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m Paper IF Citations

43 ComparativeOgenomicsOrevealsOinsightsOintoOavianOgenomeOevolutionOandOadaptationhOSciencefO2014fO
mnpfOkmkkglj 33.3 628

42 WholeggenomeOsequenceOofOaOflatfishOprovidesOinsightsOintoOZWOsexOchromosomeOevolutionOandO
adaptationOtoOaObenthicOlifestylehONaturesGeneticsfO2014fOnpfOlomgpj 36.3 509

41 GenomeOsequencingOrevealsOinsightsOintoOphysiologyOandOlongevityOofOtheOnakedOmoleOrathONaturefO
2011fOnqsfOllmgq 50.4 410

40 DeepORN OsequencingOatOsingleObasegpairOresolutionOrevealsOhighOcomplexityOofOtheOriceO
transcriptomehOGenomesResearchfO2010fOljfOpnpgon 9.7 375

39 GenomicOcomparisonOofOtheOantsOCamponotusOfloridanusOandOHarpegnathosOsaltatorhOSciencefO2010fO
mlsfOkjprgqk 33.3 353

38 TheOdraftOgenomesOofOsoftgshellOturtleOandOgreenOseaOturtleOyieldOinsightsOintoOtheOdevelopmentOandO
evolutionOofOtheOturtlegspecificObodyOplanhONaturesGeneticsfO2013fOnofOqjkgqjp 36.3 299

37 TheOlocustOgenomeOprovidesOinsightOintoOswarmOformationOandOlonggdistanceOflighthONatures
CommunicationsfO2014fOofOlsoq 17.4 294

36 GenomegwideOandOcastegspecificODN OmethylomesOofOtheOantsOCamponotusOfloridanusOandO
HarpegnathosOsaltatorhOCurrentsBiologyfO2012fOllfOkqoogpn 6.3 266

35 EpigeneticOmodificationOandOinheritanceOinOsexualOreversalOofOfishhOGenomesResearchfO2014fOlnfOpjngko 9.7 244

34 GenomeOsequencingOandOcomparisonOofOtwoOnonhumanOprimateOanimalOmodelsfOtheOcynomolgusO
andOChineseOrhesusOmacaqueshONaturesBiotechnologyfO2011fOlsfOkjksglm 44.5 219

33 StableOrecombinationOhotspotsOinObirdshOSciencefO2015fOmojfOslrgml 33.3 187

32 TheOGenomeOofODendrobiumOofficinaleOIlluminatesOtheOBiologyOofOtheOImportantOTraditionalOChineseO
OrchidOHerbhOMolecularsPlantfO2015fOrfOsllgmn 14.4 145

31 LargegscaleOruminantOgenomeOsequencingOprovidesOinsightsOintoOtheirOevolutionOandOdistinctOtraitshO
SciencefO2019fOmpnfO 33.3 120

30 GenomicO nalysesORevealOPotentialOIndependentO daptationOtoOHighO ltitudeOinOTibetanOChickenshO
MolecularsBiologysandsEvolutionfO2015fOmlfOkrrjgs 8.3 114

29 DenseOsamplingOofObirdOdiversityOincreasesOpowerOofOcomparativeOgenomicshONaturefO2020fOorqfOlolgloq 50.4 89

28 GeneticOblueprintOofOtheOzoonoticOpathogenOToxocaraOcanishONaturesCommunicationsfO2015fOpfOpkno 17.4 77

27 GenomegwideOandOsinglegbaseOresolutionODN OmethylomesOofOtheOPacificOoysterOCrassostreaOgigasO
provideOinsightOintoOtheOevolutionOofOinvertebrateOCpGOmethylationhOBMCsGenomicsfO2014fOkofOkkks 4.5 72
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26 HighgcoverageOsequencingOandOannotatedOassemblyOofOtheOgenomeOofOtheO ustralianOdragonOlizardO
PogonaOvitticepshOGigaSciencefO2015fOnfOno 7.6 70

25 ReferenceOgenomeOofOwildOgoatObcapraOaegagruscOandOsequencingOofOgoatObreedsOprovideOinsightO
intoOgenicObasisOofOgoatOdomesticationhOBMCsGenomicsfO2015fOkpfOnmk 4.5 60

24 TwoO ntarcticOpenguinOgenomesOrevealOinsightsOintoOtheirOevolutionaryOhistoryOandOmolecularO
changesOrelatedOtoOtheO ntarcticOenvironmenthOGigaSciencefO2014fOmfOlq 7.6 50

23 CastegspecificORN OeditomesOinOtheOleafgcuttingOantO cromyrmexOechinatiorhONaturesCommunications
fO2014fOofOnsnm 17.4 41

22 ComparativeOmethylomicsObetweenOdomesticatedOandOwildOsilkwormsOimpliesOpossibleOepigeneticO
influencesOonOsilkwormOdomesticationhOBMCsGenomicsfO2013fOknfOpnp 4.5 35

21  OneargchromosomegscaleOgenomeOassemblyOofOtheOgemsbokObOryxOgazellactOanOiconicOantelopeOofO
theOKalahariOdeserthOGigaSciencefO2019fOrfO 7.6 34

20 RESgScannertOaOsoftwareOpackageOforOgenomegwideOidentificationOofORN geditingOsiteshOGigaSciencefO
2016fOofOmq 7.6 33

19 DraftOgenomeOofOtheOleopardOgeckofOEublepharisOmaculariushOGigaSciencefO2016fOofOnq 7.6 32

18  dvancesOinOgenomeOeditingOtechnologyOandOitsOpromisingOapplicationOinOevolutionaryOandO
ecologicalOstudieshOGigaSciencefO2014fOmfOln 7.6 32

17  OdraftOgenomeOassemblyOofOtheOsolargpoweredOseaOslugOElysiaOchloroticahOScientificsDatafO2019fOpfOksjjll8.2 30

16 PlatypusOandOechidnaOgenomesOrevealOmammalianObiologyOandOevolutionhONaturefO2021fOoslfOqopgqpl 50.4 28

15
 nchoringOgenomeOsequenceOtoOchromosomesOofOtheOcentralObeardedOdragonObPogonaOvitticepscO
enablesOreconstructionOofOancestralOsquamateOmacrochromosomesOandOidentifiesOsequenceOcontentO
ofOtheOZOchromosomehOBMCsGenomicsfO2016fOkqfOnnq

4.5 24

14 TranscriptomeOofOGonadsOFromOHighOTemperatureOInducedOSexOReversalODuringOSexODeterminationO
andODifferentiationOinOChineseOTongueOSolefhOFrontierssinsGeneticsfO2019fOkjfOkklr 4.5 23

13 REDgMLtOaOnovelfOeffectiveORN OeditingOdetectionOmethodObasedOonOmachineOlearninghOGigaSciencefO
2017fOpfOkgr 7.6 19

12  OdraftOgenomeOsequenceOofOtheOelusiveOgiantOsquidfO rchiteuthisOduxhOGigaSciencefO2020fOsfO 7.6 17

11 SequencingfOdeOnovoOassemblingfOandOannotatingOtheOgenomeOofOtheOendangeredOChineseOcrocodileO
lizardOShinisaurusOcrocodilurushOGigaSciencefO2017fOpfOkgp 7.6 15

10 EvolutionOofOgeneOregulationOinOruminantsOdiffersObetweenOevolutionaryObreakpointOregionsOandO
homologousOsyntenyOblockshOGenomesResearchfO2019fOlsfOoqpgors 9.7 15

9 ComputationgassistedOSiteFindinggOPCROforOisolatingOflankingOsequenceOtagsOinOricehOBioTechniquesfO
2011fOokfOnlkgm 2.5 8
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8  nOintegratedOchromosomegscaleOgenomeOassemblyOofOtheOMasaiOgiraffeObGiraffaOcamelopardalisO
tippelskirchichOGigaSciencefO2019fOrfO 7.6 5

7 LimitsOtoOtheOcellularOcontrolOofOsequesteredOcryptophyteOpreyOinOtheOmarineOciliateOMesodiniumO
rubrumhOISMEsJournalfO2021fOkofOkjopgkjql 11.9 5

6 ChromatinOaccessibilityOandOtranscriptomeOlandscapesOofOMonomoriumOpharaonisObrainhOScientifics
DatafO2020fOqfOlkq 8.2 4

5  OdraftOgenomeOassemblyOofOspottedOhyenafOCrocutaOcrocutahOScientificsDatafO2020fOqfOklp 8.2 2

4  OdraftOgenomeOassemblyOofOtheOeasternObanjoOfrogOLimnodynastesOdumeriliiOdumeriliiO
b nurat´ LimnodynastidaechOGigaBytefljljfOkgkm 2

3  OnovelOmethodOforOusingORN gseqOdataOtoOidentifyOimprintedOgenesOinOsocialOHymenopteraOwithO
multiplyOmatedOqueenshOJournalsofsEvolutionarysBiologyfO2020fOmmfOkqqjgkqrl 2.3 1

2  OdraftOgenomeOassemblyOofOtheOeasternObanjoOfrogOLimnodynastesOdumeriliiOdumeriliiOb nuratOLimnodynastidaec1

1 LabourOclassifiedObyOcervicalOdilatationOZOfetalOmembraneOruptureOdemonstratesOdifferentialOimpactO
onORN gseqOdataOforOhumanOmyometriumOtissueshOPLoSsONEfO2021fOkpfOejlpjkks 3.7 0
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