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Melatonin supplementation in the culture medium rescues impaired glucose metabolism in [VF mice
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Allele-specific H3K9me3 and DNA methylation co-marked CpG-rich regions serve as potential imprinting
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Pre-pregnancy exposure to fine particulate matter (PM2.5) increases reactive oxygen species
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Precise allele-specific genome editing by spatiotemporal control of CRISPR-Cas9 via pronuclear
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Pwp1 regulates telomere length by stabilizing shelterin complex and maintaining histone H4K20

trimethylation. Cell Discovery, 2019, 5, 47.

Reprogramming of H3K9me3-dependent heterochromatin during mammalian embryo development.
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Nature, 2018, 564, 136-140. :
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IP3R-mediated Ca2+ signals govern hematopoietic and cardiac divergence of FIR1+ cells via the
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High throughput sequencing identifies an imprinted gene, Grb10, associated with the pluripotency
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Allelic reprogramming of the histone modification H3K4me3 in early mammalian development. Nature,
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