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Streptococcus Salivarius: A Potential Salivary Biomarker for Orofacial Granulomatosis and Crohna€™s
Disease?. Inflammatory Bowel Diseases, 2019, 25, 1367-1374.
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cancer. PLoS ONE, 2018, 13, e0188911. 11 3
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Genome-wide association study implicates immune activation of multiple integrin genes in
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Deep Resequencing of GWAS Loci Identifies Rare Variants in CARD9, IL23R and RNF186 That Are
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Distinct genetic association at the PLCE1 locus with oesophageal squamous cell carcinoma in the
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Meta-analysis identifies 29 additional ulcerative colitis risk loci, increasing the number of confirmed o4 1201
associations to 47. Nature Genetics, 2011, 43, 246-252. . >
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Independent and population-specific association of risk variants at the IRGM locus with Crohn's
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Genome-wide association study of ulcerative colitis identifies three new susceptibility loci, including
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Common variants at five new loci associated with early-onset inflammatory bowel disease. Nature o4 459
Genetics, 2009, 41, 1335-1340. :
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Investigation of association of the DLG5 gene with phenotypes of inflammatory bowel disease in the
British population. International Journal of Colorectal Disease, 2007, 22, 419-424.

Genetic Variation in Myosin IXB Is Associated With Ulcerative Colitis. Gastroenterology, 2006, 131,
1768-1774. 0.6 95

A general autoimmunity gene (PTPN22) is not associated with inflammatory bowel disease in a British

population. Tissue Antigens, 2005, 66, 318-320.

Association of DLG5 R30Q variant with inflammatory bowel disease. European Journal of Human 14 70
Genetics, 2005, 13, 835-839. )



56

58

NATALIE JOY PRESCOTT

ARTICLE IF CITATIONS

Meta-Analysis of 13 Genome Scans Reveals Multiple Cleft Lip/Palate Genes with Novel Loci on 921 and
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