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35 TotalPinfectomePcharacterizationPofPrespiratoryPinfectionsPinPprefCOVIDfjrPWuhanePChinaggPPLoSp
PathogenseP2022ePjqePejijiknr 7.6 2

34 kikjPTaxonomicPupdatePofPphylumPNegarnaviricotaPaRiboviriasPOrthornaviraebePincludingPthePlargeP
ordersPBunyaviralesPandPMononegaviralesgPArchivespofpVirologyeP2021ePjooePlnjlflnoo 2.6 10

33 MetafTranscriptomicPIdentificationPofPDivergentPinPFishgPViruseseP2020ePjkeP 6.2 2

32 BloodPmolecularPmarkersPassociatedPwithPCOVIDfjrPimmunopathologyPandPmultiforganPdamagegP
EMBOpJournaleP2020ePlrePejinqro 13 45

31 NewlyPidentifiedPviralPgenomesPinPpangolinsPwithPfatalPdiseasegPViruspEvolutioneP2020ePoePveaaiki 3.7 16

30 IdentificationPandPcharacterizationPofPJingmenPtickPvirusPinProdentsPfromPXinjiangePChinagPInfection,p
GeneticspandpEvolutioneP2020ePqmePjimmjj 4.5 5

29 zPGenomicPPerspectivePonPthePOriginPandPEmergencePofPSzRSfCoVfkgPCelleP2020ePjqjePkklfkkp 56.2 459

28 zPnewPcoronavirusPassociatedPwithPhumanPrespiratoryPdiseasePinPChinagPNatureeP2020ePnprePkonfkor 50.4 6055

27 MetatranscriptomicsPrevealsPthatPthePdeathPofPaPMongolianPwildPassPwasPcausedPbyPinPInnerP
MongoliaePChinagPJournalpofpVeterinarypDiagnosticpInvestigationeP2020ePlkePkqpfkri 1.5 0

26 ExtensivePgeneticPdiversityPandPhostPrangePofProdentfbornePcoronavirusesgPViruspEvolutioneP2020ePoePveaaipq3.7 11

25 DiversityPandPcirculationPofPJingmenPtickPvirusPinPticksPandPmammalsgPViruspEvolutioneP2020ePoePveaainj 3.7 8

24 IdentifyingPthePRiskPofPSzRSfCoVfkPInfectionPandPEnvironmentalPMonitoringPinPzirbornePInfectiousP
IsolationPRoomsPazIIRsbgPVirologicapSinicaeP2020ePlnePpqnfprk 6.4 6

23 DiversePandPabundantPresistomePinPterrestrialPandPaquaticPvertebratesPrevealedPbyPtranscriptionalP
analysisgPScientificpReportseP2020ePjiePjqqpi 4.9 6

22 TaxonomyPofPthePorderPBunyaviralessPupdatePkijrgPArchivespofpVirologyeP2019ePjomePjrmrfjron 2.6 148

21 ExpandingPthePRNzPVirospherePbyPUnbiasedPMetagenomicsgPAnnualpReviewpofpVirologyeP2019ePoePjjrfjlr 14.6 59

20 TaxonomyPofPthePorderPMononegaviralessPupdatePkijrgPArchivespofpVirologyeP2019ePjomePjropfjrqi 2.6 133

19 DiscoveryPofPaPhighlyPdivergentPhepadnavirusPinPshrewsPfromPChinagPVirologyeP2019ePnljePjokfjpi 3.6 5
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18 UsingPMetagenomicsPtoPCharacterizePanPExpandingPVirospheregPCelleP2018ePjpkePjjoqfjjpk 56.2 134

17 ThePevolutionaryPhistoryPofPvertebratePRNzPvirusesgPNatureeP2018ePnnoePjrpfkik 50.4 354

16 MetaftranscriptomicsPandPthePevolutionaryPbiologyPofPRNzPvirusesgPViruspResearcheP2018ePkmlePqlfri 6.4 72

15 ThePdiversityePevolutionPandPoriginsPofPvertebratePRNzPvirusesgPCurrentpOpinionpinpVirologyeP2018ePljePrfjo7.5 33

14 DiscoveryPofPaPHighlyPDivergentPCoronavirusPinPthePzsianPHousePShrewPfromPChinaPIlluminatesPtheP
OriginPofPthePzlphacoronavirusesgPJournalpofpVirologyeP2017ePrjeP 6.6 25

13 ExtensivePdiversityPofPcoronavirusesPinPbatsPfromPChinagPVirologyeP2017ePnipePjfji 3.6 66

12 RedefiningPthePinvertebratePRNzPvirospheregPNatureeP2016ePnmiePnlrfnml 50.4 821

11 DivergentPVirusesPDiscoveredPinPzrthropodsPandPVertebratesPRevisePthePEvolutionaryPHistoryPofPtheP
FlaviviridaePandPRelatedPVirusesgPJournalpofpVirologyeP2016ePriePonrfor 6.6 162

10 ThePevolutionPandPemergencePofPhantavirusesgPCurrentpOpinionpinpVirologyeP2015ePjiePkpfll 7.5 62

9 DiscoveryePdiversityPandPevolutionPofPnovelPcoronavirusesPsampledPfromProdentsPinPChinagPVirologyeP
2015ePmpmePjrfkp 3.6 84

8 UnprecedentedPgenomicPdiversityPofPRNzPvirusesPinParthropodsPrevealsPthePancestryPofP
negativefsensePRNzPvirusesgPELifeeP2015ePmeP 8.9 435

7 WhatPisPthePtimefscalePofPhantavirusPevolutionxgPInfection,pGeneticspandpEvolutioneP2014ePknePjmmfn 4.5 14

6
zPtickfbornePsegmentedPRNzPvirusPcontainsPgenomePsegmentsPderivedPfromPunsegmentedPviralP
ancestorsgPProceedingspofpthepNationalpAcademypofpSciencespofpthepUnitedpStatespofpAmericaeP2014eP
jjjePopmmfr

11.5 104

5 PhylogenyPandPoriginsPofPhantavirusesPharboredPbyPbatsePinsectivoresePandProdentsgPPLoSpPathogenseP
2013ePrePejiiljnr 7.6 180

4 MigrationPofPNorwayPratsPresultedPinPthePworldwidePdistributionPofPSeoulPhantavirusPtodaygPJournalp
ofpVirologyeP2012ePqoePrpkfqj 6.6 83

3 CrossfspeciesPtransmissionPinPthePspeciationPofPthePcurrentlyPknownPmurinaefassociatedP
hantavirusesgPJournalpofpVirologyeP2012ePqoePjjjpjfqk 6.6 24

2 HantavirusPinfectionsPinPhumansPandPanimalsePChinagPEmergingpInfectiouspDiseaseseP2010ePjoePjjrnfkil 10.2 192

1 CompletePgenomePcharacterisationPofPaPnovelPcoronavirusPassociatedPwithPseverePhumanP
respiratoryPdiseasePinPWuhanePChina 63
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