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367
pIphylogenomicIandImolecularImarkersIbasedItaxonomicIframeworkIforImembersIofItheIorderI
tntomoplasmatalesiIproposalIforIanIemendedIorderI’ycoplasmatalesIcontainingItheIfamilyI
üpiroplasmataceaeIandIemendedIfamilyI’ycoplasmataceaeIcomprisedIofIsixIgeneraWIAntonieWVanW
LeeuwenhoekUI2019UI]]aUIde]Vdgg

2.1 16

366 ütrategiesIofIadaptationIofImicroorganismsIofItheIthreeIdomainsIofIlifeItoIhighIsaltIconcentrationsWI
FEMSWMicrobiologyWReviewsUI2018UIcaUIbdbVbfd 15.1 148

365 tffectsIofInicotineIonItheIbiosynthesisIofIcarotenoidsIinIhalophilicIprchaeaIQclassIwalobacteriaRiIanI
w–‘rIandIRamanIspectroscopyIstudyWIExtremophilesUI2018UIaaUIbdhVbee 3 13

364
–hylogeneticIframeworkIforItheIphylumITenericutesIbasedIonIgenomeIsequenceIdataiIproposalIforI
theIcreationIofIaInewIorderI’ycoplasmoidalesIordWInovWUIcontainingItwoInewIfamiliesI
’ycoplasmoidaceaeIfamWInovWIandI’etamycoplasmataceaeIfamWInovWIharbouringItperythrozoonUI
UreaplasmaIandIfiveInovelIgeneraWIAntonieWVanWLeeuwenhoekUI2018UI]]]UI]dgbV]eb[

2.1 34

363 UncultivatedImicrobesVinIneedIofItheirIownInomenclaturenWIISMEWJournalUI2018UI]aUIb[hVb]] 11.9 15
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362 rlostridiumIdifficileIandIrlostridioidesIdifficileiITwoIvalidlyIpublishedIandIcorrectInamesWIAnaerobeUI
2018UIdaUI]adV]ae 2.8 36

361 UsingIaIportableIRamanIspectrometerItoIdetectIcarotenoidsIofIhalophilicIprokaryotesIinIsyntheticI
inclusionsIinI“arlUIzrlUIandIsulfatesWIAnalyticalWandWBioanalyticalWChemistryUI2018UIc][UIccbfVcccb 4.4 10

360 “arlVsaturatedIbrinesIareIthermodynamicallyImoderateUIratherIthanIextremeUImicrobialIhabitatsWI
FEMSWMicrobiologyWReviewsUI2018UIcaUIefaVehb 15.1 34

359
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartI][UIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIbVe

2.2

358
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartI]]UIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIcf]Vcfb

2.2 2

357
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartI]aUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIehdVehf

2.2

356 –roposalIofIgenWInovWItoIreplaceItheIillegitimateIprokaryoticIgenusInameIrhaudharyIa[]gWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUI]b]hV]ba[ 2.2 1

355
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIegUIpartIaUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUI]c[hV]c][

2.2 0

354
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIegUIpartIbUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUI]gabV]gac

2.2

353
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIegUIpartIcUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIa]bcVa]be

2.2

352
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIegUIpartIdUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIac]bVac]d

2.2

351
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIegUIpartIeUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIaf][Vaf]]

2.2

350 –roposalItoIemendIRulesId[aIandId[bIofItheIxnternationalIrodeIofI“omenclatureIofI–rokaryotesWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIbbf]Vbbfe 2.2 3

349
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIegUIpartIgUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIbbhcVbbhe

2.2

348 –roposalItoImodifyIRulesIafIandIb[QbRQbRIofItheIxnternationalIrodeIofI“omenclatureIofI
–rokaryotesWIInternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIbhd]Vbhdb 2.2

347
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIegUIpartIhUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIbegdVbegf

2.2

346 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUI]Va 2.2 5

345 “otificationIofIchangesIinItaxonomicIopinionIpreviouslyIpublishedIoutsideItheIxyüt’WIInternationalW
JournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIfVg 2.2 1
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344 –roposedIminimalIstandardsIforItheIuseIofIgenomeIdataIforItheItaxonomyIofIprokaryotesWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIce]Vcee 2.2 1279

343 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIehbVehc 2.2 10

342
–roposalIofItheIsuffixIVotaItoIdenoteIphylaWIpddendumItoIP–roposalItoIincludeItheIrankIofIphylumIinI
theIxnternationalIrodeIofI“omenclatureIofI–rokaryotesPWIInternationalWJournalWofWSystematicWandW
EvolutionaryWMicrobiologyUI2018UIegUIhefVheh

2.2 50

341
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIegUIpartI]UIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIhfhVhg]

2.2 5

340 pvoidingIPsalamiIslicingPIinIpublicationsIdescribingInewIprokaryoticItaxaWIInternationalWJournalWofW
SystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIhffVhfg 2.2 2

339 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUI]c]]V]c]f 2.2 21

338 “otificationIofIchangesIinItaxonomicIopinionIpreviouslyIpublishedIoutsideItheIxyüt’WIInternationalW
JournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIa]bfVa]bg 2.2 5

337 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIa]b[Va]bb 2.2 8

336
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIegUIpartIfUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2018UIegUIb[ffVb[fh

2.2 2

335 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIaf[fVaf[h 2.2 11

334 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIbbfhVbbhb 2.2 30

333
’inwuiaIthermotoleransIgenWInovWUIspWInovWUIaImarineIbacteriumIformingIaIdeepIbranchIinItheI
plphaproteobacteriaUIandIproposalIofI’inwuiaceaeIfamWInovWIandI’inwuialesIordWInovWIInternationalW
JournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2018UIegUIbgdeVbgea

2.2 6

332 TheIcurrentIstatusIofIcyanobacterialInomenclatureIunderItheIKprokaryoticKIandItheIKbotanicalKI
codeWIAntonieWVanWLeeuwenhoekUI2017UI]][UI]adfV]aeh 2.1 34

331
ReclassificationIofIwalomonasIcaseinilyticaIWuIetIalWIa[[gIasIaIlaterIsynonymIofIwalomonasI
sinaiensisVrommentsIonItheIproposalIbyIwwangIetIalWUIpntonieIvanI‘eeuwenhoekI][hi]bcdV]bdaUI
a[]eWIAntonieWVanWLeeuwenhoekUI2017UI]][UI]f]

2.1 3

330 walobacteriaI2017UI]Vd 3

329 walobacteriaceaeI2017UI]Vd

328 waloferacaceaeI2017UI]Vd 1

327 “atrialbaceaeI2017UI]Vd 1

(2017-2018)
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326 waloarculaceaeI2017UI]Vd 3

325 walorubraceaeI2017UI]Vc 1

324 walococcaceaeI2017UI]Vc

323 walobacteriumI2017UI]V]a 1

322 walobaculumI2017UI]Vf

321 walococcusI2017UI]V]d

320 walobacterialesI2017UI]Vb

319 “atrialbalesI2017UI]Va

318
–roposalItoIdesignateItheIorderIpctinomycetalesIquchananI]h]fUI]eaIQppprovedI‘istsI]hg[RIasItheI
nomenclaturalItypeIofItheIclassIpctinobacteriaWIRequestIforIanI”pinionWIInternationalWJournalWofW
SystematicWandWEvolutionaryWMicrobiologyUI2017UIefUIbegfVbegg

2.2 4

317 walanaeroarchaeumI2017UI]Ve 1

316 vlycerolImetabolismIinIhypersalineIenvironmentsWIEnvironmentalWMicrobiologyUI2017UI]hUIgd]Vgeb 5.2 31

315 waloferacalesI2017UI]Vb

314
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartIgUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIcahcVcahf

2.2

313
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartIhUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIcgg]Vcggb

2.2 0

312 “otificationIofIchangesIinItaxonomicIopinionIpreviouslyIpublishedIoutsideItheIxyüt’WIInternationalW
JournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUIfVg 2.2 2

311 pIpleaIforIlinguisticIaccuracyIVIalsoIforIrandidatusItaxaWIInternationalWJournalWofWSystematicWandW
EvolutionaryWMicrobiologyUI2017UIefUI][gdV][hc 2.2 23

310 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUI]Vb 2.2 8

309
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIeeUIpartI]]UIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUI]fhV]ga

2.2 2
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308
P‘ocalimaniaPIrevisitediIguidelinesIforItheIformationIofIspecificIepithetsIforInamesIofIprokaryotesI
basedIonInamesIofIinstitutionsIorItheirIacronymsWIpIproposalIforIemendationIofIpppendixIhItoItheI
xnternationalIrodeIofI“omenclatureIofI–rokaryotesWIInternationalWJournalWofWSystematicWandW
EvolutionaryWMicrobiologyUI2017UIefUI]e]gV]e]h

2.2 2

307 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUIdahVdb] 2.2 15

306 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUI][hdV][hg 2.2 12

305 “otificationIofIchangesIinItaxonomicIopinionIpreviouslyIpublishedIoutsideItheIxyüt’WIInternationalW
JournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUIa[g]Va[ge 2.2 10

304
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartIcUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIa[fhVa[g[

2.2 1

303 ‘istIofInovelInamesIandInovelIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUIa[fdVa[fg 2.2 17

302 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUIb]c[Vb]cb 2.2 11

301
xnternationalIrommitteeIonIüystematicsIofI–rokaryotesIüubcommitteeIonItheItaxonomyIofI
walobacteriaIandIüubcommitteeIonItheItaxonomyIofIwalomonadaceaeWI’inutesIofItheIjointIopenI
meetingUI]]IyulyIa[]fUIValenciaUIüpainWIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIcafhVcagb

2.2 4

300
”nInamesIofIgeneraIofIprokaryotesIthatIareIlaterIhomonymsIofIgenericInamesIwithIstandingIinItheI
zoologicalIorItheIbotanicalInomenclatureWI–roposalIofI“eomegalonemaIgenWInovWIandI
“eomegalonemaIperideroedesIcombWInovWIasIreplacementsIforItheIprokaryoticIgenericInameI
’eganemaIandItheIspeciesInameI’eganemaIperideroedesWIInternationalWJournalWofWSystematicWandW
EvolutionaryWMicrobiologyUI2017UIefUIcafeVcafg

2.2 3

299 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUIcah]Vcahb 2.2 5

298
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIeeUIpartI][UIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIcVe

2.2

297
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIeeUIpartI]aUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIdadVdag

2.2

296 –roposalItoImodifyIRuleI]acIofItheIxnternationalIrodeIofI“omenclatureIofI–rokaryotesWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUIfe]Vfea 2.2

295
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartI]UIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIfedVfee

2.2 0

294
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartIaUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUI][hhV]][]

2.2

293
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartIbUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUI]ea]V]eaa

2.2

292
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartIdUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIachdVachg

2.2

291
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartIeUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIb]bfVb]bh

2.2
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290
–roposalItoImodifyIRuleI][aIandItoIdeleteIRecommendationI][aQbRIfromItheIxnternationalIrodeIofI
“omenclatureIofI–rokaryotesWIInternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI
2017UIefUIbegbVbegc

2.2 3

289
–roposalItoIdesignateI’ethylothermusIsubterraneusIwirayamaIetIalWIa[]]IasItheItypeIspeciesIofI
theIgenusI’ethylothermusWIRequestIforIanI”pinionWIInternationalWJournalWofWSystematicWandW
EvolutionaryWMicrobiologyUI2017UIefUIbegd

2.2 1

288
–roposalItoIcorrectItheIgenericInameIulaviaesturariibacterIzangUIrhunUIüeoUIzimIandIyahngIa[]dUI
aa]aItoIulavaestuariibacterWIRequestIforIanI”pinionWIInternationalWJournalWofWSystematicWandW
EvolutionaryWMicrobiologyUI2017UIefUIbege

2.2 1

287
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIefUIpartIfUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2017UIefUIbeghVbeh]

2.2

286 rorrectionIofItheInameIpmycolatopsisIalbidoflavusItoIpmycolatopsisIalbidiflavaIcorrigWIRequestIforI
anI”pinionWIInternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2017UIefUIcagc 2.2 1

285 pnalysisIofItheIbacteriorhodopsinVproducingIhaloarchaeaIrevealsIaIcoreIcommunityIthatIisIstableI
overItimeIinItheIsaltIcrystallizersIofItilatUIxsraelWIExtremophilesUI2016UIa[UIfcfVdf 3 6

284 weavyImetalIresistanceIinIhalophilicIqacteriaIandIprchaeaWIFEMSWMicrobiologyWLettersUI2016UIbebUI 2.9 69

283 txpressionIandIfunctioningIofIretinalVbasedIprotonIpumpsIinIaIsalternIcrystallizerIbrineWI
ExtremophilesUI2016UIa[UIehVff 3 6

282 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUI]Vb 2.2 14

281 “otificationIofIchangesIinItaxonomicIopinionIpreviouslyIpublishedIoutsideItheIxyüt’WIInternationalW
JournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUIfVg 2.2 2

280
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIedUIpartI][UIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2016UIeeUIcVe

2.2 2

279
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIedUIpartI]]UIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2016UIeeUIdafVdah

2.2 1

278 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUI]e[bV]e[e 2.2 22

277 –ontibacterIamylolyticusIspWInovWUIisolatedIfromIaIdeepVseaIsedimentIhydrothermalIventIfieldWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUI]fe[V]fef 2.2 14

276 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUImpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUI]h]bV]h]d 2.2 6

275
uormationIofInamesIofIgeneraIofIprokaryotesIthatIendIonIVoidesIorIVopsisWIpIproposalIforIaddendaI
toIRuleIedQaRIandIpppendixIhIofItheIxnternationalIrodeIofI“omenclatureIofI–rokaryotesWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUIacdaVacdb

2.2 6

274 xnImemoriamIVIwansIvWITrˆ…perIQ]hbeVa[]eRWIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2016UIeeUIa]ad 2.2 1

273 “otesIonItheIuseIofIvreekIwordIrootsIinIgenusIandIspeciesInamesIofIprokaryotesWIInternationalW
JournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUIa]ahVa]c[ 2.2 8
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272 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUIacebVacee 2.2 34

271 “otificationIofIchangesIinItaxonomicIopinionIpreviouslyIpublishedIoutsideItheIxyüt’WIInternationalW
JournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUIacehVacf[ 2.2 4

270
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIeeUIpartIaUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2016UIeeUIacdd

2.2 2

269
xnternationalIrommitteeIonIüystematicsIofI–rokaryotesIüubcommitteeIonItheItaxonomyIofI
walomonadaceaeUI’inutesIofItheIclosedImeetingUIabI’ayIa[]eUIüanIyuanUI–uertoIRicoWIInternationalW
JournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUIcah[

2.2 1

268
xnternationalIrommitteeIonIüystematicsIofI–rokaryotesIüubcommitteeIonItheItaxonomyIofI
walobacteriaceaeIandIsubcommitteeIonItheItaxonomyIofIwalomonadaceaeWI’inutesIofItheIjointI
openImeetingUIabI’ayIa[]eUIüanIyuanUI–uertoIRicoWIInternationalWJournalWofWSystematicWandW
EvolutionaryWMicrobiologyUI2016UIeeUIcah]Vcahd

2.2 11

267
xmplementationIofIRuleIgIofItheIxnternationalIrodeIofI“omenclatureIofI–rokaryotesIforItheI
renamingIofIclassesWIRequestIforIanI”pinionWIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2016UIeeUIcaheVcahg

2.2 8

266 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
InternationalWJournalWofWSystematicWandWEvolutionaryWMicrobiologyUI2016UIeeUIbfe]Vbfec 2.2 20

265
“otificationIthatInewInamesIofIprokaryotesUInewIcombinationsUIandInewItaxonomicIopinionsIhaveI
appearedIinIvolumeIeeUIpartIeUIofItheIxyüt’WIInternationalWJournalWofWSystematicWandWEvolutionaryW
MicrobiologyUI2016UIeeUIbfedVbfef

2.2 1

264 ‘istIofInewInamesIandInewIcombinationsIpreviouslyIeffectivelyUIbutInotIvalidlyUIpublishedWI
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