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76 Self-replication and Evolution of DNA Crystals. Lecture Notes in Computer Science, 2005, , 734-743. 1.0 19

77 A domain-level DNA strand displacement reaction enumerator allowing arbitrary non-pseudoknotted
secondary structures. Journal of the Royal Society Interface, 2020, 17, 20190866. 1.5 18

78 On the Reduction of Errors in DNA Computation. Journal of Computational Biology, 1999, 6, 65-75. 0.8 17

79 One Dimensional Boundaries for DNA Tile Self-Assembly. Lecture Notes in Computer Science, 2004, ,
108-125. 1.0 17

80 DNA Sticky End Design and Assignment for Robust Algorithmic Self-assembly. Lecture Notes in
Computer Science, 2013, , 61-75. 1.0 15

81 Complexity of restricted and unrestricted models of molecular computation. DIMACS Series in
Discrete Mathematics and Theoretical Computer Science, 1996, , 187-198. 0.0 15
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