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41 CurrentNChallengesNandNRecentNDevelopmentsNinNMassNSpectrometrye asedNMetabolomicsfNAnnualh
ReviewhofhAnalyticalhChemistrydN2021dNimdNmopemqp 12.5 5

40 TheNPretreatmentNGutNMicrobiomeNIsNzssociatedNWithNLack´ ofNResponseNtoNMethotrexateNinN
NeweOnsetNRheumatoidNzrthritisfNArthritishandhRheumatologydN2021dNpldNrliermk 9.5 28

39 MetabolicNimpactNofNpersistentNorganicNpollutantsNonNgutNmicrobiotafNGuthMicrobesdN2020dNikdNieio 8.8 6

38 TheNmicrobiomeNmodulatingNactivityNofNbileNacidsfNGuthMicrobesdN2020dNiidNrprerro 8.8 49

37 SimilarityNofNtherapeuticNnetworksNinducedNbyNaNmultiecomponentNherbalNremedydNUkgansandNinN
neurovascularNunitNcellsfNScientifichReportsdN2020dNihdNkonq 4.9 1

36 IntestinalNmicrobiotaederivedNtryptophanNmetabolitesNareNpredictiveNofNzhNreceptorNactivityfNGuth
MicrobesdN2020dNikdNiekm 8.8 35

35 IsolationNandNIdentificationNofNzrylNHydrocarbonNReceptorNModulatorsNinNWhiteN uttonNMushroomsN
XafNJournalhofhAgriculturalhandhFoodhChemistrydN2019dNopdNrkqoerkrm 5.7 3

34 MetatranscriptomicNznalysisNofNtheNMouseNGutNMicrobiomeNResponseNtoNtheNPersistentNOrganicN
PollutantNkdldpdqeTetrachlorodibenzofuranfNMetabolitesdN2019dNihdN 5.6 18

33  erberineNDirectlyNzffectsNtheNGutNMicrobiotaNtoNPromoteNIntestinalNFarnesoidNXNReceptorN
zctivationfNDrughMetabolismhandhDispositiondN2019dNmpdNqoerl 4 50

32 EvaluationNofNznimalNModelsNbyNComparisonNwithNHumanNLateeOnsetNzlzheimerWsNDiseasefN
MolecularhNeurobiologydN2018dNnndNrklmerknh 6.2 11

31 MultiplatformNPhysiologicNandNMetabolicNPhenotypingNRevealsNMicrobialNToxicityfNMSystemsdN2018dN
ldN 7.6 4

30 StructuralNandNFunctionalNznalysisNofNtheNGutNMicrobiomeNforNToxicologistsfNCurrenthProtocolshinh
ToxicologyhzhEditorialhBoardwhMahinhDhMaineshseditorxinxchiefth[ethAlh]dN2018dNpqdNenm 1 4

29 znalysisNofNstableNisotopeNassistedNmetabolomicsNdataNacquiredNbyNGCeMSfNAnalyticahChimicahActadN
2017dNrqhdNknelk 6.6 11

28 NormaleGammae ernoulliNPeakNDetectionNforNznalysisNofNComprehensiveNTwoeDimensionalNGasN
ChromatographyNMassNSpectrometryNDatafNComputationalhStatisticshandhDatahAnalysisdN2017dNihndNroeiii1.6 8

27 EIdersNzNcompoundNidentificationNtoolNforNgasNchromatographyNmassNspectrometryNdatafNJournalhofh
ChromatographyhAdN2016dNimmqdNihpeiim 4.5 3

26 EffectsNofNDietaryNDifferentNDosesNofNCopperNandNHighNFructoseNFeedingNonNRatNFecalNMetabolomefN
JournalhofhProteomehResearchdN2015dNimdNmhnheq 5.6 23

25 RecurrenceeassociatedNpathwaysNinNhepatitisN NvirusepositiveNhepatocellularNcarcinomafNBMCh
GenomicsdN2015dNiodNkpr 4.5 7
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24 iMatchksNcompoundNidentificationNusingNretentionNindexNforNanalysisNofNgasNchromatographyemassN
spectrometryNdatafNJournalhofhChromatographyhAdN2014dNillpdNkhkeih 4.5 33

23 CompoundNidentificationNinNGCeMSNbyNsimultaneouslyNevaluatingNtheNmassNspectrumNandNretentionN
indexfNAnalystwhThedN2014dNilrdNknhpeim 5 34

22 MetabolomicNanalysisNofNtheNeffectsNofNchronicNarsenicNexposureNinNaNmouseNmodelNofNdieteinducedN
FattyNliverNdiseasefNJournalhofhProteomehResearchdN2014dNildNnmpennm 5.6 53

21 znalysisNofNmetabolomicNprofilingNdataNacquiredNonNGCeMSfNMethodshinhEnzymologydN2014dNnmldNlinekm 1.7 7

20 ComparativeNanalysisNofNfalseNdiscoveryNrateNmethodsNinNconstructingNmetabolicNassociationN
networksfNJournalhofhBioinformaticshandhComputationalhBiologydN2014dNikdNimnhhiq 1 5

19 ConstructingNMetabolicNzssociationNNetworksNUsingNHighedimensionalNMassNSpectrometryNDatafN
ChemometricshandhIntelligenthLaboratoryhSystemsdN2014dNilqdNirlekhk 3.8 1

18 ComparativeNanalysisNofNmassNspectralNmatchingebasedNcompoundNidentificationNinNgasN
chromatographyemassNspectrometryfNJournalhofhChromatographyhAdN2013dNikrqdNilkeq 4.5 62

17 MetPPsNaNcomputationalNplatformNforNcomprehensiveNtwoedimensionalNgasNchromatographyN
timeeofeflightNmassNspectrometryebasedNmetabolomicsfNBioinformaticsdN2013dNkrdNipqoerk 7.2 51

16 zNmethodNofNcalculatingNtheNsecondNdimensionNholdeupNtimeNforNcomprehensiveNtwoedimensionalN
gasNchromatographyfNJournalhofhChromatographyhAdN2012dNikohdNirler 4.5 5

15 CompoundNidentificationNusingNpartialNandNsemipartialNcorrelationsNforNgasNchromatographyemassN
spectrometryNdatafNAnalyticalhChemistrydN2012dNqmdNomppeqp 7.8 36

14 ComparisonNofNpathwaysNassociatedNwithNhepatitisN eNandNCeinfectedNhepatocellularNcarcinomaN
usingNpathwayebasedNclassNdiscriminationNmethodfNGenomicsdN2012dNrrdNlmpenm 4.3 19

13 zNlargeNscaleNtestNdatasetNtoNdetermineNoptimalNretentionNindexNthresholdNbasedNonNthreeNmassN
spectralNsimilarityNmeasuresfNJournalhofhChromatographyhAdN2012dNiknidNiqqeirl 4.5 16

12 zNmethodNofNfindingNoptimalNweightNfactorsNforNcompoundNidentificationNinNgasN
chromatographyemassNspectrometryfNBioinformaticsdN2012dNkqdNiinqeol 7.2 42

11 ReconstructionNofNMetabolicNzssociationNNetworksNUsingNHighethroughputNMassNSpectrometryN
DatafNLecturehNoteshinhComputerhSciencedN2012dNioheiop 0.9

10 MetSignsNaNcomputationalNplatformNforNhigheresolutionNmassNspectrometryebasedNmetabolomicsfN
AnalyticalhChemistrydN2011dNqldNpooqepn 7.8 56

9 SmitheWatermanNpeakNalignmentNforNcomprehensiveNtwoedimensionalNgasNchromatographyemassN
spectrometryfNBMChBioinformaticsdN2011dNikdNkln 3.6 27

8 WaveleteNandNFourieretransformebasedNspectrumNsimilarityNapproachesNtoNcompoundNidentificationN
inNgasNchromatographygmassNspectrometryfNAnalyticalhChemistrydN2011dNqldNnolieq 7.8 56

7 GeneticNEffectsNofNFTONandNMCmRNPolymorphismsNonN odyNMassNinNConstitutionalNTypesfN
EvidencexbasedhComplementaryhandhAlternativehMedicinedN2011dNkhiidNiholrh 2.3 29
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6 MultivariateNclassificationNofNurineNmetabolomeNprofilesNforNbreastNcancerNdiagnosisfNBMCh
BioinformaticsdN2010dNiiNSupplNkdNSm 3.6 35

5 FeatureNselectionNfromNaNfacialNimageNforNdistinctionNofNsasangNconstitutionfNEvidencexbasedh
ComplementaryhandhAlternativehMedicinedN2009dNoNSupplNidNonepi 2.3 18

4 zssociationNanalysesNofNtheNINSIGkNpolymorphismNinNtheNobesityNandNcholesterolNlevelsNofNKoreanN
populationsfNBMChMedicalhGeneticsdN2009dNihdNro 2.1 5

3 RelativeNquantitationNofNrestrictionNfragmentNlengthNpolymorphicNDNzsNviaNDNzNmeltingNanalysisN
providesNanNeffectiveNwayNtoNdetermineNalleleNfrequenciesfNGenomicsdN2009dNrmdNlnneoi 4.3 5

2 ParameterizedNcrossevalidationNforNnonlinearNregressionNmodelsfNNeurocomputingdN2008dNpidNlhqrelhrn 5.4 2

1 ConfidenceNIntervalsNforNtheNRisksNofNRegressionNModelsfNLecturehNoteshinhComputerhSciencedN2006dNpnnepom0.9
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