
George Priya Doss C

ListkofkPublicationskbykCitations

Source:khttps://exaly.com/author-pdf/5253949/george-priya-doss-c-publications-by-citations.pdf

Version:k2024-04-20k

Thiskdocumentkhaskbeenkgeneratedkbasedkonkthekpublicationskandkcitationskrecordedkbykexaly.com.kFork

theklatestkversionkofkthiskpublicationklistykvisitktheklinkkgivenkabove.

ThekthirdkcolumnkiskthekimpactkfactorktIFukofkthekjournalykandkthekfourthkcolumnkisktheknumberkofk

citationskofkthekarticle.

178
papers

3,246
citations

30
h-index

47
g-index

185
ext. papers

3,816
ext. citations

4.4
avg, IF

5.93
L-index



n Paper IF Citations

178 TherapeuticKmiκNpKandKsiκNpiK ovingKfromKqenchKtoKrlinicKasKNextKvenerationK edicineYK
MoleculardTherapydrdNucleicdAcidsWK2017WKgWK]baX]cb 10.7 464

177 xnfluenceKofKmiκNpKinKinsulinKsignalingKpathwayKandKinsulinKresistanceiKmicroXmoleculesKwithKaK
majorKroleKinKtypeXaKdiabetesYKWileydInterdisciplinarydReviewsdRNAWK2014WKdWKehfXf]a 9.3 142

176 NanoparticleKbasedKinsulinKdeliveryKsystemiKtheKnextKgenerationKefficientKtherapyKforKTypeK]K
diabetesYKJournaldofdNanobiotechnologyWK2015WK]bWKfc 9.4 102

175  olecularKsynamicsiKNewKurontierKinKαersonalizedK edicineYKAdvancesdindProteindChemistrydandd
StructuraldBiologyWK2016WK][aWK]g]Xaac 5.3 76

174 xdentificationKandKinKsilicoKanalysisKofKfunctionalKψNαsKofKtheKqκrp]KgeneYKGenomicsWK2007WKh[WKccfXda 4.3 58

173 miκNpsKinKinsulinKresistanceKandKdiabetesXassociatedKpancreaticKcanceriKtheKRminuteKandKmiracleRK
moleculeKmovingKasKaKmonitorKinKtheKRgenomicKgalaxyRYKCurrentdDrugdTargetsWK2013WK]cWK]]][Xf 3 58

172
pnalysisKofKsifferentiallyKtxpressedKvenesKandK olecularKαathwaysKinKuamilialK
wypercholesterolemiaKxnvolvedKinKptherosclerosisiKpKψystematicKandKqioinformaticsKppproachYK
FrontiersdindGeneticsWK2020WK]]WKfbc

4.5 57

171 xntegrativeKqioinformaticsKppproachesKtoK apKαotentialKNovelKvenesKandKαathwaysKxnvolvedKinK
∆varianKrancerYKFrontiersdindBioengineeringdanddBiotechnologyWK2019WKfWKbh] 5.8 50

170 uunctionalityKstudyKofKsantalinKasKtyrosinaseKinhibitoriKpKpotentialKdepigmentationKagentYK
InternationaldJournaldofdBiologicaldMacromoleculesWK2016WKgeWKbgbXh 7.9 43

169 qψpKnanoparticleKloadedKatorvastatinKcalciumXXaKnewKfacetKforKanKoldKdrugYKPLoSdONEWK2014WKhWKegeb]f 3.7 43

168
sysregulationKofKψignalingKαathwaysKsueKtoKsifferentiallyKtxpressedKvenesKuromKtheKqXrellK
TranscriptomesKofKψystemicK—upusKtrythematosusKαatientsKXKpKqioinformaticsKppproachYKFrontiersdind
BioengineeringdanddBiotechnologyWK2020WKgWKafe

5.8 42

167 TNuZTNuκiKdrugKtargetKforKautoimmuneKdiseasesKandKimmuneXmediatedKinflammatoryKdiseasesYK
FrontiersdindBiosciencedrdLandmarkWK2014WK]hWK][agXc[ 2.8 42

166 ψcreeningKofKmutationsKaffectingKproteinKstabilityKandKdynamicsKofKuvuκ]XpKsimulationKanalysisYK
ApplieddkdTranslationaldGenomicsWK2012WK]WKbfXcb 42

165 xnvestigationKonKtheKroleKofKnsψNαsKinKwNαrrKgenesXXaKbioinformaticsKapproachYKJournaldofd
BiomedicaldScienceWK2009WK]eWKca 13.3 42

164 xnfluenceKofKVdc KmutationKinKgiantKmuscleKproteinKtitiniKaKcomputationalKscreeningKandKmolecularK
dynamicsKapproachYKJournaldofdBiomoleculardStructuredanddDynamicsWK2017WKbdWKh]fXhag 3.6 41

163 txtrapolatingKtheKeffectKofKdeleteriousKnsψNαsKinKtheKbindingKadaptabilityKofKflavopiridolKwithKrszfK
proteiniKaKmolecularKdynamicsKapproachYKHumandGenomicsWK2013WKfWK][ 6.8 40

162 UnravelingKtheKinhibitionKmechanismKofKcyanidinXbXsophorosideKonKpolyphenolKoxidaseKandKitsK
effectKonKenzymaticKbrowningKofKapplesYKFooddChemistryWK2017WKaafWK][aX]][ 8.5 36
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161 xnhibitoryKeffectKofKbrazileinKonKtyrosinaseKandKmelaninKsynthesisiKzineticsKandKinKsilicoKapproachYK
InternationaldJournaldofdBiologicaldMacromoleculesWK2015WKg]WKaagXbc 7.9 36

160 venotypeXphenotypeKcorrelationKinK]gKtgyptianKpatientsKwithKglutaricKacidemiaKtypeKxYKMetabolicd
BraindDiseaseWK2017WKbaWK]c]fX]cae 3.9 35

159 romputationalKapproachKtoKunravelKtheKimpactKofKmissenseKmutationsKofKproteinsKSsawvswKandK
xswaTKcausingKsXaXhydroxyglutaricKaciduriaKaYKMetabolicdBraindDiseaseWK2018WKbbWK]ehhX]f][ 3.9 34

158 sNpKbarcodingKtoKmapKtheKmicrobialKcommunitiesiKcurrentKadvancesKandKfutureKdirectionsYKAppliedd
MicrobiologydanddBiotechnologyWK2014WKhgWKbcadXbe 5.7 34

157
 olecularKdynamicsXbasedKanalysesKofKtheKstructuralKinstabilityKandKsecondaryKstructureKofKtheK
fibrinogenKgammaKchainKproteinKwithKtheKsbdeVKmutationYKJournaldofdBiomoleculardStructuredandd
DynamicsWK2017WKbdWKaf]cXafac

3.6 34

156 ψtructuralKpnalysisKofKv]eh]ψKVariantKinKtheKwumanKuilaminKqKveneKκesponsibleKforK—arsenK
ψyndromeiKpKromparativeKromputationalKppproachYKJournaldofdCellulardBiochemistryWK2017WK]]gWK]h[[X]h][4.7 33

155 pKprofoundKcomputationalKstudyKtoKprioritizeKtheKdiseaseXcausingKmutationsKinKακαψ]KgeneYK
MetabolicdBraindDiseaseWK2018WKbbWKdghXe[[ 3.9 33

154 romputationalKrefinementKofKfunctionalKsingleKnucleotideKpolymorphismsKassociatedKwithKpT K
geneYKPLoSdONEWK2012WKfWKebcdfb 3.7 33

153 ppplicationsKofKcomputationalKalgorithmKtoolsKtoKidentifyKfunctionalKψNαsYKFunctionaldandd
IntegrativedGenomicsWK2008WKgWKb[hX]e 3.8 33

152 ψtructuralKsignatureKofKtheKvf]hψXTfh[ KdoubleKmutationKinKtheKtvuκKkinaseKdomainKandKitsK
responseKtoKinhibitorsYKScientificdReportsWK2014WKcWKdgeg 4.9 32

151 seterminingKtheKroleKofKmissenseKmutationsKinKtheKα∆UKdomainKofKwNu]pKthatKreduceKtheK
sNpXbindingKaffinityiKpKcomputationalKapproachYKPLoSdONEWK2017WK]aWKe[]fchdb 3.7 31

150 xnvestigatingKtheKstructuralKimpactsKofKxecTKandKαb]]ψKmutationsKinKpαt]XsNpKcomplexiKaK
molecularKdynamicsKapproachYKPLoSdONEWK2012WKfWKeb]eff 3.7 31

149 ψtudiesKonKflexibilityKandKbindingKaffinityKofKpspadKofKwxVX]KproteaseKmutantsYKInternationaldJournald
ofdBiologicaldMacromoleculesWK2008WKcaWKbgeXh] 7.9 31

148
xnvestigatingKtheKxnhibitoryKtffectKofKWortmanninKinKtheKwotspotK utationKatKrodonK][cfKofK
αxzbrpKzinaseKsomainiKpK olecularKsockingKandK olecularKsynamicsKppproachYKAdvancesdind
ProteindChemistrydanddStructuraldBiologyWK2016WK][aWKaefXhf

5.3 30

147 αathKtoKfacilitateKtheKpredictionKofKfunctionalKaminoKacidKsubstitutionsKinKredKbloodKcellKdisordersXXaK
computationalKapproachYKPLoSdONEWK2011WKeWKeace[f 3.7 30

146 txploringKtheKinteractionKbetweenKironKoxideKnanoparticlesKSx∆NαsTKandKwumanKserumKalbuminK
SwψpTiKψpectroscopicKandKdockingKstudiesYKJournaldofdMoleculardLiquidsWK2017WKac]WKfhbXg[[ 6 29

145 romparativeKcomputationalKassessmentKofKtheKpathogenicityKofKmutationsKinKtheKpspartoacylaseK
enzymeYKMetabolicdBraindDiseaseWK2017WKbaWKa][dXa]]g 3.9 29

144
xntegratingKinKsilicoKpredictionKmethodsWKmolecularKdockingWKandKmolecularKdynamicsKsimulationKtoK
predictKtheKimpactKofKp—zKmissenseKmutationsKinKstructuralKperspectiveYKBioMeddResearchd
InternationalWK2014WKa[]cWKghdgb]

3 29
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143 NextKgenerationKdeliveryKsystemKforKproteinsKandKgenesKofKtherapeuticKpurposeiKwhyKandKhownYK
BioMeddResearchdInternationalWK2014WKa[]cWKbafhd[ 3 29

142 tffectKofKdeleteriousKnsψNαKonKtheKwtκaKreceptorKbasedKonKstabilityKandKbindingKaffinityKwithK
herceptiniKaKcomputationalKapproachYKComptesdRendusdrdBiologiesWK2008WKbb]WKc[hX]f 1.4 28

141 TwoKpatientsKwithKranavanKdiseaseKandKstructuralKmodelingKofKaKnovelKmutationYKMetabolicdBraind
DiseaseWK2017WKbaWK]f]X]ff 3.9 27

140 κoleKofKtdcaKandKtdcdKmissenseKmutationsKofKαxzbrpKinKbreastKcanceriKaKcomparativeK
computationalKapproachYKJournaldofdBiomoleculardStructuredanddDynamicsWK2017WKbdWKafcdXafdf 3.6 27

139 romputationalKmodellingKapproachesKasKaKpotentialKplatformKtoKunderstandKtheKmolecularKgeneticsK
associationKbetweenKαarkinsonRsKandKvaucherKdiseasesYKMetabolicdBraindDiseaseWK2018WKbbWK]gbdX]gcf 3.9 26

138 xnvolvementKofKtssentialKψignalingKrascadesKandKpnalysisKofKveneKNetworksKinKsiabesityYKGenesWK
2020WK]]WK 4.2 26

137
secipheringKtheKimpactKofKsomaticKmutationsKinKexonKa[KandKexonKhKofKαxzbrpKgeneKinKbreastK
tumorsKamongKxndianKwomenKthroughKmolecularKdynamicsKapproachYKJournaldofdBiomoleculard
StructuredanddDynamicsWK2016WKbcWKahXc]

3.6 25

136 venotypeXphenotypeKcorrelationKinKpatientsKwithKisovalericKacidaemiaiKcomparativeKstructuralK
modellingKandKcomputationalKanalysisKofKnovelKvariantsYKHumandMoleculardGeneticsWK2017WKaeWKb][dXb]]d 5.6 25

135
qindingKandKmolecularKdynamicKstudiesKofKsesquiterpenesK
SaκXacetoxymethylX]WbWbXtrimethylXctXSbXmethylXaXbutenX]XylTX]tXcyclohexanolTKderivedKfromKmarineK
ψtreptomycesKspYKVxTyψgKasKpotentialKanticancerKagentYKApplieddMicrobiologydanddBiotechnologyWK
2016WK][[WKagehXga

5.7 24

134 ψtructuralKanalysisKofKmissenseKmutationsKinKgalactokinaseK]KSvp—z]TKleadingKtoKgalactosemiaK
typeXaYKJournaldofdCellulardBiochemistryWK2018WK]]hWKfdgdXfdhg 4.7 24

133 xmmobilizationKofK˛†XgalactosidaseKfromK—actobacillusKplantarumKwudf]]ahKonKZn∆KnanoparticlesiK
characterizationKandKlactoseKhydrolysisYKBioprocessdanddBiosystemsdEngineeringWK2015WKbgWK]eddXeh 3.7 24

132 αrospectsKandKprogressKinKtheKproductionKofKvaluableKcarotenoidsiKxnsightsKfromKmetabolicK
engineeringWKsyntheticKbiologyWKandKcomputationalKapproachesYKJournaldofdBiotechnologyWK2018WKaeeWKghX][]3.7 23

131
pKsystemicKapproachKtoKexploreKtheKmechanismsKofKdrugKresistanceKandKalteredKsignalingKcascadesK
inKextensivelyKdrugXresistantKtuberculosisYKAdvancesdindProteindChemistrydanddStructuraldBiologyWK
2021WK]afWKbcbXbec

5.3 23

130 vliptinsKinKmanagingKdiabetesKXKκeviewingKcomputationalKstrategyYKLifedSciencesWK2016WK]eeWK][gX]a[ 6.8 22

129
NetworkKanalysisKofKtranscriptomicsKdataKforKtheKpredictionKandKprioritizationKofK
membraneXassociatedKbiomarkersKforKidiopathicKpulmonaryKfibrosisKSxαuTKbyKbioinformaticsK
approachYKAdvancesdindProteindChemistrydanddStructuraldBiologyWK2021WK]abWKac]Xafb

5.3 22

128 xnKsilicoKprofilingKandKstructuralKinsightsKofKmissenseKmutationsKinKκtTKproteinKkinaseKdomainKbyK
molecularKdynamicsKandKdockingKapproachYKMoleculardBioSystemsWK2014WK][WKca]Xbe 21

127
ψubstitutionKimpactKofKhighlyKconservedKarginineKresidueKatKpositionKfdKinKvyq]KgeneKinKassociationK
withKXXlinkedKrharcotX arieXtoothKdiseaseiKpKcomputationalKstudyYKJournaldofdTheoreticaldBiologyWK
2018WKcbfWKb[dXb]f

2.3 20

126 pKnewKinsightKintoKstructuralKandKfunctionalKimpactKofKsingleXnucleotideKpolymorphismsKinKαTtNK
geneYKCelldBiochemistrydanddBiophysicsWK2013WKeeWKachXeb 3.2 20
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125
romputationalKinsightsKofKz]cccNKsubstitutionKinKvpαXrelatedKdomainKofKNu]KgeneKassociatedKwithK
neurofibromatosisKtypeK]KdiseaseiKaKmolecularKmodelingKandKdynamicsKapproachYKMetabolicdBraind
DiseaseWK2018WKbbWK]ccbX]cdf

3.9 20

124 romputationalKapproachesKandKresourcesKinKsingleKaminoKacidKsubstitutionsKanalysisKtowardKclinicalK
researchYKAdvancesdindProteindChemistrydanddStructuraldBiologyWK2014WKhcWKbedXcab 5.3 19

123 pK olecularKsockingKandKsynamicsKppproachKtoKψcreenKαotentKxnhibitorsKpgainstKuosfomycinK
κesistantKtnzymeKinKrlinicalKzlebsiellaKpneumoniaeYKJournaldofdCellulardBiochemistryWK2017WK]]gWKc[ggXc[hc4.7 17

122
pnKextensiveKcomputationalKapproachKtoKanalyzeKandKcharacterizeKtheKfunctionalKmutationsKinKtheK
galactoseX]XphosphateKuridylKtransferaseKSvp—TTKproteinKresponsibleKforKclassicalKgalactosemiaYK
ComputersdindBiologydanddMedicineWK2020WK]]fWK][bdgb

7 17

121 tffectKofKUVKradiationKandKitsKimplicationsKonKcarotenoidKpathwayKinKqixaKorellanaK—YKJournaldofd
PhotochemistrydanddPhotobiologydB:dBiologyWK2017WK]feWK]beX]cc 6.7 16

120 αersonalizedKαharmacoperonesKforK—ysosomalKψtorageKsisorderiKppproachKforKNextXvenerationK
TreatmentYKAdvancesdindProteindChemistrydanddStructuraldBiologyWK2016WK][aWKaadXed 5.3 16

119
romprehensiveKinKsilicoKscreeningKandKmolecularKdynamicsKstudiesKofKmissenseKmutationsKinK
ψjogrenX—arssonKsyndromeKassociatedKwithKtheKp—swbpaKgeneYKAdvancesdindProteindChemistrydandd
StructuraldBiologyWK2020WK]a[WKbchXbff

5.3 15

118 xdentifyingKaKrarotenoidKrleavageKsioxygenaseKcaKveneKandKxtsKtfficientKpgrobacteriumX ediatedK
veneticKTransformationKinKqixaKorellanaK—YKApplieddBiochemistrydanddBiotechnologyWK2016WK]fhWKehfXf]c 3.2 15

117 κecentKtrendsKofKpolymerKmediatedKliposomalKgeneKdeliveryKsystemYKBioMeddResearchdInternationalWK
2014WKa[]cWKhbce[d 3 15

116 xnKsilicoKprofilingKofKdeleteriousKaminoKacidKsubstitutionsKofKpotentialKpathologicalKimportanceKinK
haemophliaKpKandKhaemophliaKqYKJournaldofdBiomedicaldScienceWK2012WK]hWKb[ 13.3 15

115 ψirtuinsKfamilyXXrecentKdevelopmentKasKaKdrugKtargetKforKagingWKmetabolismWKandKageKrelatedK
diseasesYKCurrentdDrugdTargetsWK2013WK]cWKeeeXfd 3 15

114
sraftKgenomeKofKaKhypervirulentKzlebsiellaKquasipneumoniaeKsubspYKsimilipneumoniaeKwithKnovelK
sequenceKtypeKψTaba[KisolatedKfromKaKchronicKliverKdiseaseKpatientYKJournaldofdGlobaldAntimicrobiald
ResistanceWK2017WKhWKb[Xb]

3.4 14

113 xdentificationKandKstructuralKcomparisonKofKdeleteriousKmutationsKinKnsψNαsKofKpq—]KgeneKinK
chronicKmyeloidKleukemiaiKaKbioXinformaticsKstudyYKJournaldofdBiomedicaldInformaticsWK2008WKc]WKe[fX]a 10.2 14

112 sNpKκepairKveneKSXκrr]TKαolymorphismKSprgbhhvlnTKpssociatedKwithKψchizophreniaKinKψouthK
xndianKαopulationiKpKvenotypicKandK olecularKsynamicsKψtudyYKPLoSdONEWK2016WK]]WKe[]cfbcg 3.7 14

111
pKcomparativeKcomputationalKapproachKtowardKpharmacologicalKchaperonesKSNNXsNyKandK
ambroxolTKonKNbf[ψKandK—cccαKmutationsKcausingKvaucherRsKdiseaseYKAdvancesdindProteindChemistryd
anddStructuraldBiologyWK2019WK]]cWKb]dXbbh

5.3 14

110
pnKintegrativeKanalysisKtoKdistinguishKbetweenKemphysemaKSt —TKandKalphaX]KantitrypsinK
deficiencyXrelatedKemphysemaKSps—TXpKsystemsKbiologyKapproachYKAdvancesdindProteindChemistryd
anddStructuraldBiologyWK2021WK]afWKb]dXbca

5.3 14

109  olecularKinsightsKofKtheKva[]hψKsubstitutionKinK—κκzaKkinaseKdomainKassociatedKwithKαarkinsonRsK
diseaseiKpKmolecularKdynamicsKsimulationKapproachYKJournaldofdTheoreticaldBiologyWK2019WKcehWK]ebX]f] 2.3 13

108
xmplicationKofKsaltKstressKinducesKchangesKinKpigmentKproductionWKantioxidantKenzymeKactivityWKandK
qκTXαrκKexpressionKofKgenesKinvolvedKinKtheKbiosyntheticKpathwayKofKqixaKorellanaK—YKFunctionald
anddIntegrativedGenomicsWK2019WK]hWKdedXdfc

3.8 12

(2019-2018)
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107
UnderstandingKtheKstructureXfunctionKrelationshipKofKwακT]KmissenseKmutationsKinKassociationK
withK—eschXNyhanKdiseaseKandKwακT]XrelatedKgoutKbyKinKsilicoKmutationalKanalysisYKComputersdind
BiologydanddMedicineWK2019WK][fWK]e]X]f]

7 12

106 qioinformaticsKclassificationKofKmutationsKinKpatientsKwithK ucopolysaccharidosisKxxxpYKMetabolicd
BraindDiseaseWK2019WKbcWK]dffX]dhc 3.9 12

105 αredictingKtheKimpactKofKsingleXnucleotideKpolymorphismsKinKrszaXflavopiridolKcomplexKbyK
molecularKdynamicsKanalysisYKCelldBiochemistrydanddBiophysicsWK2013WKeeWKeg]Xhd 3.2 12

104 xmpactKofKsingleKnucleotideKpolymorphismsKinKwqqKgeneKcausingKhaemoglobinopathiesiKinKsilicoK
analysisYKNewdBiotechnologyWK2009WKadWKa]cXh 6.4 12

103
vlandularKhairKconstituentsKofK allotusKphilippinensisK uellYKfruitKactKasKtyrosinaseKinhibitorsiK
xnsightsKfromKenzymeKkineticsKandKsimulationKstudyYKInternationaldJournaldofdBiologicald
MacromoleculesWK2018WK][fWK]efdX]ega

7.9 11

102 xmpactKofKmissenseKmutationsKinKsurvivalKmotorKneuronKproteinKSψ N]TKleadingKtoKψpinalK uscularK
ptrophyKSψ pTiKpKcomputationalKapproachYKMetabolicdBraindDiseaseWK2018WKbbWK]gabX]gbc 3.9 11

101 xnKsilicoKanalysisKofKstructuralKandKfunctionalKconsequencesKinKp]exNzcpKbyKdeleteriousKnsψNαsK
associatedKrszNapKgeneKinKmalignantKmelanomaYKBiochimieWK2008WKh[WK]dabXh 4.6 11

100  utationalKlandscapeKofKzXκasKsubstitutionsKatK]athKpositionXaKsystematicKmolecularKdynamicsK
approachYKJournaldofdBiomoleculardStructuredanddDynamicsWK2020WK]X]d 3.6 11

99 pKcomputationalKmethodKtoKcharacterizeKtheKmissenseKmutationsKinKtheKcatalyticKdomainKofKvppK
proteinKcausingKαompeKdiseaseYKJournaldofdCellulardBiochemistryWK2019WK]a[WKbch]Xbd[d 4.7 11

98
 olecularKdynamicsWKresidueKnetworkKanalysisWKandKcrossXcorrelationKmatrixKtoKcharacterizeKtheK
deleteriousKmissenseKmutationsKinKvp—tKcausingKgalactosemiaKxxxYKCelldBiochemistrydanddBiophysicsWK
2021WKfhWKa[]Xa]h

3.2 11

97 ψtructuralKinsightsKintoKtheKbindingKmodeKandKconformationalKchangesKofKqψpKinducedKbyKbixinKandK
crocinYKJournaldofdBiomoleculardStructuredanddDynamicsWK2018WKbeWKa[gdXa[hg 3.6 10

96
ppplicationKofKevolutionaryKbasedKinKsilicoKmethodsKtoKpredictKtheKimpactKofKsingleKaminoKacidK
substitutionsKinKvitelliformKmacularKdystrophyYKAdvancesdindProteindChemistrydanddStructuraldBiologyWK
2014WKhcWK]ffXaef

5.3 10

95
pKromputationalKppproachKtoKxdentifyKtheKqiophysicalKandKψtructuralKpspectsKofK
 ethylenetetrahydrofolateKκeductaseKS TwuκTK utationsKSpaaaVWKtcahpWKandKκdhcβTK—eadingKtoK
ψchizophreniaYKAdvancesdindProteindChemistrydanddStructuraldBiologyWK2017WK][gWK][dX]ad

5.3 10

94
ψignificantKfluctuationsKinKecdysteroidKreceptorKgeneKStcκTKexpressionKinKrelationKtoKseasonsKofKmoltK
andKreproductionKinKtheKgrapsidKcrabWK etopograpsusKmessorKSqrachyuraiKsecapodaTYKGeneraldandd
ComparativedEndocrinologyWK2015WKa]]WKbhXd]

3 10

93
ψtructureXqasedKVirtualKψcreeningKtoKxdentifyKNovelKαotentialKrompoundKasKanKplternativeKtoK
κemdesivirKtoK∆vercomeKtheKκdκpKαroteinK utationsKinKψpκψXroVXaYKFrontiersdindMoleculard
BiosciencesWK2021WKgWKecda]e

5.6 10

92
xdentificationKofKpotentialKinhibitorsKagainstKpathogenicKmissenseKmutationsKofKα  aKusingKaK
structureXbasedKvirtualKscreeningKapproachYKJournaldofdBiomoleculardStructuredanddDynamicsWK2021WK
bhWK]f]X]gf

3.6 10

91
pKnaturalKanticancerKpigmentWαheophytinKaWfromKaKseagrassKactsKasKaKhighKaffinityKhumanK
mitochondrialKtranslocatorKproteinKSTψα∆TKligandWKinKsilicoWKtoKreduceKmitochondrialKmembraneK
αotentialKSâ��ˇ�TKinKadenocarcinomicKpdchKcellsYKPhytomedicineWK2019WKe]WK]dagdg

6.5 9

90 zeralaWKxndiaRsKurontKκunnerKinKNovelKroronavirusKsiseaseKSr∆VxsX]hTYKFrontiersdindMedicineWK2020WKfWKbdd4.9 9
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89
pKcomputationalKapproachKforKinvestigatingKtheKmutationalKlandscapeKofKκprXalphaK
serineZthreonineXproteinKkinaseKSpzT]TKandKscreeningKinhibitorsKagainstKtheKoncogenicKt]fzK
mutationKcausingKbreastKcancerYKComputersdindBiologydanddMedicineWK2019WK]]dWK][bd]b

7 9

88 xnKsilicoKanalysisKofKprionKproteinKmutantsiKaKcomparativeKstudyKbyKmolecularKdynamicsKapproachYK
CelldBiochemistrydanddBiophysicsWK2013WKefWK]b[fX]g 3.2 9

87 vlutathioneXresponsiveKnanoXtransporterXmediatedKsiκNpKdeliveryiKsilencingKtheKmκNpKexpressionK
ofKκasYKProtoplasmaWK2013WKad[WKfgfXha 3.4 9

86 NovelKbiomarkerKforKprostateKcancerKdiagnosisKbyK κψYKFrontiersdindBiosciencedrdLandmarkWK2014WK]hWK]]geXa[]2.8 9

85
romputationalKandKmodelingKapproachesKtoKunderstandKtheKimpactKofKtheKuabryRsKdiseaseKcausingK
mutationKSshaYTKonKtheKinteractionKwithKpharmacologicalKchaperoneK]XdeoxygalactonojirimycinK
SsvyTYKAdvancesdindProteindChemistrydanddStructuraldBiologyWK2019WK]]cWKbc]Xc[f

5.3 9

84
 olecularK odelingKandKsynamicKψimulationKofKprabidopsisKThalianaKrarotenoidKrleavageK
sioxygenaseKveneiKpKromparisonKwithKqixaKorellanaKandKrrocusKψativusYKJournaldofdCellulard
BiochemistryWK2017WK]]gWKaf]aXafa]

4.7 8

83 xmpactKofKxb[TKandKxb[ KsubstitutionKinK αZKgeneKassociatedKwithKsejerineXψottasKsyndromeKtypeKqK
SsψψqTiKpKmolecularKmodelingKandKdynamicsYKJournaldofdTheoreticaldBiologyWK2015WKbgaWKabXbb 2.3 8

82 tnzymeKtherapyiKaKforerunnerKinKcatalyzingKaKhealthyKsocietynYKExpertdOpiniondondBiologicaldTherapyWK
2020WKa[WK]]d]X]]fc 5.4 8

81
pnalysisKofKinteractionsKofKclinicalKmutantsKofKcatalaseXperoxidaseKSzatvTKresponsibleKforKisoniazidK
resistanceKinK ycobacteriumKtuberculosisKwithKderivativesKofKisoniazidYKJournaldofdGlobald
AntimicrobialdResistanceWK2017WK]]WKdfXef

3.4 8

80 rrucialKproteinKbasedKdrugKtargetsKandKpotentialKinhibitorsKforKosteoporosisiKnewKhopeKandK
possibilitiesYKCurrentdDrugdTargetsWK2013WK]cWK]f[fX]b 3 8

79 pKreviewKofKnovelKcoronavirusKdiseaseKSr∆VxsX]hTiKbasedKonKgenomicKstructureWKphylogenyWKcurrentK
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