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m Paper IF Citations

160 —eneticMrelationshipMbetweenMfiveMpsychiatricMdisordersMestimatedMfromMgenomeawideMSNPsbMNatureg
GeneticsZM2013ZMhiZMmlhamh 36.3 1628

159 LargeascaleMgenomeawideMassociationManalysisMofMbipolarMdisorderMidentifiesMaMnewMsusceptibilityM
locusMnearMOxZhbMNaturegGeneticsZM2011ZMhgZMmkkalg 36.3 1094

158 —enomeawideMassociationMstudyMidentifiesMgdMlociMassociatedMwithMbipolarMdisorderbMNaturegGeneticsZM
2019ZMieZMkmgaldg 36.3 662

157 PsychiatricMgenomeawideMassociationMstudyManalysesMimplicateMneuronalZMimmuneMandMhistoneM
pathwaysbMNaturegNeuroscienceZM2015ZMelZMemmafdm 25.5 572

156 SharedMmolecularMneuropathologyMacrossMmajorMpsychiatricMdisordersMparallelsMpolygenicMoverlapbM
ScienceZM2018ZMgimZMjmgajmk 33.3 547

155 TranscriptomeawideMisoformalevelMdysregulationMinMuSxZMschizophreniaZMandMbipolarMdisorderbM
ScienceZM2018ZMgjfZM 33.3 434

154 MutationsMinMtheMgeneMencodingMgapMjunctionMproteinMbetaagMassociatedMwithMautosomalMdominantM
hearingMimpairmentbMNaturegGeneticsZM1998ZMfdZMgkdag 36.3 376

153 —eneticMcontrolMofMindividualMdifferencesMinMgeneaspecificMmethylationMinMhumanMbrainbMAmericang
JournalgofgHumangGeneticsZM2010ZMljZMheeam 11 329

152 womprehensiveMfunctionalMgenomicMresourceMandMintegrativeMmodelMforMtheMhumanMbrainbMScienceZM
2018ZMgjfZM 33.3 319

151 RemovingMbatchMeffectsMinManalysisMofMexpressionMmicroarrayMdatanManMevaluationMofMsixMbatchM
adjustmentMmethodsbMPLoSgONEZM2011ZMjZMeekfgl 3.7 303

150 —enomeawideMassociationMstudyMofMbipolarMdisorderMinMyuropeanMumericanMandMufricanMumericanM
individualsbMMoleculargPsychiatryZM2009ZMehZMkiiajg 15.1 287

149 βntegrativeMfunctionalMgenomicManalysisMofMhumanMbrainMdevelopmentMandMneuropsychiatricMrisksbM
ScienceZM2018ZMgjfZM 33.3 277

148 —enomeawideMassociationMstudyMofMobsessiveacompulsiveMdisorderbMMoleculargPsychiatryZM2013ZMelZMkllaml15.1 244

147 PolymorphismsMatMtheM—kfc—gdMgeneMlocusZMonMegqggZMareMassociatedMwithMbipolarMdisorderMinMtwoM
independentMpedigreeMseriesbMAmericangJournalgofgHumangGeneticsZM2003ZMkfZMeegeahd 11 228

146 TheMPsychyNwOxyMprojectbMNaturegNeuroscienceZM2015ZMelZMekdkaef 25.5 226

145 PartitioningMtheMheritabilityMofMTouretteMsyndromeMandMobsessiveMcompulsiveMdisorderMrevealsM
differencesMinMgeneticMarchitecturebMPLoSgGeneticsZM2013ZMmZMeeddgljh 6 189

144 xeMnovoMgenicMmutationsMamongMaMwhineseMautismMspectrumMdisorderMcohortbMNatureg
CommunicationsZM2016ZMkZMeggej 17.4 183
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143 JointManalysisMofMpsychiatricMdisordersMincreasesMaccuracyMofMriskMpredictionMforMschizophreniaZM
bipolarMdisorderZMandMmajorMdepressiveMdisorderbMAmericangJournalgofgHumangGeneticsZM2015ZMmjZMflgamh 11 161

142 ufterM—WuSnMsearchingMforMgeneticMriskMforMschizophreniaMandMbipolarMdisorderbMAmericangJournalgofg
PsychiatryZM2011ZMejlZMfigaj 11.9 159

141 wlockMgenesMmayMinfluenceMbipolarMdisorderMsusceptibilityMandMdysfunctionalMcircadianMrhythmbM
AmericangJournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricgGeneticsZM2008ZMehkvZMedhkaii 3.5 159

140 —enomeawideMassociationMstudyMmetaaanalysisMofMyuropeanMandMusianaancestryMsamplesMidentifiesM
threeMnovelMlociMassociatedMwithMbipolarMdisorderbMMoleculargPsychiatryZM2013ZMelZMemiafdi 15.1 155

139 —eneticMassociationsMwithMschizophrenianMmetaaanalysesMofMefMcandidateMgenesbMSchizophreniag
ResearchZM2008ZMedhZMmjaedk 3.6 145

138
zrequencyMofMSwueZMSwufZMSwugcMJxZMSwujZMSwukZMandMxRPLuMwu—MtrinucleotideMrepeatMexpansionM
inMpatientsMwithMhereditaryMspinocerebellarMataxiaMfromMwhineseMkindredsbMArchivesgofgNeurologyZM
2000ZMikZMihdah

144

137 TranscriptomeMandMepigenomeMlandscapeMofMhumanMcorticalMdevelopmentMmodeledMinMorganoidsbM
ScienceZM2018ZMgjfZM 33.3 142

136 —enomeawideMassociationMstudyMofMTouretteTsMsyndromebMMoleculargPsychiatryZM2013ZMelZMkfeal 15.1 138

135 ynrichmentMofMcisaregulatoryMgeneMexpressionMSNPsMandMmethylationMquantitativeMtraitMlociMamongM
bipolarMdisorderMsusceptibilityMvariantsbMMoleculargPsychiatryZM2013ZMelZMghdaj 15.1 134

134 MoodMdisorderMsusceptibilityMgeneMwuwNuewMmodifiesMmoodarelatedMbehaviorsMinMmiceMandMinteractsM
withMsexMtoMinfluenceMbehaviorMinMmiceMandMdiagnosisMinMhumansbMBiologicalgPsychiatryZM2010ZMjlZMldeaed 7.9 131

133 —enomeawideMassociationMstudyMofMhdZdddMindividualsMidentifiesMtwoMnovelMlociMassociatedMwithM
bipolarMdisorderbMHumangMoleculargGeneticsZM2016ZMfiZMgglgaggmh 5.6 125

132 SingletonMdeletionsMthroughoutMtheMgenomeMincreaseMriskMofMbipolarMdisorderbMMoleculargPsychiatryZM
2009ZMehZMgkjald 15.1 121

131 βnflammationarelatedMbiomarkersMinMmajorMpsychiatricMdisordersnMaMcrossadisorderMassessmentMofM
reproducibilityMandMspecificityMinMhgMmetaaanalysesbMTranslationalgPsychiatryZM2019ZMmZMfgg 8.6 112

130 RareMvariantsMinMneuronalMexcitabilityMgenesMinfluenceMriskMforMbipolarMdisorderbMProceedingsgofgtheg
NationalgAcademygofgSciencesgofgthegUnitedgStatesgofgAmericaZM2015ZMeefZMgikjale 11.5 112

129 —enesMwithMdeMnovoMmutationsMareMsharedMbyMfourMneuropsychiatricMdisordersMdiscoveredMfromM
NPdenovoMdatabasebMMoleculargPsychiatryZM2016ZMfeZMfmdak 15.1 109

128 TwoMgeneMcoaexpressionMmodulesMdifferentiateMpsychoticsMandMcontrolsbMMoleculargPsychiatryZM2013ZM
elZMegdlaeh 15.1 107

127 wrossadisorderMgenomeawideManalysesMsuggestMaMcomplexMgeneticMrelationshipMbetweenMTouretteTsM
syndromeMandMOwxbMAmericangJournalgofgPsychiatryZM2015ZMekfZMlfamg 11.9 101

126 TranscriptomeMsequencingMandMgenomeawideMassociationManalysesMrevealMlysosomalMfunctionMandM
actinMcytoskeletonMremodelingMinMschizophreniaMandMbipolarMdisorderbMMoleculargPsychiatryZM2015ZMfdZMijgaikf15.1 96

(2015-2015)
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125 —enomeawideMassociationMstudyMimplicatesMNxSTgMinMschizophreniaMandMbipolarMdisorderbMNatureg
CommunicationsZM2013ZMhZMfkgm 17.4 88

124 MaternalMpreconceptionMbodyMmassMindexMandMoffspringMcordMbloodMxNuMmethylationnMexplorationM
ofMearlyMlifeMoriginsMofMdiseasebMEnvironmentalgandgMoleculargMutagenesisZM2014ZMiiZMffgagd 3.2 86

123 ullelicMassociationMofM—kfc—gdMwithMschizophreniaMandMbipolarMdisordernMaMcomprehensiveM
metaaanalysisbMSchizophreniagResearchZM2008ZMmlZMlmamk 3.6 86

122
uMrareMmutationMofMwuwNuewMinMaMpatientMwithMbipolarMdisorderZMandMdecreasedMgeneMexpressionM
associatedMwithMaMbipolaraassociatedMcommonMSNPMofMwuwNuewMinMbrainbMMoleculargPsychiatryZM2014ZM
emZMlmdah

15.1 75

121 yvaluationMofMchromatinMaccessibilityMinMprefrontalMcortexMofMindividualsMwithMschizophreniabMNatureg
CommunicationsZM2018ZMmZMgefe 17.4 74

120 worrelationMbetweenMxNuMmethylationMandMgeneMexpressionMinMtheMbrainsMofMpatientsMwithMbipolarM
disorderMandMschizophreniabMBipolargDisordersZM2014ZMejZMkmdam 3.8 71

119 —enomeawideMlinkageMandMfollowaupMassociationMstudyMofMpostpartumMmoodMsymptomsbMAmericang
JournalgofgPsychiatryZM2009ZMejjZMeffmagk 11.9 68

118 SLwgmuiMmutationsMinterferingMwithMtheMvMPcT—za˛†MpathwayMinMnonasyndromicMhighMmyopiabM
JournalgofgMedicalgGeneticsZM2014ZMieZMielafi 5.8 66

117 uMvayesianMframeworkMthatMintegratesMmultiaomicsMdataMandMgeneMnetworksMpredictsMriskMgenesM
fromMschizophreniaM—WuSMdatabMNaturegNeuroscienceZM2019ZMffZMjmeajmm 25.5 62

116 WholeagenomeMassociationMmappingMofMgeneMexpressionMinMtheMhumanMprefrontalMcortexbMMolecularg
PsychiatryZM2010ZMeiZMkkmalh 15.1 60

115 βnheritedMandMmultipleMdeMnovoMmutationsMinMautismcdevelopmentalMdelayMriskMgenesMsuggestMaM
multifactorialMmodelbMMoleculargAutismZM2018ZMmZMjh 6.5 58

114 uMnetworkabasedMapproachMtoMprioritizeMresultsMfromMgenomeawideMassociationMstudiesbMPLoSgONEZM
2011ZMjZMefhffd 3.7 57

113 uccuracyMofMwNVMxetectionMfromM—WuSMxatabMPLoSgONEZM2011ZMjZMeehiee 3.7 57

112 —eneticMimagingMofMtheMassociationMofMoxytocinMreceptorMgeneMUOXTRVMpolymorphismsMwithMpositiveM
maternalMparentingbMFrontiersgingBehavioralgNeuroscienceZM2014ZMlZMfe 3.5 54

111 TargetedMsequencingMandMfunctionalManalysisMrevealMbrainasizearelatedMgenesMandMtheirMnetworksMinM
autismMspectrumMdisordersbMMoleculargPsychiatryZM2017ZMffZMeflfaefmd 15.1 53

110 —enomeawideMassociationMofMbipolarMdisorderMsuggestsManMenrichmentMofMreplicableMassociationsMinM
regionsMnearMgenesbMPLoSgGeneticsZM2011ZMkZMeeddfegh 6 53

109 werebellarMtelomereMlengthMandMpsychiatricMdisordersbMBehaviorgGeneticsZM2010ZMhdZMfidah 3.2 51

108 TheMtranscriptionMfactorMPOUgzfMregulatesMaMgeneMcoexpressionMnetworkMinMbrainMtissueMfromM
patientsMwithMpsychiatricMdisordersbMSciencegTranslationalgMedicineZM2018ZMedZM 17.5 46
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107 βntronicMpentanucleotideMTTTwuMrepeatMinsertionMinMtheMSuMxefMgeneMcausesMfamilialMcorticalM
myoclonicMtremorMwithMepilepsyMtypeMebMBrainZM2018ZMeheZMffldaffll 11.2 45

106 MutationsMofMPhαufMencodingMprolylMhahydroxylaseMfMareMassociatedMwithMnonsyndromicMhighM
myopiabMGeneticsgingMedicineZM2015ZMekZMgddaj 8.1 44

105 TheMlongMnoncodingMRNuMmayMregulateMexpressionMofMseveralMschizophreniaarelatedMgenesbMScienceg
TranslationalgMedicineZM2018ZMedZM 17.5 42

104 uMdecadeMinMpsychiatricM—WuSMresearchbMMoleculargPsychiatryZM2019ZMfhZMgklaglm 15.1 40

103 —enomeawideMassociationManalysisMofMageMatMonsetMandMpsychoticMsymptomsMinMbipolarMdisorderbM
AmericangJournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricgGeneticsZM2011ZMeijvZMgkdal 3.5 39

102 MathematicalMmodellingMofMtranscriptionalMheterogeneityMidentifiesMnovelMmarkersMandM
subpopulationsMinMcomplexMtissuesbMScientificgReportsZM2016ZMjZMelmdm 4.9 39

101 —enomeawideMassociationMstudyMofMpersonalityMtraitsMinMbipolarMpatientsbMPsychiatricgGeneticsZM2011ZM
feZMemdah 2.9 36

100 uMunifiedMframeworkMforMjointatissueMtranscriptomeawideMassociationMandMMendelianMrandomizationM
analysisbMNaturegGeneticsZM2020ZMifZMefgmaefhj 36.3 35

99 zineMmappingMsupportsMpreviousMlinkageMevidenceMforMaMbipolarMdisorderMsusceptibilityMlocusMonM
egqgfbMAmericangJournalgofgMedicalgGeneticsgPartgAZM2001ZMediZMgkiald 32

98 —enomeawideMcopyMnumberMvariationManalysisMinMaMwhineseMautismMspectrumMdisorderMcohortbM
ScientificgReportsZM2017ZMkZMhheii 4.9 30

97 WholeagenomeMsequencingMofMmonozygoticMtwinsMdiscordantMforMschizophreniaMindicatesMmultipleM
geneticMriskMfactorsMforMschizophreniabMJournalgofgGeneticsgandgGenomicsZM2017ZMhhZMfmiagdj 4 30

96 RevealingMtheMbrainTsMmolecularMarchitecturebMScienceZM2018ZMgjfZMefjfaefjg 33.3 29

95 —enomeawideMassociationMstudyMidentifiesMgdMLociMussociatedMwithMvipolarMxisorder 28

94
LociMnominallyMassociatedMwithMautismMfromMgenomeawideManalysisMshowMenrichmentMofMbrainM
expressionMquantitativeMtraitMlociMbutMnotMlymphoblastoidMcellMlineMexpressionMquantitativeMtraitMlocibM
MoleculargAutismZM2012ZMgZMg

6.5 27

93 NoMevidenceMforMassociationMbetweenMemMcholinergicMgenesMandMbipolarMdisorderbMAmericangJournalgofg
MedicalgGeneticsgPartgB:gNeuropsychiatricgGeneticsZM2007ZMehhvZMkeiafg 3.5 26

92 —eneticMtestsMofMbiologicMsystemsMinMaffectiveMdisordersbMMoleculargPsychiatryZM2005ZMedZMkemahd 15.1 26

91 —eneticsMandMepigeneticsMofMcircadianMrhythmsMandMtheirMpotentialMrolesMinMneuropsychiatricM
disordersbMNeurosciencegBulletinZM2015ZMgeZMeheaim 4.3 25

90 SequenceMvariationMinMxOwKmMandMheterogeneityMinMbipolarMdisorderbMPsychiatricgGeneticsZM2007ZMekZMfkhalj2.9 25

(2007-2018)
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89 —enomeawideMlinkageManalysisMofMmkfMbipolarMpedigreesMusingMsingleanucleotideMpolymorphismsbM
MoleculargPsychiatryZM2012ZMekZMlelafj 15.1 24

88 vrainMexpressionMquantitativeMtraitMlocusMmappingMinformsMgeneticMstudiesMofMpsychiatricMdiseasesbM
NeurosciencegBulletinZM2011ZMfkZMefgagg 4.3 23

87 NeurotransmissionMandMbipolarMdisordernMaMsystematicMfamilyabasedMassociationMstudybMAmericang
JournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricgGeneticsZM2008ZMehkvZMefkdak 3.5 22

86 uMcomparativeMstudyMofMtheMgeneticMcomponentsMofMthreeMsubcategoriesMofMautismMspectrumM
disorderbMMoleculargPsychiatryZM2019ZMfhZMekfdaekge 15.1 18

85 xataMminingMapproachesMforMgenomeawideMassociationMofMmoodMdisordersbMPsychiatricgGeneticsZM2012ZM
ffZMiiaje 2.9 18

84 unMevaluationMofMtheMassemblyMofManMapproximatelyMeiaMbMregionMonMhumanMchromosomeM
egqgfaqggMlinkedMtoMbipolarMdisorderMandMschizophreniabMGenomicsZM2002ZMkmZMjgiaij 4.3 18

83 xNuMMethylationMandMPsychiatricMxisordersbMProgressgingMoleculargBiologygandgTranslationalgScienceZM
2018ZMeikZMekiafgf 4 17

82 yxpressionMofMtheM—kfc—gdMgeneMinMtransgenicMmiceMinducesMbehavioralMchangesbMMolecularg
PsychiatryZM2014ZMemZMekialg 15.1 17

81 SwuNMdatabasenMfacilitatingMintegrativeManalysesMofMcytosineMmodificationMandMexpressionMQTLbM
Database:gthegJournalgofgBiologicalgDatabasesgandgCurationZM2015ZMfdeiZM 5 17

80 SexadifferentialMxNuMmethylationMandMassociatedMregulationMnetworksMinMhumanMbrainMimplicatedMinM
theMsexabiasedMrisksMofMpsychiatricMdisordersbMMoleculargPsychiatryZM2021ZMfjZMlgialhl 15.1 17

79 ythnicMdisparitiesMinMtheMperceptionMofMethicalMrisksMfromMpsychiatricMgeneticMstudiesbMAmericang
JournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricgGeneticsZM2011ZMeijvZMijmald 3.5 16

78 ProteinMdisulfideMisomerasesMareMpromisingMtargetsMforMpredictingMtheMsurvivalMandMtumorM
progressionMinMgliomaMpatientsbMAgingZM2020ZMefZMfghkafgkf 5.6 16

77 ThreeMdysconnectivityMpatternsMinMtreatmentaresistantMschizophreniaMpatientsMandMtheirMunaffectedM
siblingsbMNeuroImage:gClinicalZM2015ZMlZMmiaedg 5.3 15

76 PositionalMeffectsMrevealedMinMβlluminaMmethylationMarrayMandMtheMimpactMonManalysisbMEpigenomicsZM
2018ZMedZMjhgajim 4.4 14

75 MolecularMnetworkManalysisMenhancesMunderstandingMofMtheMbiologyMofMmentalMdisordersbMBioEssaysZM
2014ZMgjZMjdjaej 4.1 13

74 PreliminaryMgeneticMimagingMstudyMofMtheMassociationMbetweenMestrogenMreceptora˛–MgeneM
polymorphismsMandMharshMhumanMmaternalMparentingbMNeurosciencegLettersZM2012ZMifiZMekaff 3.3 13

73 —enomeMwideMassociationMstudyMidentifiesMvariantsMinMNvyuMassociatedMwithMmigraineMinMbipolarM
disorderbMJournalgofgAffectivegDisordersZM2015ZMekfZMhigaje 6.6 12

72 —enomeawideMsignificantMassociationMbetweenMaMTnegativeMmoodMdelusionsTMdimensionMinMbipolarM
disorderMandMgeneticMvariationMonMchromosomeMgqfjbebMTranslationalgPsychiatryZM2012ZMfZMeeji 8.6 12
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71 PxLβMiMandMsusceptibilityMtoMbipolarMdisordernMaMfamilyabasedMassociationMstudyMandMmetaaanalysisbM
PsychiatricgGeneticsZM2008ZMelZMeejafe 2.9 11

70 βntegrationMofMmultiaomicsMdataMforMintegrativeMgeneMregulatoryMnetworkMinferencebMInternationalg
JournalgofgDatagMininggandgBioinformaticsZM2017ZMelZMffgafgm 0.5 11

69
βmpactMofMaMcisaassociatedMgeneMexpressionMSNPMonMchromosomeMfdqeebffMonMbipolarMdisorderM
susceptibilityZMhippocampalMstructureMandMcognitiveMperformancebMBritishgJournalgofgPsychiatryZM2016ZM
fdlZMeflagk

5.4 10

68
yvidenceMforMassociationMofMbipolarMdisorderMtoMhaplotypesMinMtheMffqefbgMregionMnearMtheMgenesM
stargazinZMβzTfkMandMparvalbuminbMAmericangJournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricg
GeneticsZM2012ZMeimvZMmheaid

3.5 10

67 xatabaseMofMgeneticMstudiesMofMbipolarMdisorderbMPsychiatricgGeneticsZM2011ZMfeZMikajl 2.9 10

66 wommonMandMrareMvariantsMofMxuOuMinMbipolarMdisorderbMAmericangJournalgofgMedicalgGeneticsgPartgB:g
NeuropsychiatricgGeneticsZM2009ZMeidvZMmjdaj 3.5 10

65 βntronicMUTTT—uVMinsertionMinMSuMxefMalsoMcausesMfamilialMcorticalMmyoclonicMtremorMwithMepilepsybM
MovementgDisordersZM2019ZMghZMeikeaeikj 7 9

64 MultiblockMdiscriminantManalysisMforMintegrativeMgenomicMstudybMBioMedgResearchgInternationalZM2015
ZMfdeiZMklgimf 3 8

63 eQTLMepistasisnMdetectingMepistaticMeffectsMandMinferringMhierarchicalMrelationshipsMofMgenesMinM
biologicalMpathwaysbMBioinformaticsZM2015ZMgeZMjijajh 7.2 8

62 —eneticMassociationMofMbipolarMdisorderMwithMtheM˛†UgVMnicotinicMreceptorMsubunitMgenebMPsychiatricg
GeneticsZM2011ZMfeZMkkalh 2.9 8

61 zurtherMevidenceMforManMassociationMofM—kfc—gdMwithMschizophreniaMinMwhinesebMSchizophreniag
ResearchZM2009ZMedkZMgfhaj 3.6 8

60 NewMZNzjhhMmutationsMidentifiedMinMpatientsMwithMhighMmyopiabMMoleculargVisionZM2014ZMfdZMmgmahj 2.3 8

59 xrugMResponseaRelatedMxNuMMethylationMwhangesMinMSchizophreniaZMvipolarMxisorderZMandMMajorM
xepressiveMxisorderbMFrontiersgingNeuroscienceZM2021ZMeiZMjkhfkg 5.1 8

58 NRXNeMisMassociatedMwithMenlargementMofMtheMtemporalMhornsMofMtheMlateralMventriclesMinMpsychosisbM
TranslationalgPsychiatryZM2019ZMmZMfgd 8.6 7

57 —WuSMsignificanceMthresholdsMforMdeepMphenotypingMstudiesMcanMdependMuponMminorMalleleM
frequenciesMandMsampleMsizebMMoleculargPsychiatryZM2021ZMfjZMfdhlafdii 15.1 7

56 —eneticManalysisMofMdeepMphenotypingMprojectsMinMcommonMdisordersbMSchizophreniagResearchZM2018ZM
emiZMieaik 3.6 7

55 NoMassociationMofMtraceMamineMreceptorMgenesMwithMbipolarMdisorderbMMoleculargPsychiatryZM2007ZMefZMmkmale15.1 7

54 PolygenicMriskMforManxietyMinfluencesManxietyMcomorbidityMandMsuicidalMbehaviorMinMbipolarMdisorderbM
TranslationalgPsychiatryZM2020ZMedZMfml 8.6 7

(2020-2008)
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53 ylectrospunMpolycaprolactonechydroxyapatitecZnOMfilmsMasMpotentialMbiomaterialsMforMapplicationMinM
boneatendonMinterfaceMrepairbMColloidsgandgSurfacesgB:gBiointerfacesZM2021ZMfdhZMeeelfi 6 7

52 SharedMMolecularMNeuropathologyMucrossMMajorMPsychiatricMxisordersMParallelsMPolygenicMOverlapbM
FocusgrAmericangPsychiatricgPublishingsZM2019ZMekZMjjakf 1.1 6

51 vrainyXPnMaMdatabaseMfeaturingMwithMspatiotemporalMexpressionMvariationsMandMcoaexpressionM
organizationsMinMhumanMbrainsbMBioinformaticsZM2019ZMgiZMekfaekh 7.2 6

50 vxNzMexpressionMinMlymphoblastoidMcellMlinesMcarryingMvxNzMSNPsMassociatedMwithMbipolarMdisorderbM
PsychiatricgGeneticsZM2012ZMffZMfigai 2.9 6

49 MutScreenernMprimerMdesignMtoolMforMPwRadirectMsequencingbMNucleicgAcidsgResearchZM2006ZMghZMWjjdah 20.1 6

48 zrequencyMzindernMaMmultiasourceMwebMapplicationMforMcollectionMofMpublicMalleleMfrequenciesMofMSNPM
markersbMBioinformaticsZM2004ZMfdZMhgmahg 7.2 6

47 MutationMscreeningMofMtwoMcandidateMgenesMfromMegqgfMinMfamiliesMaffectedMwithMvipolarMdisordernM
humanMpeptideMtransporterMUSLweiueVMandMhumanMglypicaniMU—PwiVbMBMCgGenomicsZM2002ZMgZMgd 4.5 6

46 RareMinheritedMmissenseMvariantsMofMPO—ZMassociateMwithMautismMriskMandMdisruptMneuronalM
developmentbMJournalgofgGeneticsgandgGenomicsZM2019ZMhjZMfhkafik 4 5

45 βnferenceMofMSNPageneMregulatoryMnetworksMbyMintegratingMgeneMexpressionsMandMgeneticM
perturbationsbMBioMedgResearchgInternationalZM2014ZMfdehZMjfmjmk 3 5

44 βntegrationMofMxNuMMethylationZMwopyMNumberMVariationZMandM—eneMyxpressionMforM—eneMRegulatoryM
NetworkMβnferenceMandMupplicationMtoMPsychiatricMxisordersM2014ZM 5

43 yvaluationMofMwhromatinMuccessibilityMinMPrefrontalMwortexMofMSchizophreniaMwasesMandMwontrols 5

42 TranscriptionMfactorMPOUgzfMregulatesMTRβMlMexpressionMcontributingMtoMcellularMfunctionsM
implicatedMinMschizophreniabMMoleculargPsychiatryZM2021ZMfjZMghhhaghjd 15.1 5

41 yfficientMregionabasedMtestMstrategyMuncoversMgeneticMriskMfactorsMforMfunctionalMoutcomeMinMbipolarM
disorderbMEuropeangNeuropsychopharmacologyZM2019ZMfmZMeijaekd 1.2 5

40 SeriousMWorkplaceMViolenceMugainstMαealthcareMProvidersMinMwhinaMvetweenMfddhMandMfdelbM
FrontiersgingPublicgHealthZM2020ZMlZMikhkji 6 5

39 βntegrativeMapproachMforMinferenceMofMgeneMregulatoryMnetworksMusingMlassoabasedMrandomM
featuringMandMapplicationMtoMpsychiatricMdisordersbMBMCgMedicalgGenomicsZM2016ZMmMSupplMfZMid 3.7 4

38 xNannotatornMunnotationMsoftwareMtoolMkitMforMregionalMgenomicMsequencesbMNucleicgAcidsgResearchZM
2003ZMgeZMgkfmagi 20.1 4

37 csuW—wNunMaMcombinationMofMsignedMandMunsignedMW—wNuMtoMcaptureMnegativeMcorrelations 4

36 ReviewMofMmultiaomicsMdataMresourcesMandMintegrativeManalysisMforMhumanMbrainMdisordersbMBriefingsg
ingFunctionalgGenomicsZM2021ZMfdZMffgafgh 4.9 4
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35 xetectingMsignificantMgenotypeaphenotypeMassociationMrulesMinMbipolarMdisordernMmarketMresearchM
meetsMcomplexMgeneticsbMInternationalgJournalgofgBipolargDisordersZM2018ZMjZMfh 5.4 4

34 xRuMSnMuMtoolMtoMdetectMandMreaalignMmixedaupMsamplesMforMintegrativeMstudiesMofMmultiaomicsMdatabM
PLoSgComputationalgBiologyZM2020ZMejZMeeddkiff 5 3

33
SparseMgeneralizedMcanonicalMcorrelationManalysisMforMbiologicalMmodelMintegrationnMaMgeneticMstudyM
ofMpsychiatricMdisordersbMAnnualgInternationalgConferencegofgthegIEEEgEngineeringgingMedicinegandg
BiologygSocietygIEEEgEngineeringgingMedicinegandgBiologygSocietygAnnualgInternationalgConferenceZM
2013ZMfdegZMehmdag

0.9 3

32 βntegrativeManalysesMprioritizeM—NLgMasMaMriskMgeneMforMbipolarMdisorderbMMoleculargPsychiatryZM2020ZM
fiZMfjkfafjlh 15.1 3

31
ubsenceMofMcodingMsomaticMsingleMnucleotideMvariantsMwithinMwellaknownMcandidateMgenesMinM
lateaonsetMsporadicMulzheimerTsMxiseaseMbasedMonMtheManalysisMofMmultiaomicsMdatabMNeurobiologygofg
AgingZM2021ZMedlZMfdkafdm

5.6 3

30 MultiablockMandMMultiataskMLearningMforMβntegrativeM—enomicMStudyM2014ZM 2

29 eQTLMMappingMStudyMviaMRegularizedMSparseMwanonicalMworrelationMunalysisM2013ZM 2

28 LinkageMdisequilibriumManalysisMinMtheMLOwmgdleaKxyLweavβVMMregionMonMegqMinMbipolarMdisorderbM
AmericangJournalgofgMedicalgGeneticsgPartgB:gNeuropsychiatricgGeneticsZM2005ZMeggvZMefak 3.5 2

27 wommonMvariantsMofNRXNeZMLRPevandRORuareMassociatedMwithMincreasedMventricularMvolumesMinM
psychosisMaM—WuSMfindingsMfromMtheMvaSNβPMdeepMphenotypingMstudy 2

26 NeuronalMandMglialMgxMchromatinMarchitectureMinformsMtheMcellularMetiologyMofMbrainMdisordersbM
NaturegCommunicationsZM2021ZMefZMgmjl 17.4 2

25 SLwgmuiMdysfunctionMimpairsMextracellularMmatrixMsynthesisMinMhighMmyopiaMpathogenesisbMJournalgofg
CellulargandgMoleculargMedicineZM2021ZMfiZMlhgfalhhe 5.6 2

24 βntegrativeM—eneMRegulatoryMNetworkMinferenceMusingMmultiaomicsMdataM2016ZM 2

23 wellMgroupManalysisMrevealsMchangesMinMupperalayerMneuronsMassociatedMwithMschizophrenia 1

22 αelpaseekingMbehaviorMofMindividualsMwithMschizophreniaMinMtheMgeneralMpopulationMofMαunanZMwhinabM
ScientificgReportsZM2021ZMeeZMfgdef 4.9 1

21 whildrenMandMudolescentsTMPsychologicalMWellaveingMvecameMWorseMinMαeavilyMαitMwhineseMProvincesM
duringMtheMwOVβxaemMypidemicbMJournalgofgPsychiatrygandgBraingScienceZM2021ZMjZM 1.7 1

20 SpatiotemporalMspecificityMofMcorrelatedMxNuMmethylationMandMgeneMexpressionMpairsMacrossM
differentMhumanMtissuesMandMstagesMofMbrainMdevelopmentbMEpigeneticsZM2021ZMeael 5.7 1

19 RisperidoneainducedMchangesMinMxNuMmethylationMfromMperipheralMbloodMinMfirstaepisodeM
schizophreniaMparallelMneuroimagingMandMcognitiveMphenotype 1

18 ugonalMfactorsMdistortMgeneaexpressionMpatternsMinMhumanMpostmortemMbrains 1

(-2018)
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17 xistinctMtranscriptomicMsignatureMofMmRNuMandMmicroRNuMinMulcerativeMcolitisMandMirritableMbowelMsyndrome 1

16 βdentifyingMnootropicMdrugMtargetsMviaMlargeascaleMcognitiveM—WuSMandMtranscriptomicsbM
NeuropsychopharmacologyZM2021ZMhjZMekllaelde 8.7 1

15 swwuMnMestimationMofMsubtypeaspecificMexpressionsMinMindividualMsamplesMwithMunsupervisedM
sampleawiseMdeconvolution 1

14 QTLMMappingMofMMolecularMTraitsMforMStudiesMofMαumanMwomplexMxiseasesbMTranslationalg
BioinformaticsZM2012ZMjealf 0

13 ugonalMzactorsMxistortM—eneayxpressionMPatternsMinMαumanMPostmortemMvrainsbMFrontiersging
NeuroscienceZM2021ZMeiZMjehehf 5.1 0

12 αumanMforebrainMorganoidsMrevealMconnectionsMbetweenMvalproicMacidMexposureMandMautismMriskbbM
TranslationalgPsychiatryZM2022ZMefZMegd 8.6 0

11 usymmetricMindependenceMmodelingMidentifiesMnovelMgeneaenvironmentMinteractionsbMScientificg
ReportsZM2019ZMmZMfhii 4.9

10 xNannotatorâ��unnotationMSoftwareMToolMKitMforMRegionalM—enomicMSequencesM2004ZMgjhagjm

9 SMuPMisMaMpipelineMforMsampleMmatchingMinMproteogenomicsbbMNaturegCommunicationsZM2022ZMegZMkhh 17.4

8 QTLMMappingMofMMolecularMTraitsMforMStudiesMofMαumanMwomplexMxiseasesbMTranslationalg
BioinformaticsZM2018ZMimald

7 wrossaxisorderMunalysisMofMxeMNovoMMutationsMinMNeuropsychiatricMxisordersbMJournalgofgAutismgandg
DevelopmentalgDisordersZM2021ZMe 4.6

6 xRuMSnMuMtoolMtoMdetectMandMreaalignMmixedaupMsamplesMforMintegrativeMstudiesMofMmultiaomicsMdataM
2020ZMejZMeeddkiff

5 xRuMSnMuMtoolMtoMdetectMandMreaalignMmixedaupMsamplesMforMintegrativeMstudiesMofMmultiaomicsMdataM
2020ZMejZMeeddkiff

4 xRuMSnMuMtoolMtoMdetectMandMreaalignMmixedaupMsamplesMforMintegrativeMstudiesMofMmultiaomicsMdataM
2020ZMejZMeeddkiff

3 xRuMSnMuMtoolMtoMdetectMandMreaalignMmixedaupMsamplesMforMintegrativeMstudiesMofMmultiaomicsMdataM
2020ZMejZMeeddkiff

2 xRuMSnMuMtoolMtoMdetectMandMreaalignMmixedaupMsamplesMforMintegrativeMstudiesMofMmultiaomicsMdataM
2020ZMejZMeeddkiff

1 xRuMSnMuMtoolMtoMdetectMandMreaalignMmixedaupMsamplesMforMintegrativeMstudiesMofMmultiaomicsMdataM
2020ZMejZMeeddkiff
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