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56 OralNMicrobiotaNChangesNContributeNtoNyutismNSpectrumNöisorderNinNMiceffNJournaliofiDentali
ResearchdN2022dNjjhklmjiihohloh 8.1 2

55 MachineNlearningNapproachNidentifiesNmeconiumNmetabolitesNasNpotentialNbiomarkersNofNneonatalN
hyperbilirubinemiaffNComputationaliandiStructuraliBiotechnologyiJournaldN2022dNjhdNioopeiopl 6.8 0

54 ClinicalNManifestationsNofNNeonatalNHyperbilirubinemiaNyreNRelatedNtoNylterationsNinNtheNGutN
MicrobiotafNChildrendN2022dNqdNonl 2.8

53 yNlowNabundanceNofNgenusNinNgutNmicrobiotaNisNnegativelyNcorrelatedNwithNbloodNphenylalanineN
levelsNinNUygurNpatientsNwithNphenylketonuriafNTranslationaliPediatricsdN2021dNihdNjmjiejmkj 4.2 0

52 OraldNNasaldNandNGutNMicrobiotaNinNParkinsonVsNöiseasefNNeurosciencedN2021dNlphdNnmeop 3.9 1

51 ylteredNGutNMicrobiotaNTaxonomicNCompositionsNofNPatientsNWithNSepsisNinNaNPediatricNIntensiveN
CareNUnitfNFrontiersiiniPediatricsdN2021dNqdNnlmhnh 3.4 4

50 GutNMicrobiotaNMayNMediateNtheNInfluenceNofNPeriodontitisNonNPrediabetesfNJournaliofiDentali
ResearchdN2021dNihhdNikpoeikqn 8.1 5

49 TheNylterationNofNSalivaryNImmunoglobulinNyNinNyutismNSpectrumNöisordersfNFrontiersiiniPsychiatrydN
2021dNijdNnnqiqk 5 1

48
ShotgunNmetagenomicsNrevealsNbothNtaxonomicNandNtryptophanNpathwayNdifferencesNofNgutN
microbiotaNinNbipolarNdisorderNwithNcurrentNmajorNdepressiveNepisodeNpatientsfNJournaliofiAffectivei
DisordersdN2021dNjopdNkiiekiq

6.6 11

47 ShotgunNmetagenomicsNrevealsNbothNtaxonomicNandNtryptophanNpathwayNdifferencesNofNgutN
microbiotaNinNmajorNdepressiveNdisorderNpatientsfNPsychologicaliMedicinedN2021dNmidNqheihi 6.9 29

46
VirulenceNfactorerelatedNgutNmicrobiotaNgenesNandNimmunoglobulinNyNlevelsNasNnovelNmarkersNforN
machineNlearningebasedNclassificationNofNautismNspectrumNdisorderfNComputationaliandiStructurali
BiotechnologyiJournaldN2021dNiqdNmlmemml

6.8 7

45
MachineNlearningNappliedNtoNserumNandNcerebrospinalNfluidNmetabolomesNrevealedNalteredNarginineN
metabolismNinNneonatalNsepsisNwithNmeningoencephalitisfNComputationaliandiStructurali
BiotechnologyiJournaldN2021dNiqdNkjplekjqj

6.8 4

44 ylteredNyctinobacteriaNandNFirmicutesNPhylumNyssociatedNβpitopesNinNPatientsNWithNParkinsonVsN
öiseasefNFrontiersiiniImmunologydN2021dNijdNnkjlpj 8.4 2

43
MetagenomicNNexteGenerationNSequencingNofNzloodstreamNMicrobialNCelleFreeNNucleicNycidNinN
ChildrenNWithNSuspectedNSepsisNinNPediatricNIntensiveNCareNUnitfNFrontiersiiniCellulariandiInfectioni
MicrobiologydN2021dNiidNnnmjjn

5.9 3

42 OralNHealthNStatusNofNChineseNChildrenNWithNyutismNSpectrumNöisordersfNFrontiersiiniPsychiatrydN
2020dNiidNkqp 5 11

41 FrequentNmutationNofNhypoxiaerelatedNgenesNinNpersistentNpulmonaryNhypertensionNofNtheNnewbornfN
RespiratoryiResearchdN2020dNjidNmk 7.3 1

40
ShotgunNmetagenomicsNrevealsNanNenrichmentNofNpotentiallyNcrossereactiveNbacterialNepitopesNinN
ankylosingNspondylitisNpatientsdNasNwellNasNtheNeffectsNofNTNFiNtherapyNuponNmicrobiomeN
compositionfNAnnalsiofitheiRheumaticiDiseasesdN2020dNoqdNikjeilh

2.4 47
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39 ResectionNofNliverNmetastasesNfromNbreastNcancerrNaNmulticentreNanalysisfNClinicaliandiTranslationali
OncologydN2020dNjjdNmijemji 3.6 15

38 ylteredNgutNmicrobiotaNandNmucosalNimmunityNinNpatientsNwithNschizophreniafNBrainviBehaviorviandi
ImmunitydN2020dNpmdNijheijo 16.6 66

37 ylterationsNinNGutNGlutamateNMetabolismNyssociatedNwithNChangesNinNGutNMicrobiotaNCompositionN
inNChildrenNwithNyutismNSpectrumNöisorderfNMSystemsdN2019dNldN 7.6 71

36 öesignNofNaNTargetedNSequencingNyssayNtoNöetectNRareNMutationsNinNCirculatingNTumorNöNyfN
GeneticiTestingiandiMoleculariBiomarkersdN2019dNjkdNjnlejnq 1.6 3

35
SimilarlyNinNdepressiondNnuancesNofNgutNmicrobiotarNβvidencesNfromNaNshotgunNmetagenomicsN
sequencingNstudyNonNmajorNdepressiveNdisorderNversusNbipolarNdisorderNwithNcurrentNmajorN
depressiveNepisodeNpatientsfNJournaliofiPsychiatriciResearchdN2019dNiikdNqheqq

5.2 52

34 ylteredNUrinaryNyminoNycidsNinNChildrenNWithNyutismNSpectrumNöisordersfNFrontiersiiniCellulari
NeurosciencedN2019dNikdNo 6.1 28

33
βncephalitisNisNanNimportantNclinicalNcomponentNofNmyelinNoligodendrocyteNglycoproteinNantibodyN
associatedNdemyelinationrNaNsingleecenterNcohortNstudyNinNShanghaidNChinafNEuropeaniJournaliofi
NeurologydN2019dNjndNinpeiol

6 56

32 öataNonNmutationsNandNClinicalNfeaturesNinNSCNiyNorNSCNjyNgenefNDataiiniBriefdN2019dNjjdNlqjemhi 1.2 2

31 ylterationNofNgutNmicrobiotaeassociatedNepitopesNinNchildrenNwithNautismNspectrumNdisordersfNBrainvi
BehaviorviandiImmunitydN2019dNomdNiqjeiqq 16.6 39

30 yssociationNofNserumNbilirubinNinNnewbornsNaffectedNbyNjaundiceNwithNgutNmicrobiotaNdysbiosisfN
JournaliofiNutritionaliBiochemistrydN2019dNnkdNmleni 6.3 17

29 yssociationNbetweenNSCNiyNandNSCNjyNmutationsNandNclinicalgββGNfeaturesNinNChineseNpatientsN
fromNepilepsyNorNsevereNseizuresfNClinicaiChimicaiActadN2018dNlpkdNileiq 6.2 3

28 ComprehensiveNinvestigatingNofNcytokineNandNreceptorNrelatedNgenesNvariantsNinNpatientsNwithN
chronicNhepatitisNzNvirusNinfectionfNCytokinedN2018dNihkdNiheil 4 2

27 HighNprevalenceNofNserumNfolateNreceptorNautoantibodiesNinNchildrenNwithNautismNspectrumN
disordersfNBiomarkersdN2018dNjkdNnjjenjl 2.6 14

26
WholeeβxomeNSequencingNRevealingNöeNNovoNHeterozygousNVariantNOFNKCNTiNinNaNTwinN
öiscordantNforNzenignNβpilepsyNwithNCentrotemporalNSpikesfNJournaliofiPaediatricsiandiChildiHealthdN
2018dNmldNohqeoih

1.3 2

25 IncreasedNstoolNimmunoglobulinNyNlevelNinNchildrenNwithNautismNspectrumNdisordersfNResearchiini
DevelopmentaliDisabilitiesdN2018dNpjdNqheql 2.7 14

24 MassNspectrometryNidentificationNofNpotentialNbiomarkerNproteinsNinNtheNimheköNelectrophoreticN
bandNinNpatientsNwithNschizophreniafNMedicineirUnitediStatessdN2018dNqodNeikmmk 1.8 7

23 GenomicNlandscapesNofNChineseNsporadicNautismNspectrumNdisordersNrevealedNbyNwholeegenomeN
sequencingfNJournaliofiGeneticsiandiGenomicsdN2018dNlmdNmjoemkp 4 12

22 UpregulationNofNCirculatingNmiReiqmekpNinNHeartNFailurefNCardiologydN2017dNikpdNihoeiil 1.6 17
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21 CopyNnumberNvariationsNindependentlyNinduceNautismNspectrumNdisorderfNBioscienceiReportsdN2017dN
kodN 4.1 8

20 WholeNgenomeNsequencingNidentifiesNaNnovelNyLMSiNgeneNmutationNinNtwoNChineseNsiblingsNwithN
ylstrˆ¶mNsyndromefNBMCiMedicaliGeneticsdN2017dNipdNom 2.1 6

19 CompositionNandNVariationNynalysisNofNtheNTNCellNReceptorN˛†eChainNComplementarityNöeterminingN
RegionNkNRepertoireNinNNeonatalNSepsisfNScandinavianiJournaliofiImmunologydN2017dNpndNlipeljk 3.4 4

18 ComprehensiveNinvestigationNofNcytokineeNandNimmuneerelatedNgeneNvariantsNinNHzVeassociatedN
hepatocellularNcarcinomaNpatientsfNBioscienceiReportsdN2017dNkodN 4.1 7

17 yssociationNofNMTTPNgeneNvariantsNwithNpediatricNNyFLörNyNcandidateegeneebasedNanalysisNofNsingleN
nucleotideNvariationsNinNobeseNchildrenfNPLoSiONEdN2017dNijdNehipmkqn 3.7 7

16 ynalysisNofNtheNRepertoireNFeaturesNofNTCRNzetaNChainNCöRkNinNHumanNbyNHigheThroughputN
SequencingfNCellulariPhysiologyiandiBiochemistrydN2016dNkqdNnmieno 3.9 23

15 MultipleNgeneNmutationsNidentifiedNinNpatientsNinfectedNwithNinfluenzaNyNWHoNqaNvirusfNScientifici
ReportsdN2016dNndNjmnil 4.9 6

14 GenomeewideNcharacteristicsNofNmutationsNinNautismfNNpjiGenomiciMedicinedN2016dNidNinhjoieinhjoih 6.2 126

13 öiversityNofNGutNMicrobiotaNMetabolicNPathwaysNinNihNPairsNofNChineseNInfantNTwinsfNPLoSiONEdN2016
dNiidNehininjo 3.7 18

12 NovelNlociNandNpathwaysNsignificantlyNassociatedNwithNlongevityfNScientificiReportsdN2016dNndNjijlk 4.9 105

11 GeneticNvariantsNinNtheNTβPiNgeneNareNassociatedNwithNprostateNcancerNriskNandNrecurrencefNProstatei
CanceriandiProstaticiDiseasesdN2015dNipdNkihen 6.2 6

10 WholeNβxomeNSequencingNIdentifiesNFrequentNSomaticNMutationsNinNCelleCellNydhesionNGenesNinN
ChineseNPatientsNwithNLungNSquamousNCellNCarcinomafNScientificiReportsdN2015dNmdNiljko 4.9 34

9 CharacteristicsNofNTumorNInfiltratingNLymphocyteNandNCirculatingNLymphocyteNRepertoiresNinN
PancreaticNCancerNbyNtheNSequencingNofNTNCellNReceptorsfNScientificiReportsdN2015dNmdNiknnl 4.9 42

8 InNvitroNsubminimumNinhibitoryNconcentrationsNofNmacrolideNantibioticsNinduceNmacrolideNresistanceN
inNMycoplasmaNpneumoniaefNHippokratiadN2015dNiqdNmoenj 0.4

7 öetectionNofNclinicallyNrelevantNgeneticNvariantsNinNautismNspectrumNdisorderNbyNwholeegenomeN
sequencingfNAmericaniJournaliofiHumaniGeneticsdN2013dNqkdNjlqenk 11 345

6 HighethroughputNsequencingNofNautismNspectrumNdisordersNcomesNofNagefNGeneticaliResearchdN2013dN
qmdNijieq 1.1 1

5 TumourNdiameterNisNaNpredictorNofNmesorectalNandNmesentericNlymphNnodeNmetastasesNinNanorectalN
melanomafNColorectaliDiseasedN2013dNimdNihpneqj 2.1 11

4 ynNintegratedNclinicoemetabolomicNmodelNimprovesNpredictionNofNdeathNinNsepsisfNSciencei
TranslationaliMedicinedN2013dNmdNiqmraqm 17.5 282
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3 yNmetagenomeewideNassociationNstudyNofNgutNmicrobiotaNinNtypeNjNdiabetesfNNaturedN2012dNlqhdNmmenh 50.4 3779

2 PrognosticNanalysisNforNcarcinoidNtumoursNofNtheNrectumrNaNsingleNinstitutionalNanalysisNofNihnN
patientsfNColorectaliDiseasedN2011dNikdNimhek 2.1 25

1 ImpairedNmitochondrialNoxidativeNphosphorylationNinNmultipleNinsulinesensitiveNtissuesNofNhumansN
withNtypeNjNdiabetesNmellitusfNJournaliofiInternationaliMedicaliResearchdN2010dNkpdNonqepi 1.4 20
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