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l Paper IF Citations

88 OnMlabelMdependenceMandMlossMminimizationMinMmultiblabelMclassificationcMMachinehLearningaM2012aMmmaMjbij4 184

87 vbsoluteMquantificationMofMmicrobialMtaxonMabundancescMISMEhJournalaM2017aMffaMjmibjml 11.9 169

86 wacterialMspeciesMidentificationMfromMMvLyIbTO–MmassMspectraMthroughMdataManalysisMandMmachineM
learningcMSystematichandhAppliedhMicrobiologyaM2011aMhiaMgebn 4.2 139

85 vleatoricMandMepistemicMuncertaintyMinMmachineMlearningoManMintroductionMtoMconceptsMandMmethodscM
MachinehLearningaM2021aMffeaMijlbjek 4 98

84
HabitatMpredictionMandMknowledgeMextractionMforMspawningMzuropeanMgraylingMUThymallusMthymallusM
LcVMusingMaMbroadMrangeMofMspeciesMdistributionMmodelscMEnvironmentalhModellinghandhSoftwareaM2013aM
ilaMfbk

5.2 91

83 vnMexperimentalMcomparisonMofMcrossbvalidationMtechniquesMforMestimatingMtheMareaMunderMtheMROxM
curvecMComputationalhStatisticshandhDatahAnalysisaM2011aMjjaMfmgmbfmii 1.6 80

82 ROxManalysisMinMordinalMregressionMlearningcMPatternhRecognitionhLettersaM2008aMgnaMfbn 4.7 77

81 zffectsMofMchlorhexidineMgluconateMoralMcareMonMhospitalMmortalityoMaMhospitalbwideaMobservationalM
cohortMstudycMIntensivehCarehMedicineaM2018aMiiaMfeflbfegk 14.5 57

80 vMnonblinearMGrangerbcausalityMframeworkMtoMinvestigateMclimateâ��vegetationMdynamicscMGeoscientifich
ModelhDevelopmentaM2017aMfeaMfnijbfnke 6.3 56

79 zxplorationMandMpredictionMofMinteractionsMbetweenMmethanotrophsMandMheterotrophscMResearchhinh
MicrobiologyaM2013aMfkiaMfeijbji 4 44

78 zffectMofMmodelMformulationMonMtheMoptimizationMofMaMgeneticMTakagiâ��SugenoMfuzzyMsystemMforMfishM
habitatMsuitabilityMevaluationcMEcologicalhModellingaM2011aMgggaMfiefbfifh 3 42

77 xonnectionMbetweenMprimaryM–usariumMinoculumMonMgramineousMweedsaMcropMresiduesMandMsoilM
samplesMandMtheMfinalMpopulationMonMwheatMearsMinM–landersaMwelgiumcMCrophProtectionaM2011aMheaMfgnlbfhej2.7 37

76 MultibtargetMpredictionoMaMunifyingMviewMonMproblemsMandMmethodscMDatahMininghandhKnowledgeh
DiscoveryaM2019aMhhaMgnhbhgi 5.6 33

75 yeepRibooMaMneuralMnetworkMforMpreciseMgeneMannotationMofMprokaryotesMbyMcombiningMribosomeM
profilingMsignalMandMbindingMsiteMpatternscMNucleichAcidshResearchaM2019aMilaMehk 20.1 30

74 TerrestrialMevaporationMresponseMtoMmodesMofMclimateMvariabilitycMNpjhClimatehandhAtmospherich
ScienceaM2018aMfaM 8 30

73 InfluenceMofMmaizeâ��wheatMrotationMsystemsMonM–usariumMheadMblightMinfectionMandMdeoxynivalenolM
contentMinMwheatMunderMlowMversusMhighMdiseaseMpressurecMCrophProtectionaM2013aMjgaMfibgf 2.7 27

72 LearningMintransitiveMreciprocalMrelationsMwithMkernelMmethodscMEuropeanhJournalhofhOperationalh
ResearchaM2010aMgekaMklkbkmj 5.6 26
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71 zfficientMregularizedMleastbsquaresMalgorithmsMforMconditionalMrankingMonMrelationalMdatacMMachineh
LearningaM2013aMnhaMhgfbhjk 4 24

70 –lowMxytometricMSinglebxellMIdentificationMofMPopulationsMinMSyntheticMwacterialMxommunitiescMPLoSh
ONEaM2017aMfgaMeefknlji 3.7 24

69 LabelbfreeMRamanMcharacterizationMofMbacteriaMcallsMforMstandardizedMprocedurescMJournalhofh
MicrobiologicalhMethodsaM2018aMfjfaMknblj 2.8 24

68 xoculturingMwacteriaMLeadsMtoMReducedMPhenotypicMHeterogeneitiescMAppliedhandhEnvironmentalh
MicrobiologyaM2019aMmjaM 4.8 22

67 TowardMaMReliableMzvaluationMofM–orecastingMSystemsMforMPlantMyiseasesoMvMxaseMStudyMUsingM
–usariumMHeadMwlightMofMWheatcMPlanthDiseaseaM2012aMnkaMmmnbmnk 1.5 22

66 vMfieldbspecificMwebMtoolMforMtheMpredictionMofM–usariumMheadMblightMandMdeoxynivalenolMcontentMinM
welgiumcMComputershandhElectronicshinhAgricultureaM2013aMnhaMfiebfim 6.5 20

65 OrdinalMregressionMmodelsMforMpredictingMdeoxynivalenolMinMwinterMwheatcMPlanthPathologyaM2013aMkgaMfhfnbfhgn2.8 20

64 KernelbbasedMlearningMmethodsMforMpreferenceMaggregationcM4oraM2009aMlaMfknbfmn 1.4 19

63 OnMtheMscalabilityMofMorderedMmultibclassMROxManalysiscMComputationalhStatisticshandhDatahAnalysisaM
2008aMjgaMhhlfbhhmm 1.6 19

62 yetectionMofMmicrobialMdisturbancesMinMaMdrinkingMwaterMmicrobialMcommunityMthroughMcontinuousM
acquisitionMandMadvancedManalysisMofMflowMcytometryMdatacMWaterhResearchaM2018aMfijaMlhbmg 12.5 18

61 LearningMpartialMordinalMclassMmembershipsMwithMkernelbbasedMproportionalModdsMmodelscM
ComputationalhStatisticshandhDatahAnalysisaM2012aMjkaMngmbnig 1.6 18

60 –astMPathogenMIdentificationMUsingMSinglebxellMMatrixbvssistedMLaserMyesorptiondIonizationbverosolM
Timebofb–lightMMassMSpectrometryMyataMandMyeepMLearningMMethodscMAnalyticalhChemistryaM2020aMngaMljghbljhf7.8 16

59 vMKernelbwasedM–rameworkMforMLearningMGradedMRelationsM–romMyatacMIEEEhTransactionshonhFuzzyh
SystemsaM2012aMgeaMfenebffef 8.3 15

58 TheMlogisticMcurveMasMaMtoolMtoMdescribeMtheMdailyMruminalMpHMpatternMandMitsMlinkMwithMmilkMfattyMacidscM
JournalhofhDairyhScienceaM2012aMnjaMjmijbkj 4 15

57 –romMlearningMtaxonomiesMtoMphylogeneticMlearningoMintegrationMofMfkSMrRNvMgeneMdataMintoM
–vMzbbasedMbacterialMclassificationcMBMChBioinformaticsaM2010aMffaMkn 3.6 15

56 xombinedMexposureMtoMcyanobacteriaMandMcarbarylMresultsMinMantagonisticMeffectsMonMtheM
reproductionMofMyaphniaMpulexcMEnvironmentalhToxicologyhandhChemistryaM2013aMhgaMgfjhbm 3.8 14

55 LinearMfilteringMrevealsMfalseMnegativesMinMspeciesMinteractionMdatacMScientifichReportsaM2017aMlaMijnem 4.9 13

54 vMhospitalMwideMpredictiveMmodelMforMunplannedMreadmissionMusingMhierarchicalMIxyMdatacMComputerh
MethodshandhProgramshinhBiomedicineaM2019aMflhaMfllbfmh 6.9 13

(2019-2013)
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53 RegretMvnalysisMforMPerformanceMMetricsMinMMultibLabelMxlassificationoMTheMxaseMofMHammingMandM
SubsetMZerobOneMLosscMLecturehNoteshinhComputerhScienceaM2010aMgmebgnj 0.9 13

52
PredictionMofMsubacuteMruminalMacidosisMbasedMonMmilkMfattyMacidsoMvMcomparisonMofMlinearM
discriminantMandMsupportMvectorMmachineMapproachesMforMmodelMdevelopmentcMComputershandh
ElectronicshinhAgricultureaM2015aMfffaMflnbfmj

6.5 12

51 vMxomparativeMStudyMofMPairwiseMLearningMMethodsMwasedMonMKernelMRidgeMRegressioncMNeuralh
ComputationaM2018aMheaMggijbggmh 2.9 12

50 LearningMlayeredMrankingMfunctionsMwithMstructuredMsupportMvectorMmachinescMNeuralhNetworksaM
2008aMgfaMfjffbgh 9.1 12

49 PredictiveMdesignMofMsigmaMfactorbspecificMpromoterscMNaturehCommunicationsaM2020aMffaMjmgg 17.4 12

48 miSTvRoMmiRNvMtargetMpredictionMthroughMmodelingMquantitativeMandMqualitativeMmiRNvMbindingM
siteMinformationMinMaMstackedMmodelMstructurecMNucleichAcidshResearchaM2017aMijaMejf 20.1 12

47 yatabdrivenMrecipeMcompletionMusingMmachineMlearningMmethodscMTrendshinhFoodhSciencehandh
TechnologyaM2016aMinaMfbfh 15.3 11

46 SupervisedMlearningMalgorithmsMforMmultibclassMclassificationMproblemsMwithMpartialMclassM
membershipscMFuzzyhSetshandhSystemsaM2011aMfmiaMfekbfgj 3.7 11

45 vMTwobStepMLearningMvpproachMforMSolvingM–ullMandMvlmostM–ullMxoldMStartMProblemsMinMyyadicM
PredictioncMLecturehNoteshinhComputerhScienceaM2014aMjflbjhg 0.9 11

44 vMprotocolMforMautomatedMtimberMspeciesMidentificationMusingMmetabolomeMprofilingcMWoodhScienceh
andhTechnologyaM2019aMjhaMnjhbnkj 2.5 10

43 StrippingMflowMcytometryoMHowMmanyMdetectorsMdoMweMneedMforMbacterialMidentificationtcMCytometryh
ParthA:hthehJournalhofhthehInternationalhSocietyhforhAnalyticalhCytologyaM2017aMnfaMffmibffnf 4.6 10

42 vMtransitivityManalysisMofMbipartiteMrankingsMinMpairwiseMmultibclassMclassificationcMInformationhSciences
aM2010aMfmeaMiennbiffl 7.7 10

41 RandomizedMLassoMLinksMMicrobialMTaxaMwithMvquaticM–unctionalMGroupsMInferredMfromM–lowM
xytometrycMMSystemsaM2019aMiaM 7.6 10

40 xonditionalMRankingMonMRelationalMyatacMLecturehNoteshinhComputerhScienceaM2010aMinnbjfi 0.9 10

39 GlobalMhydrobclimaticMbiomesMidentifiedMviaMmultitaskMlearningcMGeoscientifichModelhDevelopmentaM
2018aMffaMifhnbifjh 6.3 10

38 xlassifyingMcarpetsMbasedMonMlaserMscannerMdatacMEngineeringhApplicationshofhArtificialhIntelligenceaM
2008aMgfaMnelbnfm 7.2 9

37
yiscriminatingMwacterialMPhenotypesMatMtheMPopulationMandMSinglebxellMLeveloMvMxomparisonMofM–lowM
xytometryMandMRamanMSpectroscopyM–ingerprintingcMCytometryhParthA:hthehJournalhofhtheh
InternationalhSocietyhforhAnalyticalhCytologyaM2020aMnlaMlfhblgk

4.6 9

36 NovelMapproachesMtoMassessMtheMqualityMofMfertilityMdataMstoredMinMdairyMherdMmanagementMsoftwarecM
JournalhofhDairyhScienceaM2017aMfeeaMielmbiemn 4 7
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35 PredictingMspatiobtemporalMxulicoidesMimicolaMdistributionsMinMSpainMbasedMonMenvironmentalMhabitatM
characteristicsMandMspeciesMdispersalcMEcologicalhInformaticsaM2014aMggaMknbme 4.2 7

34 OnMtheMzRvMrankingMrepresentabilityMofMpairwiseMbipartiteMrankingMfunctionscMArtificialhIntelligenceaM
2011aMfljaMfgghbfgje 3.6 7

33 xonsistencyMofMProbabilisticMxlassifierMTreescMLecturehNoteshinhComputerhScienceaM2016aMjffbjgk 0.9 7

32 zxplainabilityMinMtransformerMmodelsMforMfunctionalMgenomicscMBriefingshinhBioinformaticsaM2021aMggaM 13.4 6

31 xytometricMfingerprintsMofMgutMmicrobiotaMpredictMxrohnTsMdiseaseMstatecMISMEhJournalaM2021aMfjaMhjibhjm11.9 6

30 PhenoGMMoMGaussianMMixtureMModelingMofMxytometryMyataMQuantifiesMxhangesMinMMicrobialM
xommunityMStructurecMMSphereaM2021aMkaM 5 6

29 vlgebraicMshortcutsMforMleaveboneboutMcrossbvalidationMinMsupervisedMnetworkMinferencecMBriefingshinh
BioinformaticsaM2018aM 13.4 5

28 UsingMstructuredMpathologyMdataMtoMpredictMhospitalbwideMmortalityMatMadmissioncMPLoShONEaM2020aM
fjaMeeghjffl 3.7 4

27 PotentialsMandMLimitationsMofMzxistingM–orecastingMModelsMforMvlternariaMonMPotatoesoMxhallengesM
forMModelMImprovementcMPotatohResearchaM2017aMkeaMkfblk 3.2 4

26 IdentificationMofM–unctionallyMRelatedMznzymesMbyMLearningbtobRankMMethodscMIEEExACMh
TransactionshonhComputationalhBiologyhandhBioinformaticsaM2014aMffaMffjlbkn 3 4

25 PressureMinjuryMpredictionMmodelsMforMcriticallybillMpatientsMshouldMconsiderMbothMtheMcasebmixMandM
localMfactorscMIntensivehandhCriticalhCarehNursingaM2021aMkjaMfehehh 3.1 4

24 LearningMSinglebxellMyistancesMfromMxytometryMyatacMCytometryhParthA:hthehJournalhofhtheh
InternationalhSocietyhforhAnalyticalhCytologyaM2019aMnjaMlmgblnf 4.6 3

23 InterpretationMandMvisualisationMofMdataMfromMdairyMherdscMInhPracticeaM2018aMieaMfnjbgeh 0.3 3

22 NovelMtransformerMnetworksMforMimprovedMsequenceMlabelingMinMgenomicscMIEEExACMhTransactionsh
onhComputationalhBiologyhandhBioinformaticsaM2020aMPPaM 3 3

21 zfficientMsetbvaluedMpredictionMinMmultibclassMclassificationcMDatahMininghandhKnowledgehDiscoveryaM
2021aMhjaMfihj 5.6 3

20 vMnonblinearMdatabdrivenMapproachMtoMrevealMglobalMvegetationMsensitivityMtoMclimateM2017aM 2

19 OnMtheMroleMofMcostbsensitiveMlearningMinMmultibclassMbrainbcomputerMinterfacescMBiomedizinischeh
TechnikaM2010aMjjaMfkhblg 1.3 2

18 NovelMtransformerMnetworksMforMimprovedMsequenceMlabelingMinMgenomics 2

(-2014)
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17 vmbientMtemperatureMandMrelativeMhumidityâ��basedMdriftMcorrectionMinMfrequencyMdomainM
electromagneticsMusingMmachineMlearningcMNearhSurfacehGeophysicsaM2021aMfnaMjifbjjk 1.6 2

16 HighbResolutionMSurveyingMWithMSmallbLoopM–requencyMyomainMzlectromagneticMSystemsoMzfficientM
SurveyMyesignMandMvdaptiveMProcessingcMIEEEhGeosciencehandhRemotehSensinghMagazineaM2021aMnaMfklbfmh8.9 2

15 HeterogeneityMhampersMtheMidentificationMofMgeneralMpressureMinjuryMriskMfactorsMinMintensiveMcareM
populationsoMvMpredictiveMmodellingManalysiscMIntensivehandhCriticalhCarehNursingaM2021aMfehffl 3.1 2

14 vMdiscussionMonMtheMaccuracybcomplexityMrelationshipMinMmodellingMfishMhabitatMpreferenceMusingM
geneticMTakagibSugenoMfuzzyMsystemsM2011aM 1

13
wacterialMspeciesMidentificationMusingMMvLyIbTO–MmassMspectrometryMandMmachineMlearningM
techniquesoMvMlargebscaleMbenchmarkingMstudyccMComputationalhandhStructuralhBiotechnologyhJournalaM
2021aMfnaMkfjlbkfkm

6.8 1

12 PhenoGMMoMGaussianMmixtureMmodellingMofMmicrobialMcytometryMdataMenablesMefficientMpredictionsM
ofMbiodiversity 1

11 vMSurveyMonMROxbbasedMOrdinalMRegressionM2010aMfglbfji 1

10 zxactMandMefficientMtopbKMinferenceMforMmultibtargetMpredictionMbyMqueryingMseparableMlinearM
relationalMmodelscMDatahMininghandhKnowledgehDiscoveryaM2016aMheaMfhlebfhni 5.6 1

9 PredictingMtheMPresenceMandMvbundanceMofMwacterialMTaxaMinMznvironmentalMxommunitiesMthroughM
–lowMxytometricM–ingerprintingcMMSystemsaM2021aMkaMeeejjfgf 7.6 1

8 MultibtargetMpredictionMforMdummiesMusingMtwobbranchMneuralMnetworkscMMachinehLearningaM2022aM
fffaMkjf 4 0

7 ImprovingMtheMperformanceMofMmachineMlearningMmodelsMforMbiotechnologyoMTheMquestMforMdeusMexM
machinacMBiotechnologyhAdvancesaM2021aMjhaMfelmjm 17.8 0

6 ValidMpredictionMintervalsMforMregressionMproblemscMArtificialhIntelligencehReviewaf 9.7 0

5 LearningMtoMrankoMaMROxbbasedMgraphbtheoreticMapproachcM4oraM2009aMlaMhnnbieg 1.4

4 UsingMstructuredMpathologyMdataMtoMpredictMhospitalbwideMmortalityMatMadmissionM2020aMfjaMeeghjffl

3 UsingMstructuredMpathologyMdataMtoMpredictMhospitalbwideMmortalityMatMadmissionM2020aMfjaMeeghjffl

2 UsingMstructuredMpathologyMdataMtoMpredictMhospitalbwideMmortalityMatMadmissionM2020aMfjaMeeghjffl

1 UsingMstructuredMpathologyMdataMtoMpredictMhospitalbwideMmortalityMatMadmissionM2020aMfjaMeeghjffl
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