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m Paper IF Citations

143 StructurecOFunctioncOandOyntigenicityOofOtheOSyRSdÅoVdiOSpikeOGlycoproteineOCellcO2020cOhohcOiohdipieem 56.2 4571

142 ÅrossdneutralizationOofOSyRSdÅoVdiObyOaOhumanOmonoclonalOSyRSdÅoVOantibodyeONaturecO2020cOlojcOipgdipl50.4 1028

141 αeepOMutationalOScanningOofOSyRSdÅoVdiOReceptorOzindingOαomainORevealsOÅonstraintsOonOFoldingO
andOyÅβiOzindingeOCellcO2020cOhoicOhipldhjhgeeig 56.2 935

140 MappingONeutralizingOandOImmunodominantOSitesOonOtheOSyRSdÅoVdiOSpikeOReceptordzindingO
αomainObyOStructuredGuidedOHighdResolutionOSerologyeOCellcO2020cOhojcOhgikdhgkieeih 56.2 601

139 StructuralOinsightsOintoOcoronavirusOentryeOAdvancesninnVirusnResearchcO2019cOhglcOpjdhhm 10.7 479

138 UnexpectedOReceptorOFunctionalOMimicryOβlucidatesOyctivationOofOÅoronavirusOFusioneOCellcO2019cO
hnmcOhgimdhgjpeehl 56.2 416

137 NdterminalOdomainOantigenicOmappingOrevealsOaOsiteOofOvulnerabilityOforOSyRSdÅoVdieOCellcO2021cOhokcOijjidijkneehm56.2 391

136 SensitivityOofOSyRSdÅoVdiOzehehenOtoOmRNyOvaccinedelicitedOantibodieseONaturecO2021cOlpjcOhjmdhkh 50.4 376

135 ProtocolOandOReagentsOforOPseudotypingOLentiviralOParticlesOwithOSyRSdÅoVdiOSpikeOProteinOforO
NeutralizationOyssayseOVirusescO2020cOhicO 6.2 360

134 ÅryodelectronOmicroscopyOstructureOofOaOcoronavirusOspikeOglycoproteinOtrimereONaturecO2016cOljhcOhhkdhhn50.4 354

133 TectonicOconformationalOchangesOofOaOcoronavirusOspikeOglycoproteinOpromoteOmembraneOfusioneO
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericacO2017cOhhkcOhhhlndhhhmi11.5 351

132 StructuralObasisOforOhumanOcoronavirusOattachmentOtoOsialicOacidOreceptorseONaturenStructuralnandn
MolecularnBiologycO2019cOimcOkohdkop 17.6 341

131 UltrapotentOhumanOantibodiesOprotectOagainstOSyRSdÅoVdiOchallengeOviaOmultipleOmechanismseO
SciencecO2020cOjngcOplgdpln 33.3 314

130 GlycanOshieldOandOepitopeOmaskingOofOaOcoronavirusOspikeOproteinOobservedObyOcryodelectronO
microscopyeONaturenStructuralnandnMolecularnBiologycO2016cOijcOoppdpgl 17.6 252

129 MoviesOofOicedembeddedOparticlesOenhanceOresolutionOinOelectronOcryodmicroscopyeOStructurecO2012cO
igcOhoijdo 5.2 230

128 αeOnovoOdesignOofOpicomolarOSyRSdÅoVdiOminiproteinOinhibitorseOSciencecO2020cOjngcOkimdkjh 33.3 219

127 βlicitationOofOPotentONeutralizingOyntibodyOResponsesObyOαesignedOProteinONanoparticleOVaccinesO
forOSyRSdÅoVdieOCellcO2020cOhojcOhjmndhjoieehn 56.2 217
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126 zroadlyOneutralizingOantibodiesOovercomeOSyRSdÅoVdiOOmicronOantigenicOshifteeONaturecO2021cO 50.4 204

125 SyRSdÅoVdiOimmuneOevasionObyOtheOzehekinfzehekipOvariantOofOconcerneOSciencecO2021cOjnjcOmkodmlk 33.3 197

124 InductionOofOPotentONeutralizingOyntibodyOResponsesObyOaOαesignedOProteinONanoparticleOVaccineO
forORespiratoryOSyncytialOViruseOCellcO2019cOhnmcOhkigdhkjheehn 56.2 190

123 yOcommonOevolutionaryOoriginOforOtaileddbacteriophageOfunctionalOmodulesOandObacterialO
machinerieseOMicrobiologynandnMolecularnBiologynReviewscO2011cOnlcOkijdjjcOfirstOpageOofOtableOofOcontents13.2 188

122 SpreadOofOaOSyRSdÅoVdiOvariantOthroughOβuropeOinOtheOsummerOofOigigeONaturecO2021cOlplcOngndnhi 50.4 168

121 StructuresOofOMβRSdÅoVOspikeOglycoproteinOinOcomplexOwithOsialosideOattachmentOreceptorseONaturen
StructuralnandnMolecularnBiologycO2019cOimcOhhlhdhhln 17.6 161

120 βmergenceOandOspreadOofOaOSyRSdÅoVdiOvariantOthroughOβuropeOinOtheOsummerOofOigigO2021cO 142

119 StudyingOhoOMαaOvirusOassembliesOwithOnativeOmassOspectrometryeOAngewandtenChemien-n
InternationalnEditioncO2013cOlicOkgigdj 16.4 140

118 StructurecOfunctionOandOantigenicityOofOtheOSyRSdÅoVdiOspikeOglycoprotein 126

117 ieoOˆ�OresolutionOreconstructionOofOtheOThermoplasmaOacidophilumOigSOproteasomeOusingO
cryodelectronOmicroscopyeOELifecO2015cOkcO 8.9 121

116 SyRSdÅoVdiORzαOantibodiesOthatOmaximizeObreadthOandOresistanceOtoOescapeeONaturecO2021cOlpncOpndhgi 50.4 118

115 TacklingOÅOVIαdhpOwithOneutralizingOmonoclonalOantibodieseOCellcO2021cOhokcOjgomdjhgo 56.2 108

114 LocalOproteinOkinaseOyOactionOproceedsOthroughOintactOholoenzymeseOSciencecO2017cOjlmcOhioodhipj 33.3 104

113
StructureOofOtheOphageOTPpghdhOheoOMαaObaseplateOsuggestsOanOalternativeOhostOadhesionO
mechanismeOProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericacO2012cO
hgpcOoplkdo

11.5 100

112 ynOdderivedOrepliconORNyOvaccineOinducesOSyRSdÅoVdiOneutralizingOantibodyOandOTOcellOresponsesOinO
miceOandOnonhumanOprimateseOSciencenTranslationalnMedicinecO2020cOhicO 17.5 96

111 ylteredOTMPRSSiOusageObyOSyRSdÅoVdiOOmicronOimpactsOtropismOandOfusogenicityeeONaturecO2022cO 50.4 95

110 zroadOsarbecovirusOneutralizationObyOaOhumanOmonoclonalOantibodyeONaturecO2021cOlpncOhgjdhgo 50.4 94

109 ydjuvantingOaOsubunitOÅOVIαdhpOvaccineOtoOinduceOprotectiveOimmunityeONaturecO2021cOlpkcOiljdilo 50.4 92
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108 GlycanOShieldOandOFusionOyctivationOofOaOαeltacoronavirusOSpikeOGlycoproteinOFinedTunedOforO
βntericOInfectionseOJournalnofnVirologycO2018cOpicO 6.6 92

107 StructuredguidedOcovalentOstabilizationOofOcoronavirusOspikeOglycoproteinOtrimersOinOtheOclosedO
conformationeONaturenStructuralnandnMolecularnBiologycO2020cOincOpkidpkp 17.6 89

106 RosettaβSrOaOsamplingOstrategyOenablingOautomatedOinterpretationOofOdifficultOcryodβMOmapseO
NaturenMethodscO2017cOhkcOnpndogg 21.6 84

105 zroadObetacoronavirusOneutralizationObyOaOstemOhelixdspecificOhumanOantibodyeOSciencecO2021cOjnjcOhhgpdhhhm33.3 80

104 ynOyntibodyOTargetingOtheOFusionOMachineryONeutralizesOαualdTropicOInfectionOandOαefinesOaOSiteOofO
VulnerabilityOonOβpsteindzarrOViruseOImmunitycO2018cOkocOnppdohheep 32.3 72

103 StructuralObasisOofOSyRSdÅoVdiOOmicronOimmuneOevasionOandOreceptorOengagementeeOSciencecO2022cO
jnlcOeabnomli 33.3 71

102 StructurecOadsorptionOtoOhostcOandOinfectionOmechanismOofOvirulentOlactococcalOphageOpieOJournalnofn
VirologycO2013cOoncOhijgidhi 6.6 70

101 SyRSdÅoVdiOzehehenOsensitivityOtoOmRNyOvaccinedelicitedcOconvalescentOandOmonoclonalOantibodiesO
2021cO 69

100 MolecularObasisOofOimmuneOevasionObyOtheOαeltaOandOKappaOSyRSdÅoVdiOvariantseOSciencecO2021cOeablolgm33.3 65

99 StructuralObasisOforObroadOcoronavirusOneutralizationeONaturenStructuralnandnMolecularnBiologycO2021cO
iocOknodkom 17.6 65

98 VirusOmaturationeOAnnualnReviewnofnBiophysicscO2012cOkhcOknjdpm 21.1 64

97 LectinsOenhanceOSyRSdÅoVdiOinfectionOandOinfluenceOneutralizingOantibodieseONaturecO2021cOlpocOjkidjkn50.4 63

96 ÅrystalOstructureOofObacteriophageOSPPhOdistalOtailOproteinOWgphpehXrOaObaseplateOhubOparadigmOinO
gramdpositiveOinfectingOphageseOJournalnofnBiologicalnChemistrycO2010cOiolcOjmmmmdnj 5.4 62

95 SyRSdÅoVdiOimmuneOevasionObyOvariantOzehekinfzehekipO2021cO 62

94
ytomicOstructureOofOtheOnlOMαaOextremophileOSulfolobusOturretedOicosahedralOvirusOdeterminedObyO
ÅryoβMOandOXdrayOcrystallographyeOProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitedn
StatesnofnAmericacO2013cOhhgcOllgkdp

11.5 61

93 yutomaticallyOFixingOβrrorsOinOGlycoproteinOStructuresOwithORosettaeOStructurecO2019cOincOhjkdhjpeej 5.2 59

92 StructuresOandOhostdadhesionOmechanismsOofOlactococcalOsiphophageseOFrontiersninnMicrobiologycO
2014cOlcOj 5.7 53

91 StructureOandOmolecularOassignmentOofOlactococcalOphageOTPpghdhObaseplateeOJournalnofnBiologicaln
ChemistrycO2010cOiolcOjpgnpdom 5.4 53
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90 ÅrystalOstructureOandOfunctionOofOaOαyRPinOneutralizingOinhibitorOofOlactococcalOphageOTPpghdhrO
comparisonOofOαyRPinOandOcamelidOVHHObindingOmodeeOJournalnofnBiologicalnChemistrycO2009cOiokcOjgnhodim5.4 51

89 TailoredOdesignOofOproteinOnanoparticleOscaffoldsOforOmultivalentOpresentationOofOviralOglycoproteinO
antigenseOELifecO2020cOpcO 8.9 51

88 ÅryodβMOstructureOofOhumanOadenovirusOαimOrevealsOtheOconservationOofOstructuralOorganizationO
amongOhumanOadenoviruseseOSciencenAdvancescO2017cOjcOehmgimng 14.3 48

87 VisualizingOaOcompleteOSiphoviridaeOmemberObyOsingledparticleOelectronOmicroscopyrOtheOstructureO
ofOlactococcalOphageOTPpghdheOJournalnofnVirologycO2013cOoncOhgmhdo 6.6 48

86 SecretedOβffectorsOβncodedOwithinOandOoutsideOofOtheOFrancisellaOPathogenicityOIslandOPromoteO
IntramacrophageOGrowtheOCellnHostnandnMicrobecO2016cOigcOlnjdloj 23.4 45

85 ProtocolOandOreagentsOforOpseudotypingOlentiviralOparticlesOwithOSyRSdÅoVdiOSpikeOproteinOforO
neutralizationOassays 45

84 SerologicalOidentificationOofOSyRSdÅoVdiOinfectionsOamongOchildrenOvisitingOaOhospitalOduringOtheO
initialOSeattleOoutbreakeONaturenCommunicationscO2020cOhhcOkjno 17.4 45

83 zroadlyOneutralizingOantibodiesOovercomeOSyRSdÅoVdiOOmicronOantigenicOshifteONaturec 50.4 44

82 RoleOofObacteriophageOTkObaseplateOinOregulatingOassemblyOandOinfectioneOProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericacO2016cOhhjcOimlkdp 11.5 44

81 VitrificationOafterOmultipleOroundsOofOsampleOapplicationOandOblottingOimprovesOparticleOdensityOonO
cryodelectronOmicroscopyOgridseOJournalnofnStructuralnBiologycO2017cOhpocOjodki 3.4 43

80 StructureOandOfunctionalOanalysisOofOtheOhostOrecognitionOdeviceOofOlactococcalOphageOtuciggpeO
JournalnofnVirologycO2013cOoncOokipdkg 6.6 42

79 StructuralOandOfunctionalOanalysisOofOaOpotentOsarbecovirusOneutralizingOantibodyO2020cO 42

78 ViralOinfectionOmodulationOandOneutralizationObyOcamelidOnanobodieseOProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericacO2013cOhhgcOβhjnhdp 11.5 41

77 QuadrivalentOinfluenzaOnanoparticleOvaccinesOinduceObroadOprotectioneONaturecO2021cOlpicOmijdmio 50.4 40

76 TheOopeningOofOtheOSPPhObacteriophageOtailcOaOprevalentOmechanismOinOGramdpositivedinfectingO
siphophageseOJournalnofnBiologicalnChemistrycO2011cOiomcOiljpndkgl 5.4 39

75 ÅryoβMOstructureOofOaOprokaryoticOcyclicOnucleotidedgatedOionOchanneleOProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericacO2017cOhhkcOkkjgdkkjl 11.5 35

74 αesignedOproteinsOassembleOantibodiesOintoOmodularOnanocageseOSciencecO2021cOjnicO 33.3 35

73 NdterminalOdomainOantigenicOmappingOrevealsOaOsiteOofOvulnerabilityOforOSyRSdÅoVdiO2021cO 34

(2021-2009)

5



72 βlicitationOofObroadlyOprotectiveOsarbecovirusOimmunityObyOreceptordbindingOdomainOnanoparticleO
vaccineseOCellcO2021cOhokcOlkjidlkkneehm 56.2 34

71 αeepOmutationalOscanningOofOSyRSdÅoVdiOreceptorObindingOdomainOrevealsOconstraintsOonOfoldingO
andOyÅβiObindingO2020cO 33

70 MolecularObasisOofOimmuneOevasionObyOtheOdeltaOandOkappaOSyRSdÅoVdiOvariantsO2021cO 31

69 yrchitectureOofOaOdsαNyOviralOcapsidOinOcomplexOwithOitsOmaturationOproteaseeOStructurecO2014cOiicOijgdn 5.2 30

68 ÅrucialOstepsOinOtheOstructureOdeterminationOofOaOcoronavirusOspikeOglycoproteinOusingOcryodelectronO
microscopyeOProteinnSciencecO2017cOimcOhhjdhih 6.3 28

67 ynOantibodyOagainstOtheOFOglycoproteinOinhibitsONipahOandOHendraOvirusOinfectionseONaturenStructuraln
andnMolecularnBiologycO2019cOimcOpogdpon 17.6 28

66 MaximizingOtheOpotentialOofOelectronOcryomicroscopyOdataOcollectedOusingOdirectOdetectorseOJournaln
ofnStructuralnBiologycO2013cOhokcOhpjdigi 3.4 27

65
SingledparticleOβMOrevealsOplasticityOofOinteractionsObetweenOtheOadenovirusOpentonObaseOandO
integrinO˛–V˛†jeOProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericacO2014
cOhhhcOoohldp

11.5 23

64 yntibodydmediatedObroadOsarbecovirusOneutralizationOthroughOyÅβiOmolecularOmimicryeeOSciencecO
2022cOjnlcOeabmohkj 33.3 23

63 SyRSdÅoVdiOOmicronOspikeOmediatedOimmuneOescapeOandOtropismOshift 23

62 SyRSdÅoVdiObreakthroughOinfectionsOelicitOpotentcObroadcOandOdurableOneutralizingOantibodyO
responseseeOCellcO2022cO 56.2 21

61 TheOTherapeuticOyntibodyOLMmgpOSelectivelyOInhibitsOLigandOzindingOtoOHumanO˛–˛†OIntegrinOviaO
StericOHindranceeOStructurecO2017cOilcOhnjidhnjpeel 5.2 20

60 StructureOofOtheOtypeOVIOsecretionOsystemOTssKdTssFdTssGObaseplateOsubcomplexOrevealedObyO
cryodelectronOmicroscopyeONaturenCommunicationscO2018cOpcOljol 17.4 20

59 MaturationOinOactionrOÅryoβMOstudyOofOaOviralOcapsidOcaughtOduringOexpansioneOStructurecO2012cOigcOhjokdpg5.2 19

58 yÅβiObindingOisOanOancestralOandOevolvableOtraitOofOsarbecoviruseseeONaturecO2022cO 50.4 19

57 GermlineOVRÅghOantibodyOrecognitionOofOaOmodifiedOcladeOÅOHIVdhOenvelopeOtrimerOandOaO
glycosylatedOHIVdhOgphigOcoreeOELifecO2018cOncO 8.9 19

56 MembraneOlectinsOenhanceOSyRSdÅoVdiOinfectionOandOinfluenceOtheOneutralizingOactivityOofOdifferentO
classesOofOantibodies 18

55 ProductionOandObiophysicalOcharacterizationOofOtheOÅoryOtransporterOfromOMethanosarcinaOmazeieO
AnalyticalnBiochemistrycO2009cOjoocOhhldih 3.1 17
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54 SingleddoseOreplicatingORNyOvaccineOinducesOneutralizingOantibodiesOagainstOSyRSdÅoVdiOinO
nonhumanOprimatesO2020cO 17

53 zroadlyOneutralizingOantibodiesOovercomeOSyRSdÅoVdiOOmicronOantigenicOshifteO2021cO 16

52
yOÅrossdReactiveOHumanizedOMonoclonalOyntibodyOTargetingOFusionOGlycoproteinOFunctionO
ProtectsOFerretsOygainstOLethalONipahOVirusOandOHendraOVirusOInfectioneOJournalnofnInfectiousn
DiseasescO2020cOiihcOSknhdSknp

7 16

51 βlicitationOofObroadlyOprotectiveOimmunityOtoOinfluenzaObyOmultivalentOhemagglutininOnanoparticleOvaccines 15

50 IntrinsicOdisorderOwithinOyKyPnpOfinedtunesOanchoredOphosphataseOactivityOtowardOsubstratesOandO
drugOsensitivityeOELifecO2017cOmcO 8.9 14

49 StructuralObasisOforObroadOcoronavirusOneutralizationO2021cO 14

48 αesignOofOmultidscaleOproteinOcomplexesObyOhierarchicalObuildingOblockOfusioneONaturen
CommunicationscO2021cOhicOiipk 17.4 14

47 StructuralObasisOforObroadOsarbecovirusOneutralizationObyOaOhumanOmonoclonalOantibodyO2021cO 14

46 yOhumanOantibodyOthatObroadlyOneutralizesObetacoronavirusesOprotectsOagainstOSyRSdÅoVdiObyO
blockingOtheOfusionOmachinery 13

45 ÅrystalOstructureOofOzacillusOsubtilisOSPPhOphageOgpiiOsharesOfoldOsimilarityOwithOaOdomainOofO
lactococcalOphageOpiORzPeOProteinnSciencecO2010cOhpcOhkjpdkj 6.3 12

44 βlicitationOofObroadlyOprotectiveOsarbecovirusOimmunityObyOreceptordbindingOdomainOnanoparticleO
vaccinesO2021cO 12

43 yntibodiesOtoOtheOSyRSdÅoVdiOreceptordbindingOdomainOthatOmaximizeObreadthOandOresistanceOtoO
viralOescapeO2021cO 12

42 StructuralObasisOofOSyRSdÅoVdiOOmicronOimmuneOevasionOandOreceptorOengagement 11

41 OvercomingOStericORestrictionsOofOVRÅghOHIVdhONeutralizingOyntibodiesOthroughOImmunizationeOCelln
ReportscO2019cOipcOjgmgdjgnieen 10.6 11

40 βlicitationOofOpotentOneutralizingOantibodyOresponsesObyOdesignedOproteinOnanoparticleOvaccinesOforO
SyRSdÅoVdiO2020cO 10

39 yÅβiObindingOisOanOancestralOandOevolvableOtraitOofOsarbecoviruses 10

38 SerologicalOidentificationOofOSyRSdÅoVdiOinfectionsOamongOchildrenOvisitingOaOhospitalOduringOtheO
initialOSeattleOoutbreakO2020cO 9

37 InOsilicoOdetectionOofOSyRSdÅoVdiOspecificOzdcellOepitopesOandOvalidationOinOβLISyOforOserologicalO
diagnosisOofOÅOVIαdhpeOScientificnReportscO2021cOhhcOkipg 4.9 9

(2021-2020)
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36 αiscoveryOandOÅharacterizationOofOSpikeONdTerminalOαomaindzindingOyptamersOforORapidO
SyRSdÅoVdiOαetectioneOAngewandtenChemien-nInternationalnEditioncO2021cOmgcOihihhdihihl 16.4 9

35 HIVdhOVRÅghOGermlinedTargetingOImmunogensOSelectOαistinctOβpitopedSpecificOzOÅellOReceptorseO
ImmunitycO2020cOljcOokgdolheem 32.3 8

34 yOSyRSdÅoVdiOvariantOelicitsOanOantibodyOresponseOwithOaOshiftedOimmunodominanceOhierarchyeeO
PLoSnPathogenscO2022cOhocOehghgiko 7.6 7

33 yntibodydmediatedObroadOsarbecovirusOneutralizationOthroughOyÅβiOmolecularOmimicryO2021cO 7

32 TailoredOαesignOofOProteinONanoparticleOScaffoldsOforOMultivalentOPresentationOofOViralO
GlycoproteinOyntigens 7

31 ÅlosingOcoronavirusOspikeOglycoproteinsObyOstructuredguidedOdesignO2020cO 7

30 zroadlyOneutralizingOantibodyOcocktailsOtargetingONipahOvirusOandOHendraOvirusOfusionOglycoproteinseO
NaturenStructuralnandnMolecularnBiologycO2021cOiocOkimdkjk 17.6 7

29 StabilizationOofOtheOSyRSdÅoVdiOSpikeOReceptordzindingOαomainOUsingOαeepOMutationalOScanningO
andOStructuredzasedOαesigneOFrontiersninnImmunologycO2021cOhicOnhgimj 8.4 7

28 ydjuvantingOaOsubunitOSyRSdÅoVdiOnanoparticleOvaccineOtoOinduceOprotectiveOimmunityOinO
nondhumanOprimatesO2021cO 7

27 SyRSdÅoVdiOspikeOconformationOdeterminesOplasmaOneutralizingOactivityeO2021cO 6

26 GenerationOofOorderedOproteinOassembliesOusingOrigidOthreedbodyOfusioneOProceedingsnofnthenNationaln
AcademynofnSciencesnofnthenUnitednStatesnofnAmericacO2021cOhhocO 11.5 6

25 ShiftingOmutationalOconstraintsOinOtheOSyRSdÅoVdiOreceptordbindingOdomainOduringOviralOevolution 6

24 yllostericOeffectsOinObacteriophageOHKpnOprocapsidsOrevealedOdirectlyOfromOcovarianceOanalysisOofO
cryoOβMOdataeOJournalnofnStructuralnBiologycO2018cOigicOhipdhkh 3.4 5

23
βffectOofOtheOviralOproteaseOonOtheOdynamicsOofObacteriophageOHKpnOmaturationOintermediatesO
characterizedObyOvarianceOanalysisOofOcryoOβMOparticleOensembleseOJournalnofnStructuralnBiologycO2016
cOhpjcOhoodhpl

3.4 5

22 yOSyRSdÅoVdiOvariantOelicitsOanOantibodyOresponseOwithOaOshiftedOimmunodominanceOhierarchyO2021
cO 5

21 αesignedOproteinsOassembleOantibodiesOintoOmodularOnanocagesO2020cO 5

20 ImprintedOantibodyOresponsesOagainstOSyRSdÅoVdiOOmicronOsublineages 5

19 GenerationOofOorderedOproteinOassembliesOusingOrigidOthreedbodyOfusion 4
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18 HierarchicalOdesignOofOmultidscaleOproteinOcomplexesObyOcombinatorialOassemblyOofOoligomericO
helicalObundleOandOrepeatOproteinObuildingOblocks 4

17 MultivalentOdesignedOproteinsOprotectOagainstOSyRSdÅoVdiOvariantsOofOconcernO2021cO 4

16 StructuralOStudiesOofOÅoronavirusOFusionOProteinseOMicroscopynandnMicroanalysiscO2019cOilcOhjggdhjgh 0.5 3

15 FunctionalOynalysisOofOtheOFusionOandOyttachmentOGlycoproteinsOofOMojiangOHenipaviruseOVirusescO
2021cOhjcO 6.2 3

14 OmicronOzyehOandOzyeiOneutralizingOactivityOelicitedObyOaOcomprehensiveOpanelOofOhumanOvaccineseO
2022cO 3

13 yÅβiOengagementOexposesOtheOfusionOpeptideOtoOpandcoronavirusOneutralizingOantibodies 3

12 αeltaObreakthroughOinfectionsOelicitOpotentcObroadOandOdurableOneutralizingOantibodyOresponseseO
2021cO 3

11 MultivalentOdesignedOproteinsOneutralizeOSyRSdÅoVdiOvariantsOofOconcernOandOconferOprotectionO
againstOinfectionOinOmiceeeOSciencenTranslationalnMedicinecO2022cOhkcOeabnhili 17.5 3

10 IntegrationOofOXdrayOcrystallographyOandOelectronOcryodmicroscopyOinOtheOanalysisOofOvirusOstructureO
andOfunctioneOCrystallographynReviewscO2016cOiicOhgidhin 1.3 2

9 ÅystovirusOmaturationOatOatomicOresolutioneOStructurecO2013cOihcOhimmdo 5.2 2

8 StructuralOchangesOinOtheOSyRSdÅoVdiOspikeOβkgmWOmutantOescapingOaOclinicalOmonoclonalOantibodyO
cocktaileO2022cO 2

7 StructurecOreceptorOrecognitionOandOantigenicityOofOtheOhumanOcoronavirusOÅÅoVdHuPndighoOspikeOglycoprotein2

6 yrchitectureOandOantigenicityOofOtheONipahOvirusOattachmentOglycoproteineeOSciencecO2022cOeabmllmh 33.3 2

5 ÅomputationalOdesignOofOmechanicallyOcoupledOaxledrotorOproteinOassemblieseeOSciencecO2022cOjnmcOjojdjpg33.3 2

4 αetectionOofOantibodiesOneutralizingOhistoricalOandOemergingOSyRSdÅoVdiOstrainsOusingOaO
thermodynamicallyOcoupledOdeOnovoObiosensorOsystemO2021cO 1

3 αiscoveryOandOÅharacterizationOofOSpikeONdTerminalOαomaindzindingOyptamersOforORapidO
SyRSdÅoVdiOαetectioneOAngewandtenChemiecO2021cOhjjcOihjohdihjol 3.6 1

2 StructuredbasedOdesignOofOstabilizedOrecombinantOinfluenzaOneuraminidaseOtetramerseeONaturen
CommunicationscO2022cOhjcOhoil 17.4 0

1 ÅryodβMOStructureOofONipahOVirusOFusionOGlycoproteinOinOÅomplexOwithOaOMonoclonalOyntibodyO
RevealsOMechanismOofONeutralizationeOMicroscopynandnMicroanalysiscO2019cOilcOhjiodhjip 0.5

(2019-)
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