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j Paper IF Citations

141 PopulationLgeneticsLofLcycasLnecroticLstuntLvirusLandLtheLdevelopmentLofLmultiplexLRTYPvRL
diagnosticsZZLVirusrResearchXL2021XLeblXLclkhgg 6.4 0

140 yirstLreportLofLzentianLKobuYshoYassociatedLvirusLinfectingLpeonyLinLtheLUnitedLStatesLandLtheL
NetherlandsZLPlantrDiseaseXL2021XL 1.5 1

139 vompleteLNucleotideLSequenceXLzenomeLOrganizationXLandLvomparativeLzenomicLtnalysesLofL
vitrusLYellowYVeinLtssociatedLVirusLTvYVaVUZLFrontiersrinrMicrobiologyXL2021XLcdXLhkeceb 5.7 5

138 vomparisonLofLhighLthroughputLsequencingLtoLstandardLprotocolsLforLvirusLdetectionLinLberryL
cropsZLPlantrDiseaseXL2021XL 1.5 1

137 zraftYTransmissibleLwiseasesLofLYLPathogensXL®mpactXLandLvontrolZLPlantrDiseaseXL2021XLcbgXLdfdYdgb 1.5 0

136 xconomicLStudiesLReinforceLxffortsLtoLSafeguardLSpecialtyLvropsLinLtheLUnitedLStatesZLPlantrDisease
XL2021XLcbgXLcfYdh 1.5 4

135 yirstLReportLofLtmazonLLilyLMildLMottleLVirusLinLPeonyLinLtheLUnitedLStatesZLPlantrDiseaseXL2021XL
cbgXLdeh 1.5 2

134 tmalgavirusesLTtmalgaviridaeUL2021XLcgfYcgi 1

133 dbdcLTaxonomicLupdateLofLphylumLNegarnaviricotaLTRiboviriamLOrthornaviraeUXLincludingLtheLlargeL
ordersLuunyaviralesLandLMononegaviralesZLArchivesrofrVirologyXL2021XLchhXLegceYeghh 2.6 10

132 TheLpopulationLstructureLofLtheLsecoviridLlychnisLmottleLvirusLbasedLonLtheLRNtdLcodingL
sequencesZLVirusrResearchXL2021XLebeXLclkfhk 6.4 1

131 MolecularLphylogenyLofLPhyllocoptesLassociatedLwithLrosesLdisclosesLtheLpresenceLofLaLnewL
speciesZLInfection,rGeneticsrandrEvolutionXL2021XLlgXLcbgbgc 4.5 1

130 –omeYmadeLenzymaticLpremixLandL®lluminaLsequencingLallowLforLoneYstepLzibsonLassemblyLandL
verificationLofLvirusLinfectiousLclonesZLPhytopathologyrResearchXL2020XLdXL 4.1 3

129 RaspberryLleafLblotchLemaravirusLinLuosniaLandL–erzegovinamLpopulationLstructureLandLsystemicL
movementZLMolecularrBiologyrReportsXL2020XLfiXLfklcYfklh 2.8 2

128 yirstLReportLofLulackLvurrantLReversionLVirusLandLzooseberryLVeinLuandingLtssociatedLVirusLinL
vurrantsLinLuosniaLandL–erzegovinaZLPlantrDiseaseXL2020XLcbfXLdbeh 1.5 0

127 ulackcurrantLwaikavirusLtXLaLnewLmemberLofLtheLgenusLWaikavirusXLandLitsLphylogeneticLandL
molecularLrelationshipLwithLotherLknownLmembersZLEuropeanrJournalrofrPlantrPathologyXL2020XLcgiXLglYhf2.1 4

126 TransmissionLblockageLofLanLorthotospovirusLusingLsyntheticLpeptidesZLJournalrofrGeneralrVirologyXL
2020XLcbcXLccdYcdc 4.9 1

125 TheLpopulationLstructureLofLinLtheLUStZLJournalrofrGeneralrVirologyXL2020XLcbcXLhihYhkf 4.9 10
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124 tssessingLsoybeanLgenotypesLforLfeedingLdamageLbyLNeohydatothripsLvariabilisLTThysanopteramL
ThripidaeUZLCroprProtectionXL2020XLcdkXLcbflke 2.7 2

123 SoybeanLveinLnecrosisLorthotospovirusLcanLmoveLsystemicallyLinLsoybeanLinLtheLpresenceLofLbeanL
podLmottleLvirusZLVirusrGenesXL2020XLghXLcbfYcbi 2.3 1

122 ProposedLrevisionLofLtheLfamilyLSecoviridaeLtaxonomyLtoLcreateLthreeLsubgeneraXLNSatsumavirusNXL
NStramovirusNLandLNvholivirusNXLinLtheLgenusLSadwavirusZLArchivesrofrVirologyXL2020XLchgXLgdiYgee 2.6 9

121 SoybeanLveinLnecrosisLvirusmLanLemergingLvirusLinLNorthLtmericaZLVirusrGenesXL2019XLggXLcdYdc 2.3 5

120 PopulationLstructureXLevolutionLandLdetectionLofLblackberryLleafLmottleYassociatedLvirusXLanL
emergingLemaravirusZLPlantrPathologyXL2019XLhkXLiigYikd 2.8 6

119 tLnewXLsensitiveLandLefficientLmethodLforLtaxonomicLplacementLinLtheLxriophyoideaLandLvirusL
detectionLinLindividualLeriophyoidsZLExperimentalrandrAppliedrAcarologyXL2019XLikXLdfiYdhc 2.1 3

118 –ighLThroughputLSequencingLyorLPlantLVirusLwetectionLandLwiscoveryZLPhytopathologyXL2019XLcblXLichYidg3.8 102

117 yirstLReportLofLxuropeanLMountainLtshLRingspotYtssociatedLxmaravirusLinLSorbusLaucupariaLinL
PolandZLPlantrDiseaseXL2019XLcbeXLchhYchh 1.5 2

116 yirstLReportLofLvycasLNecroticLStuntLVirusLandLLychnisLMottleLVirusLinLPeonyLinLtheLUnitedLStatesZL
PlantrDiseaseXL2019XLcbeXLcbfkYcbfk 1.5 10

115 yirstLReportLofLulackcurrantLReversionLVirusLinLRibesLnigrumLzermplasmLinLtheLUnitedLStatesZLPlantr
DiseaseXL2019XLcbeXLcbgc 1.5 1

114 TaxonomyLofLtheLfamilyLtrenaviridaeLandLtheLorderLuunyaviralesmLupdateLdbckZLArchivesrofrVirologyXL
2018XLcheXLddlgYdecb 2.6 108

113 zenomeLsequenceLandLdetectionLofLpeachLrosetteLmosaicLvirusZLJournalrofrVirologicalrMethodsXL
2018XLdgfXLkYcd 2.6 4

112 yirstLReportLofLSoybeanLVeinLNecrosisLVirusL®nfectingLKudzuLTPuerariaLmontanaULinLtheLUnitedL
StatesLofLtmericaZLPlantrDiseaseXL2018XLcbdXLchifYchif 1.5 6

111 TransmissionLattributesLandLresistanceLtoLroseLrosetteLvirusZLPlantrPathologyXL2018XLhiXLfllYgbf 2.8 15

110 –ighLRiskLulueberryLVirusesLbyLRegionLinLNorthLtmericanL®mplicationsLforLvertificationXLNurseriesXL
andLyruitLProductionZLVirusesXL2018XLcbXL 6.2 6

109 MolecularLcharacterizationLandLdetectionLofLaLnovelLvitivirusLinfectingLblackberryZLArchivesrofr
VirologyXL2018XLcheXLdkklYdkle 2.6 3

108 TruncationLofLaLPcLleaderLproteinaseLfacilitatesLpotyvirusLreplicationLinLaLnonYpermissiveLhostZL
MolecularrPlantrPathologyXL2018XLclXLcgbfYcgcb 5.7 18

107 MolecularLvharacterizationLofLwivergentLvlosterovirusL®solatesL®nfectingLSpeciesZLVirusesXL2018XLcbXL 6.2 8

(2018-2020)
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106 tLVirusLinLtmericanLulackcurrantLTULwithLwistinctLzenomeLyeaturesLReshapesLvlassificationLinLtheZL
VirusesXL2018XLcbXL 6.2 5

105 tLnewXLwidespreadLemaravirusLdiscoveredLinLblackberryZLVirusrResearchXL2017XLdegXLcYg 6.4 34

104 vharacterizationLandLdetectionLofLaLnovelLidaeovirusLinfectingLblackcurrantZLEuropeanrJournalrofr
PlantrPathologyXL2017XLcflXLigcYigi 2.1 11

103 tLsystemsYbasedLapproachLtoLmanageLstrawberryLvirusLdiseasesZLCanadianrJournalrofrPlantr
PathologyXL2017XLelXLgYcb 1.6 2

102 yirstLReportLofLvitrusLleafLblotchLvirusLinLPeonyLinLtheLUZSZtZZLPlantrDiseaseXL2017XLcbcXLheiYhei 1.5 9

101 zenomicLvharacterizationLandLPopulationLStructureLofLaLuadnavirusL®nfectingLulackberryZLPlantr
DiseaseXL2017XLcbcXLccbYccg 1.5 11

100 wevelopmentLofLreliableLdetectionLassaysLforLblueberryLmosaicYLandLblackberryLveinLbandingYL
associatedLvirusesLbasedLonLtheirLpopulationLstructuresZLJournalrofrVirologicalrMethodsXL2017XLdfkXLclcYclf2.6 4

99 yirstLReportLofLRaspberryLleafLmottleLvirusLinLulackberryLinLtheLUnitedLStatesZLPlantrDiseaseXL2017XL
cbcXLdhgYdhg 1.5 1

98 ®vTVLVirusLTaxonomyLProfilemLSecoviridaeZLJournalrofrGeneralrVirologyXL2017XLlkXLgdlYgec 4.9 78

97 ®vTVLVirusLTaxonomyLProfilemLOphioviridaeZLJournalrofrGeneralrVirologyXL2017XLlkXLcchcYcchd 4.9 14

96 tLnovelLemaravirusLisLassociatedLwithLredbudLyellowLringspotLdiseaseZLVirusrResearchXL2016XLdddXLfcYfi 6.4 27

95 xvidenceLofLsympatricLspeciationLofLelderberryLcarlavirusesZLVirusrResearchXL2016XLdcgXLidYg 6.4 11

94 yirstLReportLofLStrawberryLpolerovirusYcLinLStrawberryLinLtheLUnitedLStatesZLPlantrDiseaseXL2016XL
cbbXLkhiYkhi 1.5 6

93 TowardsLaLnationalLcertificationLschemeLforRubusinLtheLUnitedLStatesZLActarHorticulturaeXL2016XLfkeYfkh0.3

92 tnLintegratinguadnavirusinfectsLblackberryZLActarHorticulturaeXL2016XLgbiYgcb 0.3

91 ulueberryLmosaicLassociatedLvirusLâ��aLputativeXLnewLmemberLofOphioviridaeZLActarHorticulturaeXL
2016XLcbeYccb 0.3 0

90 tLNovelL®larvirusL®sLtssociatedLwithLPrivetLNecroticLRingspotLwiseaseLinLtheLSouthernLUnitedLStatesZL
PhytopathologyXL2016XLcbhXLkiYle 3.8 7

89 tLSystemsYuasedLtpproachLtoLSafeguardLtheLStrawberryL®ndustryLfromLVirusLwiseasesZLInternationalr
JournalrofrFruitrScienceXL2016XLchXLcfdYcfi 1.2
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88 QuarantineLRegulationsLandLtheL®mpactLofLModernLwetectionLMethodsZLAnnualrReviewrofr
PhytopathologyXL2016XLgfXLcklYdbg 10.8 40

87 wetectionLofLStrawberryLnecroticLshockLvirusLusingLconventionalLandLTaqManT´fiULquantitativeL
RTYPvRZLJournalrofrVirologicalrMethodsXL2016XLdegXLcihYckc 2.6 11

86 vontrolLofLvirusLdiseasesLofLberryLcropsZLAdvancesrinrVirusrResearchXL2015XLlcXLdicYebl 10.7 9

85 TheLevolutionLofLemaravirusesLisLbecomingLmoreLcomplexmLsevenLsegmentsLidentifiedLinLtheLcausalL
agentLofLRoseLrosetteLdiseaseZLVirusrResearchXL2015XLdcbXLdfcYf 6.4 55

84 VirusLtestingLbyLPvRLandLRTYPvRLamplificationLinLberryLfruitZLMethodsrinrMolecularrBiologyXL2015XL
cebdXLddiYfk 1.4 4

83 ®wxNT®y®vtT®ONLOyLT–xLROSxLROSxTTxLw®SxtSxLtzxNTZLActarHorticulturaeXL2015XLdlgYdlk 0.3 1

82 xP®wxM®OLOzYLOyLuLtvKuxRRYLv–LOROT®vLR®NzSPOTLV®RUSZLActarHorticulturaeXL2015XLeccYech 0.3 0

81 PopulationLstructureLofLblueberryLmosaicLassociatedLvirusmLxvidenceLofLreassortmentLinL
geographicallyLdistinctLisolatesZLVirusrResearchXL2015XLdbcXLilYkf 6.4 10

80 SafeguardingLyruitLvropsLinLtheLtgeLofLtgriculturalLzlobalizationZLPlantrDiseaseXL2015XLllXLcihYcki 1.5 55

79 NextYgenerationLsequencingLofLeliteLberryLgermplasmLandLdataLanalysisLusingLaLbioinformaticsL
pipelineLforLvirusLdetectionLandLdiscoveryZLMethodsrinrMolecularrBiologyXL2015XLcebdXLebcYce 1.4 7

78 xpidemiologyLofLulackberryLchloroticLringspotLvirusZLPlantrDiseaseXL2014XLlkXLgfiYggb 1.5 9

77 wevelopmentLofLaLvirusLdetectionLandLdiscoveryLpipelineLusingLnextLgenerationLsequencingZL
VirologyXL2014XLficYfieXLgfYhb 3.6 112

76 tLnewLophiovirusLisLassociatedLwithLblueberryLmosaicLdiseaseZLVirusrResearchXL2014XLcklXLldYh 6.4 18

75 PathogenYTestedLPlantingLMaterialL2014XLebfYecd 4

74 xpidemiologyLofLsoybeanLveinLnecrosisYassociatedLvirusZLPhytopathologyXL2013XLcbeXLlhhYic 3.8 39

73 PopulationLstructureLofLblackberryLchloroticLringspotLvirusLinLtheLUnitedLStatesZLArchivesrofrVirologyXL
2013XLcgkXLhhiYid 2.6 7

72 VirusesLandLVirusLwiseasesLofLRubusZLPlantrDiseaseXL2013XLliXLchkYckd 1.5 75

71 RubusLcanadensisLvirusLcXLaLnovelLbetaflexivirusLidentifiedLinLblackberryZLArchivesrofrVirologyXL2013XL
cgkXLffgYl 2.6 8

(2013-2016)
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70 MolecularLcharacterizationLandLpopulationLstructureLofLblackberryLveinLbandingLassociatedLvirusXL
newLtmpelovirusLassociatedLwithLyellowLveinLdiseaseZLVirusrResearchXL2013XLcikXLdefYfb 6.4 18

69 xxpandingLyieldLofLStrawberryLVirusesLWhichLtreL®mportantLinLNorthLtmericaZLInternationalrJournalr
ofrFruitrScienceXL2013XLceXLckfYclg 1.2 19

68 –ighLRiskLStrawberryLVirusesLbyLRegionLinLtheLUnitedLStatesLandLvanadamL®mplicationsLforL
vertificationXLNurseriesXLandLyruitLProductionZLPlantrDiseaseXL2013XLliXLcegkYcehd 1.5 37

67 xpidemiologyLofLulackberryLyellowLveinLassociatedLvirusZLPlantrDiseaseXL2013XLliXLcegdYcegi 1.5 32

66 xpidemiologyLofLcrinivirusesmLanLemergingLproblemLinLworldLagricultureZLFrontiersrinrMicrobiologyXL
2013XLfXLccl 5.7 71

65 tnLintegratedLbadnavirusLisLprevalentLinLfigLgermplasmZLPhytopathologyXL2012XLcbdXLcckdYl 3.8 56

64 PopulationLstructureLofLulackberryLyellowLveinLassociatedLvirusXLanLemergingLcrinivirusZLVirusr
ResearchXL2012XLchlXLdidYg 6.4 18

63 –ighLincidenceLofLseedLtransmissionLofLPapayaLringspotLvirusLandLWatermelonLmosaicLvirusXLtwoL
virusesLnewlyLidentifiedLinLRobiniaLpseudoacaciaZLEuropeanrJournalrofrPlantrPathologyXL2012XLcefXLddiYdeb2.1 13

62 NewLandLemergingLvirusesLofLblueberryLandLcranberryZLVirusesXL2012XLfXLdkecYgd 6.2 41

61 yirstLReportLofLOliveLmildLmosaicLvirusLandLSowbaneLmosaicLvirusLinLSpinachLinLzreeceZLPlantrDisease
XL2012XLlhXLcdeb 1.5 4

60 ulueberryLlatentLvirusmLanLamalgamLofLtheLPartitiviridaeLandLTotiviridaeZLVirusrResearchXL2011XLcggXLcigYkb6.4 56

59 vompleteLsequenceLandLgeneticLcharacterizationLofLRaspberryLlatentLvirusXLaLnovelLmemberLofLtheL
familyLReoviridaeZLVirusrResearchXL2011XLcggXLeliYfbg 6.4 27

58 MolecularLcharacterizationLofLaLnewLTospovirusLinfectingLsoybeanZLVirusrGenesXL2011XLfeXLdklYlg 2.3 54

57 ulackberryLvirusLxmLanLunusualLflexivirusZLArchivesrofrVirologyXL2011XLcghXLchhgYl 2.6 16

56 wiodiaLveinLchlorosisLvirusLisLaLgroupYcLcrinivirusZLArchivesrofrVirologyXL2011XLcghXLdbeeYi 2.6 8

55 tLdiscoveryLibLyearsLinLtheLmakingmLcharacterizationLofLtheLRoseLrosetteLvirusZLJournalrofrGeneralr
VirologyXL2011XLldXLcidiYcied 4.9 94

54 tLNewLPotyvirusLspZL®nfectsLVerbenaLxxhibitingLLeafLMottlingLSymptomsZLPlantrDiseaseXL2010XLlfXLccedYcceh1.5 4

53 MintLVirusesmLueautyXLStealthXLandLwiseaseZLPlantrDiseaseXL2010XLlfXLfYcd 1.5 10
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52 zenomicLsequencesLofLblackberryLchloroticLringspotLvirusLandLstrawberryLnecroticLshockLvirusLandL
theLphylogenyLofLvirusesLinLsubgroupLcLofLtheLgenusL®larvirusZLArchivesrofrVirologyXL2010XLcggXLggiYhc 2.6 12

51 yirstLReportLofLvucumberLmosaicLvirusL®nfectingLulephiliaLhirsutaLinLNorthLtmericaZLPlantrDiseaseXL
2010XLlfXLcbib 1.5 2

50 TheLgSYUTRLofLTurnipLyellowLmosaicLvirusLdoesLnotLincludeLaLcriticalLencapsidationLsignalZLVirologyXL
2009XLekiXLfdiYeg 3.6 11

49
yurtherLcomplexityLofLtheLgenusLvrinivirusLrevealedLbyLtheLcompleteLgenomeLsequenceLofLLettuceL
chlorosisLvirusLTLvVULandLtheLsimilarLtemporalLaccumulationLofLLvVLgenomicLRNtsLcLandLdZLVirologyXL
2009XLelbXLfgYgg

3.6 26

48 tLtymovirusLwithLanLatypicalLeSYUTRLilluminatesLtheLpossibilitiesLforLeSYUTRLevolutionZLVirologyXL2009XL
eldXLdekYfg 3.6 14

47
TheLcompleteLnucleotideLsequenceLandLgenomeLorganizationLofLtomatoLinfectiousLchlorosisLvirusmLaL
distinctLcrinivirusLmostLcloselyLrelatedLtoLlettuceLinfectiousLyellowsLvirusZLArchivesrofrVirologyXL2009XL
cgfXLceegYfc

2.6 16

46 SouthernLtomatoLvirusmLTheLlinkLbetweenLtheLfamiliesLTotiviridaeLandLPartitiviridaeZLVirusrResearchXL
2009XLcfbXLcebYi 6.4 83

45 xMxRz®NzLtNwLRxxMxRz®NzLV®RUSLw®SxtSxSLOyLuLUxuxRRYLtNwLvRtNuxRRYZLActar
HorticulturaeXL2009XLdllYebf 0.3 8

44 wxTxvT®ONLOyLSTRtWuxRRYLV®RUSxSL®NLxzYPTZLActarHorticulturaeXL2009XLeclYedd 0.3 4

43 yirstLReportLofL®mpatiensLnecroticLspotLvirusLinLulackberryLinLtheLSoutheasternLUnitedLStatesZLPlantr
DiseaseXL2009XLleXLfed 1.5 8

42 yirstLReportLofLvucumberLmosaicLvirusLinLtnemoneLspZLinLtheLUnitedLStatesZLPlantrDiseaseXL2009XLleXLfec 1.5 0

41 tLnewLmethodLforLextractionLofLdoubleYstrandedLRNtLfromLplantsZLJournalrofrVirologicalrMethodsXL
2008XLcflXLchiYib 2.6 36

40 tLmemberLofLaLnewLgenusLinLtheLPotyviridaeLinfectsLRubusZLVirusrResearchXL2008XLcecXLcfgYgc 6.4 43

39 ViralL®nteractionsLLeadLtoLweclineLofLulackberryLPlantsZLPlantrDiseaseXL2008XLldXLcdkkYcdld 1.5 26

38 NucleotideLsequenceLofLtheLtripartiteLyragariaLchiloensisLcrypticLvirusLandLpresenceLofLtheLvirusLinL
theLtmericasZLVirusrGenesXL2008XLehXLdhiYid 2.3 27

37 vompleteLnucleotideLsequenceLofLanLisolateLofLcoleusLveinLnecrosisLvirusLfromLverbenaZLArchivesrofr
VirologyXL2008XLcgeXLekcYf 2.6 6

36 v–tRtvTxR®ZtT®ONLOyLT–RxxLNOVxLLV®RUSxSL®NyxvT®NzLRtSPuxRRYZLActarHorticulturaeXL2008XLeciYedd0.3 2

35 xV®wxNvxLOyLM®XxwLV®RUSL®NyxvT®ONSLvtUS®NzLSxVxRxLSYMPTOMSLtNwLwwxvL®NxLOyL
uLtvKuxRR®xSZLActarHorticulturaeXL2008XLekgYelb 0.3 3

(2008-2010)
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34 –OWLS®M®LtRLtRxLPLtNTLtNwL®NSxvTLV®RUSxSrLSTRtWuxRRYLLtTxNTLV®RUSmLtLSTUwYLvtSxZL
ActarHorticulturaeXL2008XLciYdb 0.3 2

33 yirstLReportLofLRosaLmultifloraLcrypticLvirusLinLRosaLmultifloraLinLtheLxasternLUnitedLStatesZLPlantr
DiseaseXL2008XLldXLcibh 1.5 6

32 ®dentificationXLdetectionLandLtransmissionLofLaLnewLvitivirusLfromLMenthaZLArchivesrofrVirologyXL2007
XLcgdXLdbdiYee 2.6 40

31 ®dentificationXLvharacterizationXLandLwetectionLofLulackLraspberryLnecrosisLvirusZLPhytopathologyXL
2007XLliXLffYgb 3.8 67

30 ®ncidenceLandLxcologyLofLulackberryLyellowLveinLassociatedLvirusZLPlantrDiseaseXL2007XLlcXLkblYkce 1.5 18

29 StrawberryLchloroticLfleckmLidentificationLandLcharacterizationLofLaLnovelLvlosterovirusLassociatedL
withLtheLdiseaseZLVirusrResearchXL2007XLcdfXLkkYlf 6.4 21

28 ®dentificationLandLcharacterizationLofLRaspberryLmottleLvirusXLaLnovelLmemberLofLtheL
vlosteroviridaeZLVirusrResearchXL2007XLcdiXLdhYee 6.4 48

27 yirstLReportLofLulackberryLchloroticLringspotLvirusLinLRubusLspZLinLtheLUnitedLStatesZLPlantrDiseaseXL
2007XLlcXLfhe 1.5 5

26 xpidemiologyLofLStrawberryLpallidosisYassociatedLvirusLandLOccurrenceLofLPallidosisLwiseaseLinL
NorthLtmericaZLPlantrDiseaseXL2006XLlbXLcefeYcefh 1.5 24

25 vharacterizationLandLRecentLtdvancesLinLwetectionLofLStrawberryLVirusesZLPlantrDiseaseXL2006XLlbXLekfYelh1.5 77

24 NucleotideLsequenceLofLulackberryLyellowLveinLassociatedLvirusXLaLnovelLmemberLofLtheL
vlosteroviridaeZLVirusrResearchXL2006XLcchXLclhYdbb 6.4 18

23 tLvirusLbetweenLfamiliesmLnucleotideLsequenceLandLevolutionLofLStrawberryLlatentLringspotLvirusZL
VirusrResearchXL2006XLcdcXLcllYdbf 6.4 15

22 tLV®RUSLtSSOv®tTxwLW®T–LuLUxuxRRYLyRU®TLwROPLw®SxtSxZLActarHorticulturaeXL2006XLfliYgbd 0.3 10

21 YellowLveinYaffectedLblackberriesLandLtheLpresenceLofLaLnovelLvrinivirusZLPlantrPathologyXL2006XLggXLhbiYhce2.8 9

20 tLnewL®larvirusLfoundLinLroseZLPlantrPathologyXL2006XLggXLghkYghk 2.8 13

19 MintLvirusLXmLaLnovelLpotexvirusLassociatedLwithLsymptomsLinLSVariegataSLmintZLArchivesrofrVirologyXL
2006XLcgcXLcfeYge 2.6 10

18 NewLfeaturesLinLtheLgenusL®larvirusLrevealedLbyLtheLnucleotideLsequenceLofLyragariaLchiloensisL
latentLvirusZLVirusrResearchXL2005XLccdXLedYi 6.4 24

17 tLMemberLofLtheLvlosteroviridaeLfromLMintLwithLSimilaritiesLtoLtllLThreeLzeneraLofLtheLyamilyZL
PlantrDiseaseXL2005XLklXLhgfYhgk 1.5 17
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16 SurveyLforLVirusesLofLzrapevineLinLOregonLandLWashingtonZLPlantrDiseaseXL2005XLklXLiheYihh 1.5 53

15 vharacterizationLofLaLNovelLMemberLofLtheLyamilyLvlosteroviridaeLfromLMenthaLsppZL
PhytopathologyXL2005XLlgXLcbfeYk 3.8 20

14 TulipLvirusLXLTTVXULassociatedLwithLlemonLbalmLTMelissaLofficinalisULvariegationmLfirstLreportLofLTVXL
inLtheLUStZLPlantrPathologyXL2005XLgfXLghdYghd 2.8 3

13 TheLuseLofLreverseLtranscriptaseLforLefficientLfirstYLandLsecondYstrandLcwNtLsynthesisLfromLsingleYL
andLdoubleYstrandedLRNtLtemplatesZLJournalrofrVirologicalrMethodsXL2005XLcdfXLieYi 2.6 37

12 NucleotideLsequenceXLgenomeLorganizationLandLphylogeneticLanalysisLofLStrawberryLpallidosisL
associatedLvirusXLaLnewLmemberLofLtheLgenusLvrinivirusZLArchivesrofrVirologyXL2005XLcgbXLdieYkh 2.6 22

11 TheLcompleteLnucleotideLsequenceLandLgenomeLorganizationLofLtomatoLchlorosisLvirusZLArchivesrofr
VirologyXL2005XLcgbXLddkiYlk 2.6 72

10 yirstLReportLofLStrawberryLasLaLNaturalL–ostLofLtppleLmosaicLvirusZLPlantrDiseaseXL2005XLklXLfec 1.5 8

9 yragariaLchiloensisLcrypticLvirusmLtLNewLStrawberryLVirusLyoundLinLyragariaLchiloensisLPlantsLfromL
vhileZLPlantrDiseaseXL2005XLklXLcdfc 1.5 8

8 vompleteLnucleotideLsequenceLofLaLstrawberryLisolateLofLueetLpseudoyellowsLvirusZLVirusrGenesXL
2004XLdkXLdelYfh 2.3 36

7 StrawberryLnecroticLshockLvirusLisLaLdistinctLvirusLandLnotLaLstrainLofLTobaccoLstreakLvirusZLArchivesr
ofrVirologyXL2004XLcflXLdbbcYcc 2.6 17

6 ®dentificationLandLwetectionLofLaLVirusLtssociatedLwithLStrawberryLPallidosisLwiseaseZLPlantrDiseaseXL
2004XLkkXLekeYelb 1.5 35

5 TWOLvR®N®V®RUSxSLtRxLtSSOv®tTxwLW®T–LT–xLSTRtWuxRRYLPtLL®wOS®SLw®SxtSxZLActar
HorticulturaeXL2004XLdcYdh 0.3 5

4 yirstLReportLofLueetLpseudoLyellowsLvirusLinLulackberryLinLtheLUnitedLStatesZLPlantrDiseaseXL2004XLkkXLdde1.5 14

3 yirstLReportLofLStrawberryLlatentLringspotLvirusLinLStrawberryLinLtheLUnitedLStatesLandLvanadaZL
PlantrDiseaseXL2004XLkkXLgig 1.5 12

2 yirstLReportLofLStrawberryLlatentLringspotLvirusLinLaLMenthaLspZLfromLNorthLtmericaZLPlantrDiseaseXL
2004XLkkXLlbi 1.5 20

1 yirstLReportLofLueetLpseudoLyellowsLvirusLinLStrawberryLinLtheLUnitedLStatesmLtLSecondLvrinivirusL
tbleLtoLvauseLPallidosisLwiseaseZLPlantrDiseaseXL2003XLkiXLcelk 1.5 19
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