29

papers

31

all docs

759233

978 12
citations h-index
31 31
docs citations times ranked

454955
30

g-index

2399

citing authors



10

12

14

16

18

ARTICLE IF CITATIONS

Data sharing to improve concordance in variant interpretation across laboratories: results from the
Canadian Open Genetics Repository. Journal of Medical Genetics, 2022, 59, 571-578.

<scp>Costéa€effectiveness</scp> of noninvasive fetal <scp>RhD</scp> blood group genotyping in

nonalloimmunized and alloimmunized pregnancies. Transfusion, 2022, 62, 1089-1102. L6 4
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Proteome-wide onco-proteogenomic somatic variant identification in ER-positive breast cancer.

Clinical Biochemistry, 2019, 66, 63-75. 19 3
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Genetic biomarkers associated with changes in quality of life and pain following palliative
radiotherapy in patients with bone metastases. Annals of Palliative Medicine, 2017, 6, S248-5256.
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