa
andaSportsaManagementUI2018UIcUI 2.8 2

146 TheIqabySeqIprojectiIimplementingIgenomicIsequencingIinInewbornsWIBMCaPediatricsUI2018UIZgUIaad 2.6 55

145
ReconcilingInewbornIscreeningIandIaInovelIspliceIvariantIinIassociatedIwithIpartialIbiotinidaseI
deficiencyiIaIqabySeqIProjectIcaseIreportWIJournalaofaPhysicalaEducationaandaSportsaManagementUI
2018UIcUI

2.8 4

144 WholeVtxomeISequencingIxdentifiesIrausativeI utationsIinIuamiliesIwithIrongenitalIpnomaliesIofI
theIzidneyIandIUrinaryITractWIJournalaofatheaAmericanaSocietyaofaNephrology:aJASNUI2018UIahUIabcgVabeZ 12.7 75

143 ruratingIrlinicallyIRelevantITranscriptsIforItheIxnterpretationIofISequenceIVariantsWIJournalaofa
MolecularaDiagnosticsUI2018UIaYUIfghVgYZ 5.1 18

142 rharacterizingIreducedIcoverageIregionsIthroughIcomparisonIofIexomeIandIgenomeIsequencingI
dataIacrossIZYIcentersWIGeneticsainaMedicineUI2018UIaYUIgddVgee 8.1 16

141 qRrpIrhallengeiIqRrpItxchangeIasIaIglobalIresourceIforIvariantsIinIqRrpZIandIqRrpaWIPLoSa
GeneticsUI2018UIZcUIeZYYffda 6 90

140 matchboxiIpnIopenVsourceItoolIforIpatientImatchingIviaItheI atchmakerItxchangeWIHumana
MutationUI2018UIbhUIZgafVZgbc 4.7 13

139 rlinvenPsIvenomeronnectIregistryIenablesIpatientVcenteredIdataIsharingWIHumanaMutationUI2018UI
bhUIZeegVZefe 4.7 14

138 rlinvenIadvancingIgenomicIdataVsharingIstandardsIasIaIvpcvwIdriverIprojectWIHumanaMutationUI
2018UIbhUIZegeVZegh 4.7 12

137 UpdatedIrecommendationIforItheIbenignIstandValoneIpr vXp PIcriterionWIHumanaMutationUI2018UI
bhUIZdadVZdbY 4.7 48

136
rlinvenIVariantIrurationItxpertIPanelIexperiencesIandIstandardizedIprocessesIforIdiseaseIandI
geneVlevelIspecificationIofItheIpr vXp PIguidelinesIforIsequenceIvariantIinterpretationWIHumana
MutationUI2018UIbhUIZeZcVZeaa

4.7 83

135 sistinguishingIVariantIPathogenicityIuromIveneticIsiagnosisiIwowItoIznowIWhetherIaIVariantI
rausesIaIronditionWIJAMAaoaJournalaofatheaAmericanaMedicalaAssociationUI2018UIbaYUIZhahVZhbY 27.4 23

(2018-2018)
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134 txpertIspecificationIofItheIpr vXp PIvariantIinterpretationIguidelinesIforIgeneticIhearingIlossWI
HumanaMutationUI2018UIbhUIZdhbVZeZb 4.7 167

133 ScalingIresolutionIofIvariantIclassificationIdifferencesIinIrlinVarIbetweenIcZIclinicalIlaboratoriesI
throughIanIoutlierIapproachWIHumanaMutationUI2018UIbhUIZecZVZech 4.7 28

132 rlinvenIandIrlinVarIâ��ItnablingIvenomicsIinIPrecisionI edicineWIHumanaMutationUI2018UIbhUIZcfbVZcfd 4.7 10

131 RecommendationsIforIinterpretingItheIlossIofIfunctionIPVSZIpr vXp PIvariantIcriterionWIHumana
MutationUI2018UIbhUIZdZfVZdac 4.7 215

130
ppproachesItoIcarrierItestingIandIresultsIdisclosureIinItranslationalIgenomicsIresearchiITheIclinicalI
sequencingIexploratoryIresearchIconsortiumIexperienceWIMolecularaGeneticsagamp;aGenomica
MedicineUI2018UIeUIghgVhYh

2.3 10

129 putomatedItypingIofIredIbloodIcellIandIplateletIantigensiIaIwholeVgenomeIsequencingIstudyWI
LancetaHaematologyntheUI2018UIdUIeacZVeadZ 14.6 35

128 rlinVarI ineriIsemonstratingIutilityIofIaIWebVbasedItoolIforIviewingIandIfilteringIrlinVarIdataWI
HumanaMutationUI2018UIbhUIZYdZVZYeY 4.7 38

127 rlinvenIPathogenicityIralculatoriIaIconfigurableIsystemIforIassessingIpathogenicityIofIgeneticI
variantsWIGenomeaMedicineUI2017UIhUIb 14.4 47

126 ®ewbornISequencingIinIvenomicI edicineIandIPublicIwealthWIPediatricsUI2017UIZbhUI 7.4 109

125 tvolvingIhealthIcareIthroughIpersonalIgenomicsWINatureaReviewsaGeneticsUI2017UIZgUIadhVaef 30.1 69

124 pIcuratedIgeneIlistIforIreportingIresultsIofInewbornIgenomicIsequencingWIGeneticsainaMedicineUI
2017UIZhUIgYhVgZg 8.1 47

123 xnternationalIrooperationItoItnableItheIsiagnosisIofIpllIRareIveneticIsiseasesWIAmericanaJournalaofa
HumanaGeneticsUI2017UIZYYUIehdVfYd 11 200

122
tlectronicIhealthIrecordIphenotypeIinIsubjectsIwithIgeneticIvariantsIassociatedIwithI
arrhythmogenicIrightIventricularIcardiomyopathyiIaIstudyIofIbYUfZeIsubjectsIwithIexomeI
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