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chemistries. Journal of Virological Methods, 2016, 232, 47-56 2.6

Emergence of a New Population of Rathayibacter toxicus: An Ecologically Complex, Geographically
Isolated Bacterium. PLoS ONE, 2016, 11, e0156182

Array of Synthetic Oligonucleotides to Generate Unique Multi-Target Artificial Positive Controls
and Molecular Probe-Based Discrimination of Liposcelis Species. PLoS ONE, 2015, 10, e0129810 37

Sensitive detection and discrimination method for studying multiple infections of five major plant
viruses infecting ornamental plants in nursery environments. Annals of Applied Biology, 2015, 166, 286-2§66

Morphological and comparative genomic analyses of pathogenic and non-pathogenic Fusarium
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Molecular phylogeny and pathotyping of Fusarium solani: a causal agent of Dalbergia sissoo
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