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m Paper IF Citations

121 vomparativeMassessmentMofMlargeZscaleMdataMsetsMofMproteinZproteinMinteractionsaMNatureYM2002YMgdjYMfllZgcf50.4 1856

120 TowardMautomaticMreconstructionMofMaMhighlyMresolvedMtreeMofMlifeaMScienceYM2006YMfddYMdekfZj 33.3 1197

119 STRINzmMaMdatabaseMofMpredictedMfunctionalMassociationsMbetweenMproteinsaMNucleicnAcidsnResearchYM
2003YMfdYMehkZid 20.1 1182

118 STRINzmMknownMandMpredictedMproteinZproteinMassociationsYMintegratedMandMtransferredMacrossM
organismsaMNucleicnAcidsnResearchYM2005YMffYMwgffZj 20.1 953

117 vonservationMofMgeneMordermMaMfingerprintMofMproteinsMthatMphysicallyMinteractaMTrendsninnBiochemicaln
SciencesYM1998YMefYMfegZk 10.3 865

116 wecipheringMtheMevolutionMandMmetabolismMofManManammoxMbacteriumMfromMaMcommunityMgenomeaM
NatureYM2006YMggcYMjlcZg 50.4 861

115
TheMgenomeMsequenceMofMuifidobacteriumMlongumMreflectsMitsMadaptationMtoMtheMhumanM
gastrointestinalMtractaMProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofn
AmericaYM2002YMllYMdggeeZj

11.5 778

114 STRINzmMaMwebZserverMtoMretrieveMandMdisplayMtheMrepeatedlyMoccurringMneighbourhoodMofMaMgeneaM
NucleicnAcidsnResearchYM2000YMekYMfggeZg 20.1 651

113 zenomeMphylogenyMbasedMonMgeneMcontentaMNaturenGeneticsYM1999YMedYMdckZdc 36.3 556

112 STRINzMjZZrecentMdevelopmentsMinMtheMintegrationMandMpredictionMofMproteinMinteractionsaMNucleicn
AcidsnResearchYM2007YMfhYMwfhkZie 20.1 503

111 PredictingMdiseaseMgenesMusingMproteinZproteinMinteractionsaMJournalnofnMedicalnGeneticsYM2006YMgfYMildZk 5.8 393

110 PredictingMproteinMfunctionMbyMgenomicMcontextmMquantitativeMevaluationMandMqualitativeMinferencesaM
GenomenResearchYM2000YMdcYMdecgZdc 9.7 351

109 zenomesMinMfluxmMtheMevolutionMofMarchaealMandMproteobacterialMgeneMcontentaMGenomenResearchYM
2002YMdeYMdjZeh 9.7 257

108 TheMidentificationMofMfunctionalMmodulesMfromMtheMgenomicMassociationMofMgenesaMProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYM2002YMllYMhklcZh 11.5 213

107 ReZannotatingMtheMMycoplasmaMpneumoniaeMgenomeMsequencemMaddingMvalueYMfunctionMandMreadingM
framesaMNucleicnAcidsnResearchYM2000YMekYMfejkZkk 20.1 194

106 TheMyeastMcoexpressionMnetworkMhasMaMsmallZworldYMscaleZfreeMarchitectureMandMcanMbeMexplainedMbyM
aMsimpleMmodelaMEMBOnReportsYM2004YMhYMekcZg 6.5 186

105 PathwayMalignmentmMapplicationMtoMtheMcomparativeManalysisMofMglycolyticMenzymesaMBiochemicaln
JournalYM1999YMfgfYMddhZdeg 3.8 185
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104 TheMRZspondinMproteinMfamilyaMGenomenBiologyYM2012YMdfYMege 18.3 182

103 zeneMcontextMconservationMofMaMhigherMorderMthanMoperonsaMTrendsninnBiochemicalnSciencesYM2000YMehYMgjgZl10.3 164

102 LargeZscaleMgeneticMperturbationsMrevealMregulatoryMnetworksMandManMabundanceMofMgeneZspecificM
repressorsaMCellYM2014YMdhjYMjgcZhe 56.2 160

101 SHOTmMaMwebMserverMforMtheMconstructionMofMgenomeMphylogeniesaMTrendsninnGeneticsYM2002YMdkYMdhkZie 8.5 156

100 PredictingMgeneMfunctionMbyMconservedMcoZexpressionaMTrendsninnGeneticsYM2003YMdlYMefkZge 8.5 156

99 womainsMinMplexinsmMlinksMtoMintegrinsMandMtranscriptionMfactorsaMTrendsninnBiochemicalnSciencesYM1999YM
egYMeidZf 10.3 156

98 zenomeMtreesMandMtheMnatureMofMgenomeMevolutionaMAnnualnReviewnofnMicrobiologyYM2005YMhlYMdldZecl 17.5 151

97
InZdepthMqualitativeMandMquantitativeMprofilingMofMtyrosineMphosphorylationMusingMaMcombinationMofM
phosphopeptideMimmunoaffinityMpurificationMandMstableMisotopeMdimethylMlabelingaMMolecularnandn
CellularnProteomicsYM2010YMlYMkgZll

7.6 142

96 zenomeMevolutionaMzeneMfusionMversusMgeneMfissionaMTrendsninnGeneticsYM2000YMdiYMlZdd 8.5 136

95 OriginMandMevolutionMofMtheMperoxisomalMproteomeaMBiologynDirectYM2006YMdYMk 7.2 132

94 wistinctiveMexpansionMofMpotentialMvirulenceMgenesMinMtheMgenomeMofMtheMoomyceteMfishMpathogenM
SaprolegniaMparasiticaaMPLoSnGeneticsYM2013YMlYMedccfeje 6 130

93 xvolutionaryMdynamicsMofMtheMkinetochoreMnetworkMinMeukaryotesMasMrevealedMbyMcomparativeM
genomicsaMEMBOnReportsYM2017YMdkYMdhhlZdhjd 6.5 128

92 SOMuRxROYMuxtRSKINdYMandMuxtRSKINeMregulateMrootMcapMmaturationMinMtrabidopsisaMPlantnCellYM
2010YMeeYMigcZhg 11.6 124

91 TheMtrabidopsisMbZIPMtranscriptionMfactorMfamilyZanMupdateaMCurrentnOpinionninnPlantnBiologyYM2018YM
ghYMfiZgl 9.9 120

90 yunctionMpredictionMandMproteinMnetworksaMCurrentnOpinionninnCellnBiologyYM2003YMdhYMdldZk 9 118

89 TheMphylogeneticMdistributionMofMfrataxinMindicatesMaMroleMinMironZsulfurMclusterMproteinMassemblyaM
HumannMolecularnGeneticsYM2001YMdcYMegifZk 5.6 114

88 tuIgmMversatileMactivatorMandMrepressoraMTrendsninnPlantnScienceYM2013YMdkYMdehZfe 13.1 110

87 SystematicMdiscoveryMofManalogousMenzymesMinMthiaminMbiosynthesisaMNaturenBiotechnologyYM2003YM
edYMjlcZh 44.5 109
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86 yunctionalMoverlapMandMregulatoryMlinksMshapeMgeneticMinteractionsMbetweenMsignalingMpathwaysaM
CellYM2010YMdgfYMlldZdccg 56.2 105

85 xvolutionMandMfunctionMofMtheMmitoticMcheckpointaMDevelopmentalnCellYM2012YMefYMeflZhc 10.2 103

84 wOWNYMMILwxWMRxSISTtNTMiMandMwMRiZLIKxMOXYzxNtSxMdMareMpartiallyMredundantMbutMdistinctM
suppressorsMofMimmunityMinMtrabidopsisaMPlantnJournalYM2015YMkdYMedcZee 6.9 100

83 tMTPRMdomainZcontainingMNZterminalMmoduleMofMMPSdMisMrequiredMforMitsMkinetochoreMlocalizationMbyM
turoraMuaMJournalnofnCellnBiologyYM2013YMecdYMedjZfd 7.3 100

82 TheMvertebrateMmitoticMcheckpointMproteinMuUuRdMisManMunusualMpseudokinaseaMDevelopmentalnCellYM
2012YMeeYMdfedZl 10.2 98

81 OrthologyMpredictionMatMscalableMresolutionMbyMphylogeneticMtreeManalysisaMBMCnBioinformaticsYM2007YM
kYMkf 3.6 97

80 trabidopsisMPLxTHORtMtranscriptionMfactorsMcontrolMphyllotaxisaMCurrentnBiologyYM2011YMedYMddefZk 6.3 96

79 trrayedMuUuMrecruitmentMmodulesMinMtheMkinetochoreMscaffoldMKNLdMpromoteMaccurateM
chromosomeMsegregationaMJournalnofnCellnBiologyYM2013YMecfYMlgfZhh 7.3 92

78 xvolutionMofMtheMTORMpathwayaMJournalnofnMolecularnEvolutionYM2011YMjfYMeclZec 3.1 90

77 QuantifyingMmodularityMinMtheMevolutionMofMbiomolecularMsystemsaMGenomenResearchYM2004YMdgYMfldZj 9.7 81

76 TheMPLxTHORtMzeneMRegulatoryMNetworkMzuidesMzrowthMandMvellMwifferentiationMinMtrabidopsisM
RootsaMPlantnCellYM2016YMekYMelfjZelhd 11.6 81

75 vonservationMofMgeneMcoZregulationMinMprokaryotesMandMeukaryotesaMTrendsninnBiotechnologyYM2002YM
ecYMgcjZdcnMdiscussionMgdc 15.1 79

74 vorrelationMbetweenMsequenceMconservationMandMtheMgenomicMcontextMafterMgeneMduplicationaM
NucleicnAcidsnResearchYM2005YMffYMjdjiZjdji 20.1 78

73 xxploitationMofMgeneMcontextaMCurrentnOpinionninnStructuralnBiologyYM2000YMdcYMfiiZjc 8.1 77

72 PathwayMalignmentmMapplicationMtoMtheMcomparativeManalysisMofMglycolyticMenzymesaMBiochemicaln
JournalYM1999YMfgfYMddh 3.8 75

71 vomparativeMphosphoproteomicsMrevealsMevolutionaryMandMfunctionalMconservationMofM
phosphorylationMacrossMeukaryotesaMGenomenBiologyYM2008YMlYMRdgg 18.3 64

70 vombiningMdataMfromMgenomesYMYeHMandMfwMstructureMindicatesMthatMuoltMisMaMreductaseMinteractingM
withMaMglutaredoxinaMFEBSnLettersYM2005YMhjlYMhldZi 3.8 64

69 TheMconsistentMphylogeneticMsignalMinMgenomeMtreesMrevealedMbyMreducingMtheMimpactMofMnoiseaM
JournalnofnMolecularnEvolutionYM2004YMhkYMhejZfl 3.1 60
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68 tMdomainZcentricManalysisMofMoomyceteMplantMpathogenMgenomesMrevealsMuniqueMproteinM
organizationaMPlantnPhysiologyYM2011YMdhhYMiekZgg 6.6 59

67 PhylogenomicsMrevealMaMrobustMfungalMtreeMofMlifeaMFEMSnYeastnResearchYM2006YMiYMdedfZec 3.1 57

66 InversionsMandMtheMdynamicsMofMeukaryoticMgeneMorderaMTrendsninnGeneticsYM2001YMdjYMfcgZi 8.5 54

65 zenesisMofMchromatinMandMtranscriptionMdynamicsMinMtheMoriginMofMspeciesaMCellYM2015YMdidYMjegZfi 56.2 53

64 TyrosineMphosphorylationMprofilingMinMyzyZeMstimulatedMhumanMembryonicMstemMcellsaMPLoSnONEYM
2011YMiYMedjhfk 3.7 53

63 SignatureMgenesMasMaMphylogenomicMtoolaMMolecularnBiologynandnEvolutionYM2008YMehYMdihlZij 8.3 53

62 zeneMcoZregulationMisMhighlyMconservedMinMtheMevolutionMofMeukaryotesMandMprokaryotesaMNucleicn
AcidsnResearchYM2004YMfeYMgjehZfd 20.1 51

61 zeneMandMcontextmMintegrativeMapproachesMtoMgenomeManalysisaMAdvancesninnProteinnChemistryYM2000YM
hgYMfghZjl 49

60 xxtensiveMtranslationalMregulationMduringMseedMgerminationMrevealedMbyMpolysomalMprofilingaMNewn
PhytologistYM2017YMedgYMeffZegg 9.8 46

59 xvolutionaryMacquisitionMofMcysteinesMdeterminesMyOXOMparalogZspecificMredoxMsignalingaM
AntioxidantsnandnRedoxnSignalingYM2015YMeeYMdhZek 8.4 44

58 xvolutionMofMtheMRasZlikeMsmallMzTPasesMandMtheirMregulatorsaMSmallnGTPasesYM2011YMeYMgZdi 2.7 44

57 xffectorMidentificationMinMtheMlettuceMdownyMmildewMuremiaMlactucaeMbyMmassivelyMparallelM
transcriptomeMsequencingaMMolecularnPlantnPathologyYM2012YMdfYMjdlZfd 5.7 39

56 TargetedMquantitativeMphosphoproteomicsMapproachMforMtheMdetectionMofMphosphoZtyrosineM
signalingMinMplantsaMJournalnofnProteomenResearchYM2012YMddYMgfkZgk 5.6 39

55 LateralMzeneMTransferYMzenomeMSurveysYMandMtheMPhylogenyMofMProkaryotesaMScienceYM1999YMekiYMdggfaZdggf33.3 39

54 MosaicMoriginMofMtheMeukaryoticMkinetochoreaMProceedingsnofnthenNationalnAcademynofnSciencesnofnthen
UnitednStatesnofnAmericaYM2019YMddiYMdekjfZdekke 11.5 38

53 ReconstructionMofMoomyceteMgenomeMevolutionMidentifiesMdifferencesMinMevolutionaryMtrajectoriesM
leadingMtoMpresentZdayMlargeMgeneMfamiliesaMGenomenBiologynandnEvolutionYM2012YMgYMdllZedd 3.9 38

52 ProteinMcomplexMevolutionMdoesMnotMinvolveMextensiveMnetworkMrewiringaMPLoSnComputationaln
BiologyYM2008YMgYMedcccdfe 5 38

51 vorrelationMbetweenMsequenceMconservationMandMtheMgenomicMcontextMafterMgeneMduplicationaM
NucleicnAcidsnResearchYM2005YMffYMidigZjd 20.1 37
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50 tMsubfamilyMofMputativeMcytokininMreceptorsMisMrevealedMbyManManalysisMofMtheMevolutionMofMtheM
twoZcomponentMsignalingMsystemMofMplantsaMPlantnPhysiologyYM2014YMdihYMeejZfj 6.6 33

49
UniqueMPhylogeneticMwistributionsMofMtheMSkaMandMwamdMvomplexesMSupportMyunctionalMtnalogyM
andMSuggestMMultipleMParallelMwisplacementsMofMSkaMbyMwamdaMGenomenBiologynandnEvolutionYM2017YM
lYMdelhZdfcf

3.9 32

48 IdentificationMofMhomologsMinMinsignificantMblastMhitsMbyMexploitingMextrinsicMgeneMpropertiesaMBMCn
BioinformaticsYM2007YMkYMfhi 3.6 25

47 tMglobalMdefinitionMofMexpressionMcontextMisMconservedMbetweenMorthologsYMbutMdoesMnotMcorrelateM
withMsequenceMconservationaMBMCnGenomicsYM2006YMjYMdc 4.5 25

46 TheMplantMPolycombMrepressiveMcomplexMdMUPRvdVMexistedMinMtheMancestorMofMseedMplantsMandMhasMaM
complexMduplicationMhistoryaMBMCnEvolutionarynBiologyYM2015YMdhYMgg 3 23

45 WidespreadMRecurrentMPatternsMofMRapidMRepeatMxvolutionMinMtheMKinetochoreMScaffoldMKNLdaM
GenomenBiologynandnEvolutionYM2015YMjYMefkfZlf 3.9 23

44 PhylogenomicsZguidedMdiscoveryMofMaMnovelMconservedMcassetteMofMshortMlinearMmotifsMinMuubRdM
essentialMforMtheMspindleMcheckpointaMOpennBiologyYM2016YMiYM 7 23

43 MeasuringMtheMimpactMofMgeneMpredictionMonMgeneMlossMestimatesMinMxukaryotesMbyMquantifyingM
falselyMinferredMabsencesaMPLoSnComputationalnBiologyYM2019YMdhYMedccjfcd 5 22

42 xpigeneticsMandMtranscriptionMregulationMduringMeukaryoticMdiversificationmMtheMsagaMofMTyIIwaMGenesn
andnDevelopmentYM2019YMffYMkkkZlce 12.6 21

41 voevolutionMofMgeneMfamiliesMinMprokaryotesaMGenomenResearchYM2008YMdkYMgieZk 9.7 20

40 womesticationMofMselfZsplicingMintronsMduringMeukaryogenesismMtheMriseMofMtheMcomplexMspliceosomalM
machineryaMBiologynDirectYM2017YMdeYMfc 7.2 19

39
QuantitativeMlabelZfreeMphosphoproteomicsMofMsixMdifferentMlifeMstagesMofMtheMlateMblightMpathogenM
PhytophthoraMinfestansMrevealsMabundantMphosphorylationMofMmembersMofMtheMvRNMeffectorMfamilyaM
JournalnofnProteomenResearchYM2014YMdfYMdkgkZhl

5.6 19

38 vontributionMofMtheMepigeneticMmarkMHfKejmefMtoMfunctionalMdivergenceMafterMwholeMgenomeM
duplicationMinMtrabidopsisaMGenomenBiologyYM2012YMdfYMRlg 18.3 19

37 vomparativeMgenomicsMforMreliableMproteinZfunctionMpredictionMfromMgenomicMdataaMTrendsninn
GeneticsYM2004YMecYMfgcZg 8.5 19

36 NovelMpipelineMidentifiesMnewMupstreamMORysMandMnonZtUzMinitiatingMmainMORysMwithMconservedM
aminoMacidMsequencesMinMtheMhTMleaderMofMmRNtsMinaMRnaYM2019YMehYMeleZfcg 5.8 19

35 vonflictingMphylogeneticMpositionMofMSchizosaccharomycesMpombeaMGenomicsYM2006YMkkYMfkjZlf 4.3 18

34 PhylogenyMofMtheMvwvehMhomologyMdomainMrevealsMrapidMdifferentiationMofMRasMpathwaysMbetweenM
earlyManimalsMandMfungiaMCellularnSignallingYM2009YMedYMdhjlZkh 4.9 17

33 TheMphylogenyMofMvbSdMbZIPMtranscriptionMfactorsMrevealsMaMsharedMalgalMancestryMandMtheM
preZangiospermMtranslationalMregulationMofMSdMtranscriptsaMScientificnReportsYM2016YMiYMfcggg 4.9 17
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32 TimingMtheMoriginMofMeukaryoticMcellularMcomplexityMwithMancientMduplicationsaMNaturenEcologynandn
EvolutionYM2021YMhYMleZdcc 12.3 17

31 IncreasedMsucroseMlevelsMmediateMselectiveMmRNtMtranslationMinMtrabidopsisaMBMCnPlantnBiologyYM
2014YMdgYMfci 5.3 16

30 vohesiveMversusMflexibleMevolutionMofMfunctionalMmodulesMinMeukaryotesaMPLoSnComputationalnBiology
YM2009YMhYMedccceji 5 15

29 vomplexMfateMofMparalogsaMBMCnEvolutionarynBiologyYM2008YMkYMffj 3 15

28 SpatialMOrganizationMinMProteinMKinaseMtMSignalingMxmergedMatMtheMuaseMofMtnimalMxvolutionaMJournaln
ofnProteomenResearchYM2015YMdgYMeljiZkj 5.6 13

27 xvolutionaryMwynamicsMofMtheMSpindleMtssemblyMvheckpointMinMxukaryotesaMCurrentnBiologyYM2020YM
fcYMRhklZRice 6.3 13

26 TheMmolecularMbasisMofMmonopolinMrecruitmentMtoMtheMkinetochoreaMChromosomaYM2019YMdekYMffdZfhg 2.8 12

25 watabaseMindependentMproteomicsManalysisMofMtheMostrichMandMhumanMproteomeaMProceedingsnofnthen
NationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaYM2012YMdclYMgcjZde 11.5 12

24 VariationMandMevolutionMofMbiomolecularMsystemsmMsearchingMforMfunctionalMrelevanceaMFEBSnLettersYM
2005YMhjlYMdkflZgh 3.8 12

23 vomparativeMzenomeMtnalysisMofMtheMMollicutesM2002YMehhZejk 12

22 tMhighZresolutionMgeneMexpressionMatlasMofMepistasisMbetweenMgeneZspecificMtranscriptionMfactorsM
exposesMpotentialMmechanismsMforMgeneticMinteractionsaMBMCnBiologyYM2015YMdfYMdde 7.3 11

21 xvaluatingMexperimentalMbiasMandMcompletenessMinMcomparativeMphosphoproteomicsManalysisaMPLoSn
ONEYM2011YMiYMeefeji 3.7 11

20 SharedMproteinMcomplexMsubunitsMcontributeMtoMexplainingMdisruptedMcoZoccurrenceaMPLoSn
ComputationalnBiologyYM2013YMlYMedccfdeg 5 10

19 InferringMtheMxvolutionaryMHistoryMofMYourMyavoriteMProteinmMtMzuideMforMMolecularMuiologistsaM
BioEssaysYM2019YMgdYMedlcccci 4.1 8

18 tMpredictedMfunctionalMgeneMnetworkMforMtheMplantMpathogenMPhytophthoraMinfestansMasMaM
frameworkMforMgenomicMbiologyaMBMCnGenomicsYM2013YMdgYMgkf 4.5 8

17 TheMhistoneMmodificationMHfKejmefMisMretainedMafterMgeneMduplicationMandMcorrelatesMwithM
conservedMnoncodingMsequencesMinMtrabidopsisaMGenomenBiologynandnEvolutionYM2014YMiYMhjeZl 3.9 8

16 xnrichmentMofMhomologsMinMinsignificantMuLtSTMhitsMbyMcoZcomplexMnetworkMalignmentaMBMCn
BioinformaticsYM2010YMddYMki 3.6 8

15 SmallMhomologousMblocksMinMphytophthoraMgenomesMdoMnotMpointMtoManMancientMwholeZgenomeM
duplicationaMGenomenBiologynandnEvolutionYM2014YMiYMdcjlZkh 3.9 7
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14 zeneMduplicationsMcontributeMtoMtheMoverrepresentationMofMinteractionsMbetweenMproteinsMofMaM
similarMageaMBMCnEvolutionarynBiologyYM2012YMdeYMll 3 6

13 uioinformaticMinferenceMofMspecificMandMgeneralMtranscriptionMfactorMbindingMsitesMinMtheMplantM
pathogenMPhytophthoraMinfestansaMPLoSnONEYM2012YMjYMehdelh 3.7 6

12 vomparativeMzenomeMtnalysismMxxploitingMtheMvontextMofMzenesMtoMInferMxvolutionMandMPredictM
yunctionaMComputationalnBiologyYM2000YMekdZelg 0.7 6

11 uenchmarkingMorthologyMmethodsMusingMphylogeneticMpatternsMdefinedMatMtheMbaseMofMxukaryotesaM
BriefingsninnBioinformaticsYM2021YMeeYM 13.4 5

10 vhromosomalMinstabilityMbyMmutationsMinMtheMnovelMminorMspliceosomeMcomponentMvxNtTtvaMEMBOn
JournalYM2021YMgcYMedcihfi 13 4

9 xxplorationMofMtheMomicsMevidenceMlandscapemMaddingMqualitativeMlabelsMtoMpredictedMproteinZproteinM
interactionsaMGenomenBiologyYM2007YMkYMRdlj 18.3 3

8 TheMfirstMeukaryoticMkinomeMtreeMilluminatesMtheMdynamicMhistoryMofMpresentZdayMkinases 3

7 vonservationMofMgeneMcoZregulationMinMprokaryotesMandMeukaryotesaMTrendsninnBiotechnologyYM2002YM
ecYMgdc 15.1 2

6 vhromosomalMinstabilityMbyMmutationsMinMaMnovelMspecificityMfactorMofMtheMminorMspliceosome 1

5 TimingMtheMoriginMofMeukaryoticMcellularMcomplexityMwithMancientMduplications 1

4 RecurrentMsequenceMevolutionMafterMindependentMgeneMduplicationaMBMCnEvolutionarynBiologyYM2020YM
ecYMlk 3 1

3 TheMspreadMofMtheMfirstMintronsMinMprotoZeukaryoticMparalogsaaMCommunicationsnBiologyYM2022YMhYMgji 6.7 0

2 ReliableMandMSpecificMProteinMyunctionMPredictionMbyMvombiningMHomologyMwithMzenomicUsVMvontextM
2006YMdfZel

1 PhylogeneticMprofilingMinMeukaryotesmMTheMeffectMofMspeciesYMorthologousMgroupYMandMinteractomeM
selectionMonMproteinMinteractionMpredictionaaMPLoSnONEYM2022YMdjYMecehdkff 3.7
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