
Francismar Corrˆ“a Marcelino-Guimarˆ£es

ListjofjPublicationsjbyjCitations

Source:j

https://exaly.com/authorypdf/5185720/francismarycorreaymarcelinoyguimaraesypublicationsybyycitations.pdf

Version:j2024y04y28j

Thisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexaly.com.jForj

thejlatestjversionjofjthisjpublicationjlistxjvisitjthejlinkjgivenjabove.

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalxjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticle.

40
papers

1,014
citations

17
h-index

31
g-index

50
ext. papers

1,323
ext. citations

3.2
avg, IF

3.6
L-index



m Paper IF Citations

40 ãdentificationOofOnovelOsoybeanOmicroRNxsOinvolvedOinOabioticOandObioticOstresseseOBMCkGenomicscO
2011cOhicOjgn 4.5 261

39 TheOuseOofOmicroRNxsOasOreferenceOgenesOforOquantitativeOpolymeraseOchainOreactionOinOsoybeaneO
AnalyticalkBiochemistrycO2010cOkgmcOholdpi 3.1 116

38
àenomedwideOanalysisOofOtheOáspigOgeneOfamilyOinOsoybeanqOcomprehensiveOsequencecOgenomicO
organizationOandOexpressionOprofileOanalysisOunderOabioticOandObioticOstresseseOBMCkGenomicscO2013cO
hkcOlnn

4.5 84

37 PhenotypingOsoybeanOplantsOtransformedOwithOrdipxqxtDREyhxOforOdroughtOtoleranceOinOtheO
greenhouseOandOfieldeOTransgenickResearchcO2014cOijcOnldon 3.3 65

36 àenomedwideOannotationOofOtheOsoybeanOWRêYOfamilyOandOfunctionalOcharacterizationOofOgenesO
involvedOinOresponseOtoOPhakopsoraOpachyrhiziOinfectioneOBMCkPlantkBiologycO2014cOhkcOijm 5.3 53

35 OverexpressionOofOtheOxyxdDependentOxREyhOTranscriptionOFactorOfromOxrabidopsisOthalianaO
ãmprovesOSoybeanOToleranceOtoOWaterODeficiteOPlantkMolecularkBiologykReportercO2013cOjhcOnhpdnjg 1.7 46

34 EvaluationOofOgeneticOvariationOamongOyrazilianOsoybeanOcultivarsOthroughOgenomeOresequencingeO
BMCkGenomicscO2016cOhncOhhg 4.5 32

33 PositiveOandOnegativeOrolesOforOsoybeanOMPêmOinOregulatingOdefenseOresponseseOMoleculark
Plant-MicrobekInteractionscO2014cOincOoikdjk 3.6 32

32
ãntroductionOofOtheOrdipxqxtDREyixOzxOgeneOintoOsoybeanOZàlycineOmaxOíeOMerril)OandOitsO
molecularOcharacterizationOinOleavesOandOrootsOduringOdehydrationeOGeneticskandkMolecularkBiologycO
2013cOjmcOllmdml

2 26

31 ãdentificationOofOreferenceOgenesOforOexpressionOanalysisObyOrealdtimeOquantitativeOPzROinO
droughtdstressedOsoybeaneOPesquisakAgropecuariakBrasileiracO2011cOkmcOlodml 1.8 25

30 ExpressionOpatternsOofOàmxPifEREydlikeOtranscriptionOfactorsOinvolvedOinOsoybeanOresponsesOtoO
waterOdeficiteOPLoSkONEcO2013cOocOemiipk 3.7 24

29 OverallOpictureOofOexpressedOáeatOShockOFactorsOinOàlycineOmaxcOíotusOjaponicusOandOMedicagoO
truncatulaeOGeneticskandkMolecularkBiologycO2012cOjlcOikndlp 2 21

28 TranscriptionalOanalysisOofOgenesOinvolvedOinOnodulationOinOsoybeanOrootsOinoculatedOwithO
yradyrhizobiumOjaponicumOstrainOzPxzOhleOBMCkGenomicscO2013cOhkcOhlj 4.5 19

27
àenomicOandOtranscriptomicOcharacterizationOofOtheOtranscriptionOfactorOfamilyORiRjdMYyOinO
soybeanOandOitsOinvolvementOinOtheOresistanceOresponsesOtoOPhakopsoraOpachyrhizieOPlantkSciencecO
2014cOiipcOjidki

5.3 18

26 SoybeanOgreenOstemOandOfoliarOretentionOsyndromeOcausedObyOxphelenchoidesObesseyieOTropicalk
PlantkPathologycO2017cOkicOkgjdkgp 2.5 18

25 FirstOreportOofOzurtobacteriumOflaccumfaciensOpveOflaccumfaciensOonOsoybeanOinOyrazileOTropicalk
PlantkPathologycO2013cOjocOklidklk 2.5 18

24 PredictionOofOtheOinOplantaOPhakopsoraOpachyrhiziOsecretomeOandOpotentialOeffectorOfamilieseO
MolecularkPlantkPathologycO2017cOhocOjmjdjnn 5.7 17

Francismar Corrˆ“a Marcelino-Guimarˆ£es

2



23 DifferentialOexpressionOofOfourOsoybeanObZãPOgenesOduringOPhakopsoraOpachyrhiziOinfectioneO
FunctionalkandkIntegrativekGenomicscO2015cOhlcOmoldpm 3.8 17

22
zharacterizationOofOMolecularOandOPhysiologicalOResponsesOUnderOWaterODeficitOofOàeneticallyO
ModifiedOSoybeanOPlantsOOverexpressingOtheOxtxREyhOTranscriptionOFactoreOPlantkMoleculark
BiologykReportercO2016cOjkcOkhgdkim

1.7 16

21 PotentialOfateOofOingestedOíactobacillusOplantarumOandOitsOoccurrenceOinOhumanOfeceseOAppliedkandk
EnvironmentalkMicrobiologycO2014cOogcOhghjdp 4.8 16

20 àenomedwideOassociationOstudyOforOresistanceOtoOtheOsouthernOrootdknotOnematodeOZMeloidogyneO
incognita)OinOsoybeaneOMolecularkBreedingcO2017cOjncOh 3.4 14

19 xOhighOefficientOprotocolOforOsoybeanOrootOtransformationObyOxgrobacteriumOrhizogenesOandOmostO
stableOreferenceOgenesOforORTdqPzROanalysiseOPlantkCellkReportscO2015cOjkcOhpondiggg 5.1 12

18 NaturalOantisenseOtranscriptsOinOplantsqOaOreviewOandOidentificationOinOsoybeanOinfectedOwithO
PhakopsoraOpachyrhiziOSuperSxàEOlibraryeOScientifickWorldkJournalykThecO2013cOighjcOihpnpo 2.2 9

17 TheOíesionOSimulatingODiseaseOZíSD)OgeneOfamilyOasOaOvariableOinOsoybeanOresponseOtoOPhakopsoraO
pachyrhiziOinfectionOandOdehydrationeOFunctionalkandkIntegrativekGenomicscO2013cOhjcOjijdjo 3.8 7

16 EnzimasOmarcadorasOdeOinduˆ§ˆ£oOdeOresistˆ“nciaOdiferencialmenteOreguladasOemOsojaOresistenteOeO
suscetˆ›velOˆ Oferrugemdasiˆ¡ticaddadsojaeOPesquisakAgropecuariakBrasileiracO2012cOkncOhmjdhni 1.8 6

15
FastOinductionOofObiosyntheticOpolysaccharideOgenesOlpxxcOlpxEcOandOrkpãOofORhizobiumOspeOstrainOPRFO
ohObyOcommonObeanOseedOexudatesOisOindicativeOofOaOkeyOroleOinOsymbiosiseOFunctionalkandkIntegrativek
GenomicscO2013cOhjcOinldoj

3.8 6

14 xssociationOmappingOofOaOlocusOthatOconfersOsouthernOstemOcankerOresistanceOinOsoybeanOandOSNPO
markerOdevelopmenteOBMCkGenomicscO2019cOigcOnpo 4.5 5

13 PlantOSmallOáeatOShockOProteinsOandOãtsOãnteractionsOwithOyioticOStresseOHeatkShockkProteinscO2016cOhpdjp 0.2 5

12 FirstOReportOofOxphelenchoidesObesseyiOãnfectingOtheOxerialOPartOofOzottonOPlantsOinOyrazileOPlantk
DiseasecO2018cOhgicOimmidimmi 1.5 4

11 UntargetedOMetabolomicsOxnalysisObyOUáPízdMSfMSOofOSoybeanOPlantOinOaOzompatibleOResponseO
toOãnfectioneOMetabolitescO2021cOhhcO 5.6 4

10
MorphologicalOandOmolecularOcharacterizationOofODiaportheOZanamorphOPhomopsis)OcomplexOandO
pathogenicityOofODiaportheOaspalathiOisolatesOcausingOstemOcankerOinOsoybeaneOEuropeankJournalkofk
PlantkPathologycO2018cOhlhcOhggpdhgil

2.1 3

9 ProteomicOxnalysisOofOSoybeanOíeavesOinOaOzompatibleOandOanOãncompatibleOãnteractionOwithO
PhakopsoraOPachyrhiziO2014cOhcO 3

8 àenomedwideOassociationOstudyOforOresistanceOtoOtheOMeloidogyneOjavanicaOcausingOrootdknotO
nematodeOinOsoybeaneOTheoreticalkandkAppliedkGeneticscO2021cOhjkcOnnndnpi 6 3

7 zharacterizationOofOgeneticOdiversityOandOpathogenicityOofOPhakopsoraOpachyrhiziOmonoduredinialO
isolatesOcollectedOinOyrazileOEuropeankJournalkofkPlantkPathologycO2020cOhlmcOjlldjni 2.1 2

6 TheOsoybeanOgeneOàmáspiiekOisOinvolvedOinOtheOresistanceOresponseOtoOMeloidogyneOjavanicaOinO
xrabidopsisOthalianaeOBMCkPlantkBiologycO2020cOigcOljl 5.3 2

(2020-2015)

3



5 NewOinsightsOintoOPhakopsoraOpachyrhiziOinfectionObasedOonOtranscriptomeOanalysisOinOplantaeO
GeneticskandkMolecularkBiologycO2018cOkhcOmnhdmph 2 2

4 SensitivityOofOzercosporaOsppeOfromOsoybeanOtoOquinoneOoutsideOinhibitorsOandOmethylO
benzimidazoleOcarbamateOfungicidesOinOyrazileOTropicalkPlantkPathologycO2021cOkmcOmpdog 2.5 1

3 TranscriptionalOprofileOofOgenesOinvolvedOinOtheOproductionOofOterpenesOandOglyceollinsOinOresponseO
toObioticOstressesOinOsoybeaneOGeneticskandkMolecularkBiologycO2020cOkjcOeighpgjoo 2 0

2 MappingOMajorODiseaseOResistanceOàenesOinOSoybeanObyOàenomedWideOxssociationOStudieseO
MethodskinkMolecularkBiologycO2022cOjhjdjkg 1.4 0

1 zaracterizaˆ§ˆ£oOEstruturalOeOTranscricionalOdeOFatoresOdeOTranscriˆ§ˆ£oOdaOFamˆ›liaORiRjdMYyOnoO
àenomaOdeOàlycineOmaxeOBBRk-kBiochemistrykandkBiotechnologykReportscO2013cOicOhhk

Francismar Corrˆ“a Marcelino-Guimarˆ£es

4


