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prospectsUIpitfallsIandIavenuesItoIbeIdevelopedWIFrontiersWinWZoologyUI2015UIZ[UI[a 2.8 64

273 zarineIturtleImitogenomeIphylogeneticsIandIevolutionWIMolecularWPhylogeneticsWandWEvolutionUI
2012UIcbUI[aZVbY 4.1 64

272 ngricultureIshapesItheItrophicInicheIofIaIbatIpreyingIonImultipleIpestIarthropodsIacrossIruropegI
rvidenceIfromIq|nImetabarcodingWIMolecularWEcologyUI2018UI[dUIeZbVe[b 5.7 62

271 nncientImitogenomicsWIMitochondrionUI2010UIZYUIZVZZ 4.9 60

270 ‘artialIgeneticIturnoverIinIneandertalsgIcontinuityIinItheIrastIandIpopulationIreplacementIinItheI
 estWIMolecularWBiologyWandWEvolutionUI2012UI[fUIZef]Vd 8.3 59

269
”econdIgenerationIsequencingIandImorphologicalIfaecalIanalysisIrevealIunexpectedIforagingI
behaviourIbyIzyotisInattereriIQphiropteraUIVespertilionidaeRIinIwinterWIFrontiersWinWZoologyUI2014UI
ZZUI]f

2.8 58

268 vnterspecificIteneIslowI”hapedItheIrvolutionIofItheItenusIpanisWICurrentWBiologyUI2018UI[eUI]aaZV]aafWeb6.3 58

267 zitochondrialIq|nIfromIpreVpolumbianIpiboneysIfromIpubaIandItheIprehistoricIcolonizationIofItheI
paribbeanWIAmericanWJournalWofWPhysicalWAnthropologyUI2003UIZ[ZUIfdVZYe 2.5 57

266 zolecularIclocksIindicateIturnoverIandIdiversificationIofImodernIcoleoidIcephalopodsIduringItheI
zesozoicIzarineI“evolutionWIProceedingsWofWtheWRoyalWSocietyWB:WBiologicalWSciencesUI2017UI[eaUI 4.4 56

265 oiochemistryWI—nlockingIancientIproteinIpalimpsestsWIScienceUI2014UI]a]UIZ][YV[ 33.3 56

(2014-2018)
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264 tenomicIsignaturesIofInearVextinctionIandIrebirthIofItheIcrestedIibisIandIotherIendangeredIbirdI
speciesWIGenomeWBiologyUI2014UIZbUIbbd 18.3 56

263 ‘alaeogenomicIinsightsIintoItheIoriginsIofIsrenchIgrapevineIdiversityWINatureWPlantsUI2019UIbUIbfbVcY] 11.5 54

262 vslandsIinItheIicegIdetectingIpastIvegetationIonItreenlandicInunataksIusingIhistoricalIrecordsIandI
sedimentaryIancientIq|nImetaVbarcodingWIMolecularWEcologyUI2012UI[ZUIZfeYVe 5.7 54

261 teographicIandItemporalIdynamicsIofIaIglobalIradiationIandIdiversificationIinItheIkillerIwhaleWI
MolecularWEcologyUI2015UI[aUI]fcaVdf 5.7 54

260 nncientIq|nIrevealsIthatIbowheadIwhaleIlineagesIsurvivedIyateI‘leistoceneIclimateIchangeIandI
habitatIshiftsWINatureWCommunicationsUI2013UIaUIZcdd 17.4 53

259 “esistanceIofIdegradedIhairIshaftsItoIcontaminantIq|nWIForensicWScienceWInternationalUI2006UIZbcUI[YeVZ[2.6 52

258 nIguideItoItheIapplicationIofIuillInumbersItoIq|nVbasedIdiversityIanalysesWIMolecularWEcologyW
ResourcesUI2019UIZfUIeYaVeZd 8.4 51

257 vnsightsIintoItheIprocessesIbehindItheIcontaminationIofIdegradedIhumanIteethIandIboneIsamplesI
withIexogenousIsourcesIofIq|nWIInternationalWJournalWofWOsteoarchaeologyUI2006UIZcUIZbcVZca 1.1 51

256 |oIproofIthatItyphoidIcausedItheI‘lagueIofInthensIQaIreplyItoI‘apagrigorakisIetIalWRWIInternationalW
JournalWofWInfectiousWDiseasesUI2006UIZYUI]]aVbhIauthorIreplyI]]bVc 10.5 51

255 –woInntarcticIpenguinIgenomesIrevealIinsightsIintoItheirIevolutionaryIhistoryIandImolecularI
changesIrelatedItoItheInntarcticIenvironmentWIGigaScienceUI2014UI]UI[d 7.6 50

254 q|nIextractionIfromIformalinVfixedImaterialWIMethodsWinWMolecularWBiologyUI2012UIeaYUIeZVb 1.4 50

253 rstimationIofIpopulationIdivergenceItimesIfromInonVoverlappingIgenomicIsequencesgIexamplesI
fromIdogsIandIwolvesWIMolecularWBiologyWandWEvolutionUI2011UI[eUIZbYbVZd 8.3 50

252 â��–heIsarmIoeneathItheI”andâ��Iâ��IanIarchaeologicalIcaseIstudyIonIancientIâ��dirtâ��Iq|nWIAntiquityUI2009UI
e]UIa]YVaaa 1 50

251 –heIwolfIreferenceIgenomeIsequenceIQpanisIlupusIlupusRIandIitsIimplicationsIforIpanisIsppWI
populationIgenomicsWIBMCWGenomicsUI2017UIZeUIafb 4.5 49

250 –heIevolutionaryIhistoryIofIcockatoosIQnvesgI‘sittaciformesgIpacatuidaeRWIMolecularWPhylogeneticsW
andWEvolutionUI2011UIbfUIcZbV[[ 4.1 49

249
nncientImitochondrialIq|nIfromItheInorthernIfringeIofItheI|eolithicIfarmingIexpansionIinIruropeI
shedsIlightIonItheIdispersionIprocessWIPhilosophicalWTransactionsWofWtheWRoyalWSocietyWB:WBiologicalW
SciencesUI2015UI]dYUI[YZ]Y]d]

5.8 48

248 nncientIq|nIrevealsItracesIofIvberianI|eolithicIandIoronzeIngeIlineagesIinImodernIvberianIhorsesWI
MolecularWEcologyUI2010UIZfUIcaVde 5.7 48

247 …lfactoryI“eceptorI”ubgenomesIyinkedIwithIoroadIrcologicalIndaptationsIinI”auropsidaWIMolecularW
BiologyWandWEvolutionUI2015UI][UI[e][Va] 8.3 47
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246
zitochondrialIgenomeIdiversityIandIpopulationIstructureIofItheIgiantIsquidInrchiteuthisgIgeneticsI
shedsInewIlightIonIoneIofItheImostIenigmaticImarineIspeciesWIProceedingsWofWtheWRoyalWSocietyWB:W
BiologicalWSciencesUI2013UI[eYUI[YZ]Y[d]

4.4 47

245 q|nIfromIkeratinousItissueWI‘artIvgIhairIandInailWIAnnalsWofWAnatomyUI2012UIZfaUIZdV[b 2.9 47

244 zitogenomicIanalysesIfromIancientIq|nWIMolecularWPhylogeneticsWandWEvolutionUI2013UIcfUIaYaVZc 4.1 46

243 nncientIq|nIsequencesIpointItoIaIlargeIlossIofImitochondrialIgeneticIdiversityIinItheIsaigaI
antelopeIQ”aigaItataricaRIsinceItheI‘leistoceneWIMolecularWEcologyUI2010UIZfUIaec]Vdb 5.7 45

242 …ptimizationIofIq|nIrecoveryIandIamplificationIfromInonVcarbonizedIarchaeobotanicalIremainsWI
PLoSWONEUI2014UIfUIeece[d 3.7 45

241 sunctionalIrolesIofInvesIclassVspecificIcisVregulatoryIelementsIonImacroevolutionIofIbirdVspecificI
featuresWINatureWCommunicationsUI2017UIeUIZa[[f 17.4 44

240 rnvironmentalIgenesIandIgenomesgIunderstandingItheIdifferencesIandIchallengesIinItheI
approachesIandIsoftwareIforItheirIanalysesWIBriefingsWinWBioinformaticsUI2015UIZcUIdabVbe 13.4 44

239 ‘anVgenomeInnalysisIofInncientIandIzodernI”almonellaIentericaIqemonstratesItenomicI”tabilityI
ofItheIvnvasiveI‘araIpIyineageIforIzillenniaWICurrentWBiologyUI2018UI[eUI[a[YV[a[eWeZY 6.3 44

238 yowIfrequencyIofIpaleoviralIinfiltrationIacrossItheIavianIphylogenyWIGenomeWBiologyUI2014UIZbUIb]f 18.3 43

237
rggshellIpalaeogenomicsgI‘alaeognathIevolutionaryIhistoryIrevealedIthroughIancientInuclearIandI
mitochondrialIq|nIfromIzadagascanIelephantIbirdIQnepyornisIspWRIeggshellWIMolecularW
PhylogeneticsWandWEvolutionUI2017UIZYfUIZbZVZc]

4.1 42

236 —singIq|nImetabarcodingIforIsimultaneousIinferenceIofIcommonIvampireIbatIdietIandIpopulationI
structureWIMolecularWEcologyWResourcesUI2018UIZeUIZYbY 8.4 42

235 nncientIpigsIrevealIaInearVcompleteIgenomicIturnoverIfollowingItheirIintroductionItoIruropeWI
ProceedingsWofWtheWNationalWAcademyWofWSciencesWofWtheWUnitedWStatesWofWAmericaUI2019UIZZcUIZd[]ZVZd[]e11.5 42

234 –heItenomicIsootprintsIofItheIsallIandI“ecoveryIofItheIprestedIvbisWICurrentWBiologyUI2019UI[fUI]aYV]afWed6.3 42

233 tlobalIdistributionIofIphelonidIfibropapillomaVassociatedIherpesvirusIamongIclinicallyIhealthyIseaI
turtlesWIBMCWEvolutionaryWBiologyUI2014UIZaUI[Yc 3 41

232 –heIeffectIofIancientIq|nIdamageIonIinferencesIofIdemographicIhistoriesWIMolecularWBiologyWandW
EvolutionUI2008UI[bUI[ZeZVd 8.3 41

231
nnIinvertebrateIstomachPsIviewIonIvertebrateIecologygIcertainIinvertebratesIcouldIbeIusedIasI
KvertebrateIsamplersKIandIdeliverIq|nVbasedIinformationIonImanyIaspectsIofIvertebrateIecologyWI
BioEssaysUI2013UI]bUIZYYaVZ]

4.1 40

230 sellowItravellersgIaIconcordanceIofIcolonizationIpatternsIbetweenImiceIandImenIinItheI|orthI
ntlanticIregionWIBMCWEvolutionaryWBiologyUI2012UIZ[UI]b 3 40

229 nvianIgenomesWInIflockIofIgenomesWIvntroductionWIScienceUI2014UI]acUIZ]YeVf 33.3 39
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228 ‘rofilingItheIdeadgIgeneratingImicrosatelliteIdataIfromIfossilIbonesIofIextinctI
megafaunaVVprotocolsUIproblemsUIandIprospectsWIPLoSWONEUI2011UIcUIeZccdY 3.7 38

227 –heIsurvivalIofI‘p“VamplifiableIq|nIinIcowIleatherWIJournalWofWArchaeologicalWScienceUI2007UI]aUIe[]Ve[f 2.9 38

226 –owardsIcompleteIandIerrorVfreeIgenomeIassembliesIofIallIvertebrateIspecies 38

225 ”kmergIassemblyVfreeIandIalignmentVfreeIsampleIidentificationIusingIgenomeIskimsWIGenomeW
BiologyUI2019UI[YUI]a 18.3 37

224 “esponseItoIpommentIonIK holeVgenomeIanalysesIresolveIearlyIbranchesIinItheItreeIofIlifeIofI
modernIbirdsKWIScienceUI2015UI]afUIZacY 33.3 37

223 uerbariumIspecimensIrevealIaIhistoricalIshiftIinIphylogeographicIstructureIofIcommonIragweedI
duringInativeIrangeIdisturbanceWIMolecularWEcologyUI2014UI[]UIZdYZVZc 5.7 37

222 teneIlossUIadaptiveIevolutionIandItheIcoVevolutionIofIplumageIcolorationIgenesIwithIopsinsIinI
birdsWIBMCWGenomicsUI2015UIZcUIdbZ 4.5 37

221 nncientIgenomesIfromIvcelandIrevealItheImakingIofIaIhumanIpopulationWIScienceUI2018UI]cYUIZY[eVZY][ 33.3 37

220 qnzegIaItoolkitIforItheIinitialIprocessingIofIdatasetsIwithI‘p“IreplicatesIofIdoubleVtaggedI
ampliconsIforIq|nImetabarcodingIanalysesWIBMCWResearchWNotesUI2016UIfUI[bb 2.3 36

219 yongVtermI“|nIpersistenceIinIpostmortemIcontextsWIInvestigativeWGeneticsUI2013UIaUId 36

218 pomparativeIperformanceIofItwoIwholeVgenomeIcaptureImethodologiesIonIancientIq|nIvlluminaI
librariesWIMethodsWinWEcologyWandWEvolutionUI2015UIcUId[bVd]a 7.7 36

217 tpIbiasIaffectsIgenomicIandImetagenomicIreconstructionsUIunderrepresentingItpVpoorIorganismsWI
GigaScienceUI2020UIfUI 7.6 35

216 qebuggingIdiversityIVIaIpanVcontinentalIexplorationIofItheIpotentialIofIterrestrialIbloodVfeedingI
leechesIasIaIvertebrateImonitoringItoolWIMolecularWEcologyWResourcesUI2018UIZeUIZ[e[VZ[fe 8.4 35

215 yongVtermIsurvivalIofIancientIq|nIinIrgyptgIresponseItoIñinkIandI|erlichIQ[YY]RWIAmericanWJournalW
ofWPhysicalWAnthropologyUI2005UIZ[eUIZZYVahIdiscussionIZZbVe 2.5 35

214 ‘opulationIgenomicsIofItheIVikingIworldWINatureUI2020UIbebUI]fYV]fc 50.4 35

213 vmprovedItenomeInssemblyIandInnnotationIforItheI“ockI‘igeonIQRWIGt:WGenesmWGenomesmWGeneticsUI
2018UIeUIZ]fZVZ]fe 3.2 34

212 uighVthroughputIsequencingIofIancientIplantIandImammalIq|nIpreservedIinIherbivoreImiddensWI
QuaternaryWScienceWReviewsUI2012UIbeUIZ]bVZab 3.9 34

211 mtq|nIfromIhairIandInailIclarifiesItheIgeneticIrelationshipIofItheIZbthIcenturyI’ilakitsoqIvnuitI
mummiesWIAmericanWJournalWofWPhysicalWAnthropologyUI2007UIZ]]UIeadVb] 2.5 34
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210 —singIpaleoVarchivesItoIsafeguardIbiodiversityIunderIclimateIchangeWIScienceUI2020UI]cfUI 33.3 34

209 tenomicIpharacterizationIofIaI”outhInmericanI‘hytophthoraIuybridIzandatesI“eassessmentIofI
theIteographicI…riginsIofI‘hytophthoraIinfestansWIMolecularWBiologyWandWEvolutionUI2016UI]]UIadeVfZ 8.3 33

208 |ewIinsightsIonIsingleVstrandedIversusIdoubleVstrandedIq|nIlibraryIpreparationIforIancientIq|nWI
BioTechniquesUI2015UIbfUI]ceVdZ 2.5 33

207 ”tatisticalIguidelinesIforIdetectingIpastIpopulationIshiftsIusingIancientIq|nWIMolecularWBiologyWandW
EvolutionUI2012UI[fUI[[aZVbZ 8.3 33

206 nIsimpleImethodIforItheIparallelIdeepIsequencingIofIfullIinfluenzaInIgenomesWIJournalWofW
VirologicalWMethodsUI2011UIZdeUI[a]Ve 2.6 33

205 bPVtailedIsequencingIprimersIimproveIsequencingIqualityIofI‘p“IproductsWIBioTechniquesUI2007UIa[UI
ZdaUIZdc 2.5 33

204 nncientIq|nIsuggestsImodernIwolvesItraceItheirIoriginItoIaIyateI‘leistoceneIexpansionIfromI
oeringiaWIMolecularWEcologyUI2020UI[fUIZbfcVZcZY 5.7 33

203 vmprovingItheIperformanceIofItrueIsingleImoleculeIsequencingIforIancientIq|nWIBMCWGenomicsUI
2012UIZ]UIZdd 4.5 32

202 “esponseItoIpommentIbyItoldbergIetIalWIonIKq|nIfromI‘reVplovisIuumanIpoprolitesIinI…regonUI
|orthInmericaKWIScienceUI2009UI][bUIZaeVZae 33.3 32

201 –heIevolutionaryIhistoryIofIextinctIandIlivingIlionsWIProceedingsWofWtheWNationalWAcademyWofWSciencesW
ofWtheWUnitedWStatesWofWAmericaUI2020UIZZdUIZYf[dVZYf]a 11.5 31

200 –heIlimitsIandIpotentialIofIpaleogenomicItechniquesIforIreconstructingIgrapevineIdomesticationWI
JournalWofWArchaeologicalWScienceUI2016UId[UIbdVdY 2.9 31

199 ‘ersistenceIofItheImitochondrialIlineageIresponsibleIforItheIvrishIpotatoIfamineIinIextantInewI
worldIphytophthoraIinfestansWIMolecularWBiologyWandWEvolutionUI2014UI]ZUIZaZaV[Y 8.3 31

198 ‘aperIvvIâ��IqirtUIdatesIandIq|ngI…”yIandIradiocarbonIchronologiesIofIperenniallyIfrozenIsedimentsI
inI”iberiaUIandItheirIimplicationsIforIsedimentaryIancientIq|nIstudiesWIBoreasUI2011UIaYUIaZdVaab 2.4 31

197 ‘aleogenomicsIofIarchaicIhomininsWICurrentWBiologyUI2011UI[ZUI“ZYY[Vf 6.3 31

196
zitochondrialIq|nIfromItheIeradicatedIruropeanI‘lasmodiumIvivaxIandI‘WIfalciparumIfromI
dYVyearVoldIslidesIfromItheIrbroIqeltaIinI”painWIProceedingsWofWtheWNationalWAcademyWofWSciencesWofW
theWUnitedWStatesWofWAmericaUI2016UIZZ]UIZZafbVZZbYY

11.5 31

195 nIbdYYIyearVoldIhumanIgenomeIandIoralImicrobiomeIfromIchewedIbirchIpitchWINatureW
CommunicationsUI2019UIZYUIbb[Y 17.4 31

194 tenomeVwideInncestryIandIqemographicIuistoryIofInfricanVqescendantIzaroonIpommunitiesI
fromIsrenchItuianaIandI”urinameWIAmericanWJournalWofWHumanWGeneticsUI2017UIZYZUId[bVd]c 11 29

193 rvolutionaryIuistoryIofI”aberV–oothedIpatsIoasedIonInncientIzitogenomicsWICurrentWBiologyUI2017UI
[dUI]]]YV]]]cWeb 6.3 29
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192 ”peciationIandIdemographicIhistoryIofIntlanticIeelsIQnnguillaIanguillaIandInWIrostrataRIrevealedIbyI
mitogenomeIsequencingWIHeredityUI2014UIZZ]UIa][Va[ 3.6 29

191 qeepIsequencingIofI“|nIfromIancientImaizeIkernelsWIPLoSWONEUI2013UIeUIebYfcZ 3.7 29

190 mtq|nIanalysisIofIhumanIremainsIfromIanIearlyIqanishIphristianIcemeteryWIAmericanWJournalWofW
PhysicalWAnthropologyUI2005UIZ[eUIa[aVf 2.5 29

189 nrcticVadaptedIdogsIemergedIatItheI‘leistoceneVuoloceneItransitionWIScienceUI2020UI]ceUIZafbVZaff 33.3 28

188 –rackingInicheIvariationIoverImillennialItimescalesIinIsympatricIkillerIwhaleIlineagesWIProceedingsWofW
theWRoyalWSocietyWB:WBiologicalWSciencesUI2013UI[eYUI[YZ]ZaeZ 4.4 28

187 …utIofItheI‘acificIandIbackIagaingIinsightsIintoItheImatrilinealIhistoryIofI‘acificIkillerIwhaleI
ecotypesWIPLoSWONEUI2011UIcUIe[afeY 3.7 28

186 ‘enileIdensityIandIgloballyIusedIchemicalsIinIpanadianIandItreenlandIpolarIbearsWIEnvironmentalW
ResearchUI2015UIZ]dUI[edVfZ 7.9 27

185 zultiplexI‘p“IwithIminisequencingIasIanIeffectiveIhighVthroughputI”|‘ItypingImethodIforI
formalinVfixedItissueWIElectrophoresisUI2007UI[eUI[]cZVd 3.6 27

184 uoloV…micsgIvntegratedIuostVzicrobiotaIzultiVomicsIforIoasicIandInppliedIoiologicalI“esearchWI
IScienceUI2020UI[]UIZYZaZa 6.1 27

183 zultiVomicsIandIpotentialIapplicationsIinIwineIproductionWICurrentWOpinionWinWBiotechnologyUI2019UI
bcUIZd[VZde 11.4 27

182 qiabeticIcatsIhaveIdecreasedIgutImicrobialIdiversityIandIaIlackIofIbutyrateIproducingIbacteriaWI
ScientificWReportsUI2019UIfUIae[[ 4.9 26

181 –heIyateI‘leistoceneIdistributionIofIvicuˆ–asIQVicugnaIvicugnaRIandItheIâ��extinctionâ��IofItheIgracileI
llamaIQâ��yamaIgracilisâ��RgI|ewImolecularIdataWIQuaternaryWScienceWReviewsUI2009UI[eUIZ]cfVZ]d] 3.9 26

180 nIpreliminaryIanalysisIofItheIq|nIandIdietIofItheIextinctIoeothukgIaIsystematicIapproachItoIancientI
humanIq|nWIAmericanWJournalWofWPhysicalWAnthropologyUI2007UIZ][UIbfaVcYa 2.5 26

179 uistologicalIcorrelatesIofIpostImortemImitochondrialIq|nIdamageIinIdegradedIhairWIForensicW
ScienceWInternationalUI2006UIZbcUI[YZVd 2.6 26

178 uostVderivedIpopulationIgenomicsIdataIprovidesIinsightsIintoIbacterialIandIdiatomIcompositionIofI
theIkillerIwhaleIskinWIMolecularWEcologyUI2019UI[eUIaeaVbY[ 5.7 26

177 ‘opulationIgenomicsIofIgreyIwolvesIandIwolfVlikeIcanidsIinI|orthInmericaWIPLoSWGeneticsUI2018UIZaUIeZYYddab6 26

176 xillerIwhaleIgenomesIrevealIaIcomplexIhistoryIofIrecurrentIadmixtureIandIvicarianceWIMolecularW
EcologyUI2019UI[eUI]a[dV]aaa 5.7 25

175 nppliedIuologenomicsgIseasibilityIandI‘otentialIinInquacultureWITrendsWinWBiotechnologyUI2018UI]cUI[b[V[ca15.1 25
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174 pharacterisationIofIinsectIandIplantIoriginsIusingIq|nIextractedIfromIsmallIvolumesIofIbeeIhoneyWI
ArthropodnPlantWInteractionsUI2010UIaUIZYdVZZc 2.2 25

173 pompleteImitochondrialIgenomesIofIlivingIandIextinctIpigeonsIreviseItheItimingIofItheI
columbiformIradiationWIBMCWEvolutionaryWBiologyUI2016UIZcUI[]Y 3 25

172  holeVtenomeI”equencingIofInfricanIqogsI‘rovidesIvnsightsIintoIndaptationsIagainstI–ropicalI
‘arasitesWIMolecularWBiologyWandWEvolutionUI2018UI]bUI[edV[fe 8.3 24

171 “esolutionIofItheItypeImaterialIofItheInsianIelephantUIrlephasImaximusIyinnaeusUIZdbeI
Q‘roboscideaUIrlephantidaeRWIZoologicalWJournalWofWtheWLinneanWSocietyUI2014UIZdYUI[[[V[][ 2.4 24

170 pharacterisingItheIpotentialIofIsheepIwoolIforIancientIq|nIanalysesWIArchaeologicalWandW
AnthropologicalWSciencesUI2011UI]UI[YfV[[Z 1.8 24

169 “areImtq|nIhaplogroupsIandIgeneticIdifferencesIinIrichIandIpoorIqanishIvronVngeIvillagesWI
AmericanWJournalWofWPhysicalWAnthropologyUI2008UIZ]bUI[YcVZb 2.5 24

168 —singImetabarcodingItoIcompareItheIsuitabilityIofItwoIbloodVfeedingIleechIspeciesIforIsamplingI
mammalianIdiversityIinI|orthIoorneoWIMolecularWEcologyWResourcesUI2019UIZfUIZYbVZZd 8.4 24

167 ValidationIofIaIsensitiveI‘p“IassayIforItheIdetectionIofIphelonidIfibropapillomaVassociatedI
herpesvirusIinIlatentIturtleIinfectionsWIJournalWofWVirologicalWMethodsUI2014UI[YcUI]eVaZ 2.6 23

166 vdentificationIofItranscriptionIfactorIgenesIinvolvedIinIanthocyaninIbiosynthesisIinIcarrotIQqaucusI
carotaIyWRIusingI“|nV”eqWIBMCWGenomicsUI2018UIZfUIeZZ 4.5 23

165 oiologicalIadaptationsIinItheInrcticIcervidUItheIreindeerIQRWIScienceUI2019UI]caUI 33.3 22

164 nvianbasegIaIcommunityIresourceIforIbirdIgenomicsWIGenomeWBiologyUI2015UIZcUI[Z 18.3 22

163 –heIpotentialIandIpitfallsIofIdeVextinctionWIZoologicaWScriptaUI2016UIabUI[[V]c 2.5 22

162 ‘ostVmortemIq|nIdamageIhotspotsIinIoisonIQoisonIbisonRIprovideIevidenceIforIbothIdamageIandI
mutationalIhotspotsIinIhumanImitochondrialIq|nWIJournalWofWArchaeologicalWScienceUI2005UI][UIZYb]VZYcY2.9 22

161 “ecoveryIofIq|nIfromIarchaeologicalIinsectIremainsgIfirstIresultsUIproblemsIandIpotentialWIJournalW
ofWArchaeologicalWScienceUI2009UI]cUIZZdfVZZe] 2.9 21

160 –racingItheIphylogeographyIofIhumanIpopulationsIinIoritainIbasedIonIathVZZthIcenturyImtq|nI
genotypesWIMolecularWBiologyWandWEvolutionUI2006UI[]UIZb[VcZ 8.3 21

159 ‘lasmodiumIvivaxIzalariaIViewedIthroughItheIyensIofIanIrradicatedIruropeanI”trainWIMolecularW
BiologyWandWEvolutionUI2020UI]dUIdd]Vdeb 8.3 21

158 ‘rotectiveIroleIofItheIvultureIfacialIskinIandIgutImicrobiomesIaidIadaptationItoIscavengingWIActaW
VeterinariaWScandinavicaUI2018UIcYUIcZ 2 21

157 nIsimplifiedIq|nIextractionIprotocolIforIunsortedIbulkIarthropodIsamplesIthatImaintainsI
exoskeletalIintegrityWIEnvironmentalWDNAUI2019UIZUIZaaVZba 7.6 20
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156 nnIexpandedImammalImitogenomeIdatasetIfromI”outheastInsiaWIGigaScienceUI2017UIcUIZVe 7.6 20

155 zitogenomicIinsightsIintoIaIrecentlyIdescribedIandIrarelyIobservedIkillerIwhaleImorphotypeWIPolarW
BiologyUI2013UI]cUIZbZfVZb[] 2 19

154  henIbugsIrevealIbiodiversityWIMolecularWEcologyUI2013UI[[UIfYfVZZ 5.7 19

153 –heIPrelicsIofIwoanIofInrcPgIaIforensicImultidisciplinaryIanalysisWIForensicWScienceWInternationalUI2010UI
ZfaUIefVZb 2.6 19

152 surtherIevidenceIofIphelonidIherpesvirusIbIQphuVbRIlatencygIhighIlevelsIofIphuVbIq|nIdetectedIinI
clinicallyIhealthyImarineIturtlesWIPeerJUI2016UIaUIe[[da 3.1 19

151 nIflockIofIgenomesWIScienceUI2014UI]acUIZ]YeVZ]Yf 33.3 19

150
|earV“andomIqistributionIofIphromosomeVqerivedIpircularIq|nIinItheIpondensedItenomeIofI
‘igeonsIandItheIyargerUIzoreI“epeatV“ichIuumanItenomeWIGenomeWBiologyWandWEvolutionUI2020UI
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