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RAD51AP2 is required for efficient meiotic recombination between X and Y chromosomes. Science
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CFTR mutations causing congenital unilateral absence of the vas deferens (CUAVD) and congenital

absence of the uterus (CAU) in a consanguineous family. Asian Journal of Andrology, 2022, . 1.6 0

A recurrent homozygous missense mutation in CCDC103 causes asthenoteratozoospermia due to
disorganized dynein arms. Asian Journal of Andrology, 2022, 24, 255.

Computationally predicted pathogenic &lt;i&gt;USPIX&It; /i&gt; mutation identified in infertile men

does not affect spermatogenesis in mice. Zoological Research, 2022, 43, 225-228. 21 0
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progression. Cell Reports, 2022, 38, 110540.

FertilityOnline: A Straightforward Pipeline for Functional Gene Annotation and Disease Mutation

Discovery. Genomics, Proteomics and Bioinformatics, 2022, 20, 455-465. 6.9 3

Biallelic<i>HFM1</i>variants cause non-obstructive azoospermia with meiotic arrest in humans by
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Identification of pathogenic mutations from nonobstructive azoospermia patients. Biology of 97 5
Reproduction, 2022, 107, 85-94. :

PedMiner: a tool for linkage analysis-based identification of disease-associated variants using family
based whole-exome sequencing data. Briefings in Bioinformatics, 2021, 22, .

Novel loss&€efa€function variants in <scp><i>DNAH17<[i></scp> cause multiple morphological

abnormalities of the sperm flagella in humans and mice. Clinical Genetics, 2021, 99, 176-186. 2.0 26

Homozygous mutations in C140rf39/SIX60S1 cause non-obstructive azoospermia and premature
ovarian insufficiency in humans. American Journal of Human Genetics, 2021, 108, 324-336.

Arecurrent <i>ZSWIM7<[i> mutation causes male infertility resulting from decreased meiotic 0.9 18
recombination. Human Reproduction, 2021, 36, 1436-1445. :

Novel frameshift mutation in <i>STK33</i> is associated with asthenozoospermia and multiple
morphological abnormalities of the flagella. Human Molecular Genetics, 2021, 30, 1977-1984.

MeiosisOnline: A Manually Curated Database for Tracking and Predicting Genes Associated With

Meiosis. Frontiers in Cell and Developmental Biology, 2021, 9, 673073. 3.7 6

A novel stop-gain mutation in ARMC2 is associated with multiple morphological abnormalities of the
sperm flagella. Reproductive BioMedicine Online, 2021, 43, 913-919.

Whole-exome sequencing of consanguineous families with infertile men and women identifies 0.9 17
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Novel biallelic loss-of-function mutations in CFAP43 cause multiple morphological abnormalities of

the sperm flagellum in Pakistani families. Asian Journal of Andrology, 2021, 23, 627.

Novel Loss-of-Function Mutations in DNAH1 Displayed Different Phenotypic Spectrum in Humans and 35 ;
Mice. Frontiers in Endocrinology, 2021, 12, 765639. :
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Effects of androgen receptor mutation on testicular histopathology of patient having complete
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