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l Paper IF Citations

460 ynsightsJintoJtheJphylogenyJandJcodingJpotentialJofJmicrobialJdarkJmatterXJNatureVJ2013VJdiiVJdcaWg 50.4 1484

459  etagenomicJandJfunctionalJanalysisJofJhindgutJmicrobiotaJofJaJwoodWfeedingJhigherJtermiteXJ
NatureVJ2007VJdeZVJefZWe 50.4 990

458 y wjJtheJyntegratedJ icrobialJwenomesJdatabaseJandJcomparativeJanalysisJsystemXJNucleicnAcidsn
ResearchVJ2012VJdZVJtaaeWbb 20.1 953

457 qJphylogenyWdrivenJgenomicJencyclopaediaJofJracteriaJandJqrchaeaXJNatureVJ2009VJdfbVJaZefWfZ 50.4 803

456 y wJuRjJaJsystemJforJmicrobialJgenomeJannotationJexpertJreviewJandJcurationXJBioinformaticsVJ2009
VJbeVJbbgaWh 7.2 742

455 wenomeJsequenceJofJracillusJcereusJandJcomparativeJanalysisJwithJracillusJanthracisXJNatureVJ2003VJ
dbcVJhgWia 50.4 670

454  inimumJinformationJaboutJaJsingleJamplifiedJgenomeJR ySqwSJandJaJmetagenomeWassembledJ
genomeJR y qwSJofJbacteriaJandJarchaeaXJNaturenBiotechnologyVJ2017VJceVJgbeWgca 44.5 648

453 UncoveringJuarthQsJviromeXJNatureVJ2016VJecfVJdbeWcZ 50.4 551

452  etagenomicJanalysisJofJtwoJenhancedJbiologicalJphosphorusJremovalJRurüRSJsludgeJcommunitiesXJ
NaturenBiotechnologyVJ2006VJbdVJabfcWi 44.5 541

451 y wY JvXeXZjJanJintegratedJdataJmanagementJandJcomparativeJanalysisJsystemJforJmicrobialJ
genomesJandJmicrobiomesXJNucleicnAcidsnResearchVJ2019VJdgVJtfffWtfgg 20.1 476

450
tissectingJbiologicalJLdarkJmatterLJwithJsingleWcellJgeneticJanalysisJofJrareJandJuncultivatedJT gJ
microbesJfromJtheJhumanJmouthXJProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitedn
StatesnofnAmericaVJ2007VJaZdVJaahhiWid

11.5 464

449 TheJWolbachiaJgenomeJofJrrugiaJmalayijJendosymbiontJevolutionJwithinJaJhumanJpathogenicJ
nematodeXJPLoSnBiologyVJ2005VJcVJeaba 9.7 452

448 y wJdJversionJofJtheJintegratedJmicrobialJgenomesJcomparativeJanalysisJsystemXJNucleicnAcidsn
ResearchVJ2014VJdbVJtefZWg 20.1 444

447 weneüRy üjJaJgeneJpredictionJimprovementJpipelineJforJprokaryoticJgenomesXJNaturenMethodsVJ
2010VJgVJdeeWg 21.6 441

446 TheJgenomeJsequenceJofJtheJfacultativeJintracellularJpathogenJrrucellaJmelitensisXJProceedingsnofn
thenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaVJ2002VJiiVJddcWh 11.5 439

445  icrobialJspeciesJdelineationJusingJwholeJgenomeJsequencesXJNucleicnAcidsnResearchVJ2015VJdcVJfgfaWga 20.1 433

444 SymbiosisJinsightsJthroughJmetagenomicJanalysisJofJaJmicrobialJconsortiumXJNatureVJ2006VJddcVJieZWe 50.4 339
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443 y wY jJintegratedJgenomeJandJmetagenomeJcomparativeJdataJanalysisJsystemXJNucleicnAcidsn
ResearchVJ2017VJdeVJteZgWteaf 20.1 317

442 TheJintegratedJmicrobialJgenomesJRy wSJsystemXJNucleicnAcidsnResearchVJ2006VJcdVJtcddWh 20.1 306

441 y wY jJaJdataJmanagementJandJanalysisJsystemJforJmetagenomesXJNucleicnAcidsnResearchVJ2008VJ
cfVJtecdWh 20.1 268

440 wenomeJsequenceJandJanalysisJofJtheJoralJbacteriumJvusobacteriumJnucleatumJstrainJqTssJbeehfXJ
JournalnofnBacteriologyVJ2002VJahdVJbZZeWah 3.5 268

439 sompleteJgenomeJsequenceJofJtS JcZZhcRTSVJtheJtypeJstrainJRUeYdaRTSSJofJuscherichiaJcoliVJandJaJ
proposalJforJdelineatingJsubspeciesJinJmicrobialJtaxonomyXJStandardsninnGenomicnSciencesVJ2014VJiVJb 267

438 UseJofJsimulatedJdataJsetsJtoJevaluateJtheJfidelityJofJmetagenomicJprocessingJmethodsXJNaturen
MethodsVJ2007VJdVJdieWeZZ 21.6 257

437 xighWresolutionJmetagenomicsJtargetsJspecificJfunctionalJtypesJinJcomplexJmicrobialJcommunitiesXJ
NaturenBiotechnologyVJ2008VJbfVJaZbiWcd 44.5 226

436 y wY JdJversionJofJtheJintegratedJmetagenomeJcomparativeJanalysisJsystemXJNucleicnAcidsn
ResearchVJ2014VJdbVJtefhWgc 20.1 212

435 TheJintegratedJmicrobialJgenomesJsystemjJanJexpandingJcomparativeJanalysisJresourceXJNucleicn
AcidsnResearchVJ2010VJchVJtchbWiZ 20.1 210

434 sultivationJandJsequencingJofJrumenJmicrobiomeJmembersJfromJtheJxungateaZZZJsollectionXJ
NaturenBiotechnologyVJ2018VJcfVJceiWcfg 44.5 207

433 y wY jJtheJintegratedJmetagenomeJdataJmanagementJandJcomparativeJanalysisJsystemXJNucleicn
AcidsnResearchVJ2012VJdZVJtabcWi 20.1 207

432 TheJevolutionJofJhostJspecializationJinJtheJvertebrateJgutJsymbiontJ’actobacillusJreuteriXJPLoSn
GeneticsVJ2011VJgVJeaZZacad 6 203

431  inimumJynformationJaboutJanJUncultivatedJVirusJwenomeJR yUViwSXJNaturenBiotechnologyVJ2019VJ
cgVJbiWcg 44.5 180

430 TheJtôuWzwyJStandardJôperatingJürocedureJforJtheJqnnotationsJofJ icrobialJwenomesXJStandardsn
innGenomicnSciencesVJ2009VJaVJfcWg 177

429 TheJstandardJoperatingJprocedureJofJtheJtôuWzwyJ icrobialJwenomeJqnnotationJüipelineJR wqüJ
vXdSXJStandardsninnGenomicnSciencesVJ2015VJaZVJhf 174

428 TheJuRwôJgenomeJanalysisJandJdiscoveryJsystemXJNucleicnAcidsnResearchVJ2003VJcaVJafdWga 20.1 173

427 wenomeJsequenceJandJanalysisJofJtheJsoilJcellulolyticJactinomyceteJThermobifidaJfuscaJYXXJJournaln
ofnBacteriologyVJ2007VJahiVJbdggWhf 3.5 167

426 TheJintegratedJmicrobialJgenomesJRy wSJsystemJinJbZZgjJdataJcontentJandJanalysisJtoolJextensionsXJ
NucleicnAcidsnResearchVJ2008VJcfVJtebhWcc 20.1 167

(2008-2017)
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425 aVZZcJreferenceJgenomesJofJbacterialJandJarchaealJisolatesJexpandJcoverageJofJtheJtreeJofJlifeXJ
NaturenBiotechnologyVJ2017VJceVJfgfWfhc 44.5 161

424 TargetedJdiscoveryJofJglycosideJhydrolasesJfromJaJswitchgrassWadaptedJcompostJcommunityXJPLoSn
ONEVJ2010VJeVJehhab 3.7 154

423 TheJcompleteJgenomeJsequenceJofJvibrobacterJsuccinogenesJSheJrevealsJaJcellulolyticJandJ
metabolicJspecialistXJPLoSnONEVJ2011VJfVJeahhad 3.7 152

422 wiantJvirusesJwithJanJexpandedJcomplementJofJtranslationJsystemJcomponentsXJScienceVJ2017VJcefVJhbWhe33.3 148

421
TheJgenomeJsequenceJofJüsychrobacterJarcticusJbgcWdVJaJpsychroactiveJSiberianJpermafrostJ
bacteriumVJrevealsJmechanismsJforJadaptationJtoJlowWtemperatureJgrowthXJAppliednandn
EnvironmentalnMicrobiologyVJ2010VJgfVJbcZdWab

4.8 134

420  etagenomicsJuncoversJgapsJinJampliconWbasedJdetectionJofJmicrobialJdiversityXJNaturen
MicrobiologyVJ2016VJaVJaeZcb 26.6 132

419 TheJgenomeJsequenceJofJtheJpsychrophilicJarchaeonVJ ethanococcoidesJburtoniijJtheJroleJofJ
genomeJevolutionJinJcoldJadaptationXJISMEnJournalVJ2009VJcVJaZabWce 11.9 128

418 qJgenomicJcatalogJofJuarthQsJmicrobiomesXJNaturenBiotechnologyVJ2021VJciVJdiiWeZi 44.5 120

417 qJbacterialJmetapopulationJadaptsJlocallyJtoJphageJpredationJdespiteJglobalJdispersalXJGenomen
ResearchVJ2008VJahVJbicWg 9.7 119

416  illimeterWscaleJgeneticJgradientsJandJcommunityWlevelJmolecularJconvergenceJinJaJhypersalineJ
microbialJmatXJMolecularnSystemsnBiologyVJ2008VJdVJaih 12.2 118

415 y wYVRjJaJdatabaseJofJculturedJandJunculturedJtNqJVirusesJandJretrovirusesXJNucleicnAcidsn
ResearchVJ2017VJdeVJtdegWtdfe 20.1 115

414 wenomeWrasedJTaxonomicJslassificationJofXJFrontiersninnMicrobiologyVJ2016VJgVJbZZc 5.7 114

413 TheJy wY JdataJmanagementJandJanalysisJsystemJvXfXZjJnewJtoolsJandJadvancedJcapabilitiesXJ
NucleicnAcidsnResearchVJ2021VJdiVJtgeaWtgfc 20.1 114

412 somparativeJmetagenomicJandJmetatranscriptomicJanalysisJofJhindgutJpaunchJmicrobiotaJinJwoodWJ
andJdungWfeedingJhigherJtermitesXJPLoSnONEVJ2013VJhVJefaabf 3.7 113

411 qJmetagenomicJinsightJintoJfreshwaterJmethaneWutilizingJcommunitiesJandJevidenceJforJ
cooperationJbetweenJtheJ ethylococcaceaeJandJtheJ ethylophilaceaeXJPeerJVJ2013VJaVJebc 3.1 104

410 qrchitectureJofJthermalJadaptationJinJanJuxiguobacteriumJsibiricumJstrainJisolatedJfromJcJmillionJ
yearJoldJpermafrostjJaJgenomeJandJtranscriptomeJapproachXJBMCnGenomicsVJ2008VJiVJedg 4.5 103

409 y wYVRJvXbXZjJanJintegratedJdataJmanagementJandJanalysisJsystemJforJcultivatedJandJ
environmentalJviralJgenomesXJNucleicnAcidsnResearchVJ2019VJdgVJtfghWtfhf 20.1 101

408 srypticJinovirusesJrevealedJasJpervasiveJinJbacteriaJandJarchaeaJacrossJuarthQsJbiomesXJNaturen
MicrobiologyVJ2019VJdVJahieWaiZf 26.6 99
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407 sompleteJgenomeJsequenceJofJKytococcusJsedentariusJtypeJstrainJRedaSXJStandardsninnGenomicn
SciencesVJ2009VJaVJabWbZ 94

406 qJgenomicJanalysisJofJtheJarchaealJsystemJygnicoccusJhospitalisWNanoarchaeumJequitansXJGenomen
BiologyVJ2008VJiVJRaeh 18.3 92

405 wlobalJmetagenomicJsurveyJrevealsJaJnewJbacterialJcandidateJphylumJinJgeothermalJspringsXJ
NaturenCommunicationsVJ2016VJgVJaZdgf 17.4 90

404 wenomeJsequenceJofJLsandidatusJvrankiaJdatiscaeLJtgaVJtheJunculturedJmicrosymbiontJfromJ
nitrogenWfixingJrootJnodulesJofJtheJdicotJtatiscaJglomerataXJJournalnofnBacteriologyVJ2011VJaicVJgZagWh 3.5 87

403 ’argeWscaleJcontaminationJofJmicrobialJisolateJgenomesJbyJylluminaJühiXJcontrolXJStandardsninn
GenomicnSciencesVJ2015VJaZVJah 85

402 wenomicJpotentialJofJ arinobacterJaquaeoleiVJaJbiogeochemicalJLopportunitrophLXJAppliednandn
EnvironmentalnMicrobiologyVJ2011VJggVJbgfcWga 4.8 85

401 StopJcodonJreassignmentsJinJtheJwildXJScienceVJ2014VJcddVJiZiWac 33.3 83

400 SingleWcellJgenomicsJrevealsJcomplexJcarbohydrateJdegradationJpatternsJinJporibacterialJsymbiontsJ
ofJmarineJspongesXJISMEnJournalVJ2013VJgVJbbhgWcZZ 11.9 83

399 uxploringJtheJsymbioticJpangenomeJofJtheJnitrogenWfixingJbacteriumJSinorhizobiumJmelilotiXJBMCn
GenomicsVJ2011VJabVJbce 4.5 83

398 TheJstandardJoperatingJprocedureJofJtheJtôuWzwyJ etagenomeJqnnotationJüipelineJR qüJvXdSXJ
StandardsninnGenomicnSciencesVJ2016VJaaVJag 81

397 WholeWgenomeJcomparativeJanalysisJofJthreeJphytopathogenicJXylellaJfastidiosaJstrainsXJ
ProceedingsnofnthenNationalnAcademynofnSciencesnofnthenUnitednStatesnofnAmericaVJ2002VJiiVJabdZcWh 11.5 81

396 y wWqrsjJqJKnowledgeJraseJToJvuelJtiscoveryJofJriosyntheticJweneJslustersJandJNovelJSecondaryJ
 etabolitesXJMBioVJ2015VJfVJeZZicb 7.8 80

395 sompleteJgenomeJsequenceJofJtheJ edicagoJmicrosymbiontJunsiferJRSinorhizobiumSJmedicaeJ
strainJWS daiXJStandardsninnGenomicnSciencesVJ2010VJbVJggWhf 80

394 wenomicsJofJaerobicJcelluloseJutilizationJsystemsJinJactinobacteriaXJPLoSnONEVJ2012VJgVJecicca 3.7 73

393 NonWcontiguousJfinishedJgenomeJsequenceJandJcontextualJdataJofJtheJfilamentousJsoilJbacteriumJ
KtedonobacterJracemiferJtypeJstrainJRSôSüaWbaSXJStandardsninnGenomicnSciencesVJ2011VJeVJigWaaa 72

392 qnJexperimentalJmetagenomeJdataJmanagementJandJanalysisJsystemXJBioinformaticsVJ2006VJbbVJeceiWfg7.2 72

391 NontargetedJvirusJsequenceJdiscoveryJpipelineJandJvirusJclusteringJforJmetagenomicJdataXJNaturen
ProtocolsVJ2017VJabVJafgcWafhb 18.8 71

390 sompleteJgenomeJsequencesJofJsixJstrainsJofJtheJgenusJ ethylobacteriumXJJournalnofnBacteriologyVJ
2012VJaidVJdgdfWh 3.5 70

(2012-2009)
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389  etatranscriptomicJarrayJanalysisJofJQsandidatusJqccumulibacterJphosphatisQWenrichedJenhancedJ
biologicalJphosphorusJremovalJsludgeXJEnvironmentalnMicrobiologyVJ2010VJabVJabZeWag 5.2 67

388 wenomeJanalysisJofJvXJnucleatumJsubJsppJvincentiiJandJitsJcomparisonJwithJtheJgenomeJofJvXJ
nucleatumJqTssJbeehfXJGenomenResearchVJ2003VJacVJaahZWi 9.7 67

387 wenomeJtataJürovidesJxighJSupportJforJwenericJroundariesJinJSensuJ’atoXJFrontiersninnMicrobiology
VJ2017VJhVJaaed 5.7 66

386 somparativeJgenomeJanalysisJofJracillusJcereusJgroupJgenomesJwithJracillusJsubtilisXJFEMSn
MicrobiologynLettersVJ2005VJbeZVJageWhd 2.9 64

385 sompleteJgenomeJsequenceJofJtheJcellulolyticJthermophileJslostridiumJthermocellumJtS acacXJ
JournalnofnBacteriologyVJ2011VJaicVJbiZfWg 3.5 63

384 sompleteJgenomeJsequenceJofJôdoribacterJsplanchnicusJtypeJstrainJRafeaYfSXJStandardsninn
GenomicnSciencesVJ2011VJdVJbZZWi 62

383 y wWqrsjJnewJfeaturesJforJbacterialJsecondaryJmetabolismJanalysisJandJtargetedJbiosyntheticJgeneJ
clusterJdiscoveryJinJthousandsJofJmicrobialJgenomesXJNucleicnAcidsnResearchVJ2017VJdeVJtefZWtefe 20.1 61

382 NovelJinsightsJintoJtheJdiversityJofJcatabolicJmetabolismJfromJtenJhaloarchaealJgenomesXJPLoSnONE
VJ2011VJfVJebZbcg 3.7 60

381 sompleteJgenomeJsequenceJofJLunterobacterJlignolyticusLJSsvaXJStandardsninnGenomicnSciencesVJ
2011VJeVJfiWhe 60

380 traftJsequencingJandJcomparativeJgenomicsJofJXylellaJfastidiosaJstrainsJrevealJnovelJbiologicalJ
insightsXJGenomenResearchVJ2002VJabVJaeefWfc 9.7 59

379
TheJcandidateJphylumJüoribacteriaJbyJsingleWcellJgenomicsjJnewJinsightsJintoJphylogenyVJ
cellWcompartmentationVJeukaryoteWlikeJrepeatJproteinsVJandJotherJgenomicJfeaturesXJPLoSnONEVJ
2014VJiVJehgcec

3.7 59

378 y wYVRJvcjJanJintegratedJecologicalJandJevolutionaryJframeworkJforJinterrogatingJgenomesJofJ
uncultivatedJvirusesXJNucleicnAcidsnResearchVJ2021VJdiVJtgfdWtgge 20.1 58

377 sompleteJgenomeJsequenceJofJtheJaerobicJmarineJmethanotrophJ ethylomonasJmethanicaJ sZiXJ
JournalnofnBacteriologyVJ2011VJaicVJgZZaWb 3.5 57

376 sompleteJgenomeJsequenceJofJshitinophagaJpinensisJtypeJstrainJRUγ JbZcdSXJStandardsninn
GenomicnSciencesVJ2010VJbVJhgWie 57

375 RokubacteriajJwenomicJwiantsJamongJtheJUnculturedJracterialJühylaXJFrontiersninnMicrobiologyVJ
2017VJhVJbbfd 5.7 55

374 wenomeJanalysisJofJtheJanaerobicJthermohalophilicJbacteriumJxalothermothrixJoreniiXJPLoSnONEVJ
2009VJdVJedaib 3.7 54

373 TheJexpandedJdiversityJofJmethylophilaceaeJfromJ’akeJWashingtonJthroughJcultivationJandJ
genomicJsequencingJofJnovelJecotypesXJPLoSnONEVJ2014VJiVJeaZbdeh 3.7 53

372 sompleteJgenomeJsequenceJofJxaliangiumJochraceumJtypeJstrainJRS üWbSXJStandardsninnGenomicn
SciencesVJ2010VJbVJifWaZf 53
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371 sompleteJgenomeJsequenceJofJLThioalkalivibrioJsulfidophilusLJx’WubwrgXJStandardsninnGenomicn
SciencesVJ2011VJdVJbcWce 51

370 weneJcontextJanalysisJinJtheJyntegratedJ icrobialJwenomesJRy wSJdataJmanagementJsystemXJPLoSn
ONEVJ2009VJdVJegigi 3.7 51

369 wenomeJsequenceJofJtheJqrcticJmethanotrophJ ethylobacterJtundripaludumJSVifXJJournalnofn
BacteriologyVJ2011VJaicVJfdahWi 3.5 50

368 ymprovingJmicrobialJgenomeJannotationsJinJanJintegratedJdatabaseJcontextXJPLoSnONEVJ2013VJhVJeedhei 3.7 49

367
sompleteJgenomeJsequencesJforJtheJanaerobicVJextremelyJthermophilicJplantJbiomassWdegradingJ
bacteriaJsaldicellulosiruptorJhydrothermalisVJsaldicellulosiruptorJkristjanssoniiVJsaldicellulosiruptorJ
kronotskyensisVJsaldicellulosiruptorJowensensisVJandJsaldicellulosiruptorJlactoaceticusXJJournalnofn
BacteriologyVJ2011VJaicVJadhcWd

3.5 49

366 sompleteJgenomeJsequenceJofJweodermatophilusJobscurusJtypeJstrainJRwWbZSXJStandardsninn
GenomicnSciencesVJ2010VJbVJaehWfg 49

365 ürotewejJaJcomputationalJprotocolJforJfullyJautomatedJdecontaminationJofJgenomesXJISMEnJournal
VJ2016VJaZVJbfiWgb 11.9 48

364 wenomeJsequencesJforJsixJRhodanobacterJstrainsVJisolatedJfromJsoilsJandJtheJterrestrialJ
subsurfaceVJwithJvariableJdenitrificationJcapabilitiesXJJournalnofnBacteriologyVJ2012VJaidVJddfaWb 3.5 47

363 qJwenomicJuncyclopediaJofJtheJRootJNoduleJracteriajJassessingJgeneticJdiversityJthroughJaJ
systematicJbiogeographicJsurveyXJStandardsninnGenomicnSciencesVJ2015VJaZVJad 46

362 traftJgenomeJsequenceJofJvrankiaJspXJstrainJsNcVJanJatypicalVJnoninfectiveJRNodWSJineffectiveJRvixWSJ
isolateJfromJsoriariaJnepalensisXJGenomenAnnouncementsVJ2013VJaVJeZZZheac 46

361
sompleteJgenomeJsequenceJofJtheJtermiteJhindgutJbacteriumJSpirochaetaJcoccoidesJtypeJstrainJ
RSüNaRTSSVJreclassificationJinJtheJgenusJSphaerochaetaJasJSphaerochaetaJcoccoidesJcombXJnovXJandJ
emendationsJofJtheJfamilyJSpirochaetaceaeJandJtheJgenusJSphaerochaetaXJStandardsninnGenomicn
SciencesVJ2012VJfVJaidWbZi

46

360 vunctionalJgenomicsJofJnovelJsecondaryJmetabolitesJfromJdiverseJcyanobacteriaJusingJuntargetedJ
metabolomicsXJMarinenDrugsVJ2013VJaaVJcfagWca 6 45

359 sompleteJgenomeJsequenceJofJRhizobiumJleguminosarumJbvXJtrifoliiJstrainJWS acbeVJanJeffectiveJ
microsymbiontJofJannualJ editerraneanJcloversXJStandardsninnGenomicnSciencesVJ2010VJbVJcdgWef 45

358 TowardsJaJbalancedJviewJofJtheJbacterialJtreeJofJlifeXJMicrobiomeVJ2017VJeVJadZ 16.6 44

357 vacileJRecodingJofJSelenocysteineJinJNatureXJAngewandtenChemien-nInternationalnEditionVJ2016VJeeVJeccgWda16.4 43

356  etabolicJdependenciesJgovernJmicrobialJsyntrophiesJduringJmethanogenesisJinJanJanaerobicJ
digestionJecosystemXJMicrobiomeVJ2020VJhVJbb 16.6 42

355 wenomesJofJthreeJmethylotrophsJfromJaJsingleJnicheJrevealJtheJgeneticJandJmetabolicJdivergenceJ
ofJtheJmethylophilaceaeXJJournalnofnBacteriologyVJ2011VJaicVJcgegWfd 3.5 42

354 sompleteJgenomeJsequenceJofJysosphaeraJpallidaJtypeJstrainJRySarSXJStandardsninnGenomicnSciencesVJ
2011VJdVJfcWga 40

(2011-2011)
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353
sompleteJgenomeJsequenceJofJülanctomycesJbrasiliensisJtypeJstrainJRtS JecZeRTSSVJphylogenomicJ
analysisJandJreclassificationJofJülanctomycetesJincludingJtheJdescriptionsJofJwimesiaJgenXJnovXVJ
ülanctopirusJgenXJnovXJandJRubinisphaeraJgenXJnovXJandJemendedJdescriptionsJofJtheJorderJ
ülanctomycetalesJandJtheJfamilyJülanctomycetaceaeXJStandardsninnGenomicnSciencesVJ2014VJiVJaZ

39

352 sompleteJgenomeJsequenceJofJtesulfobulbusJpropionicusJtypeJstrainJRaprcSXJStandardsninnGenomicn
SciencesVJ2011VJdVJaZZWaZ 39

351
sompleteJgenomeJsequenceJofJRhizobiumJleguminosarumJbvJtrifoliiJstrainJWS bcZdVJanJeffectiveJ
microsymbiontJofJtheJSouthJqmericanJcloverJTrifoliumJpolymorphumXJStandardsninnGenomicn
SciencesVJ2010VJbVJffWgf

39

350 SupportingJcommunityJannotationJandJuserJcollaborationJinJtheJintegratedJmicrobialJgenomesJ
Ry wSJsystemXJBMCnGenomicsVJ2016VJagVJcZg 4.5 38

349 qJviabilityWlinkedJmetagenomicJanalysisJofJcleanroomJenvironmentsjJeukaryaVJprokaryotesVJandJ
virusesXJMicrobiomeVJ2015VJcVJfb 16.6 38

348 sompleteJgenomeJsequenceJofJTrueperaJradiovictrixJtypeJstrainJRRγWbdSXJStandardsninnGenomicn
SciencesVJ2011VJdVJiaWi 37

347 y wY Wx üjJaJmetagenomeJcomparativeJanalysisJsystemJforJtheJxumanJ icrobiomeJürojectXJPLoSn
ONEVJ2012VJgVJedZaea 3.7 36

346  etagenomicJcompendiumJofJahiVfhZJtNqJvirusesJfromJtheJhumanJgutJmicrobiomeXJNaturen
MicrobiologyVJ2021VJfVJifZWigZ 26.6 36

345 traftJgenomeJsequenceJofJvrankiaJspXJstrainJγqcVJaJnitrogenWfixingJactinobacteriumJisolatedJfromJ
theJrootJnoduleJofJqlnusJnitidaXJGenomenAnnouncementsVJ2013VJaVJeZZaZcac 35

344 sompleteJgenomeJsequenceJofJtheJfilamentousJglidingJpredatoryJbacteriumJxerpetosiphonJ
aurantiacusJtypeJstrainJRaadWieRTSSXJStandardsninnGenomicnSciencesVJ2011VJeVJcefWgZ 35

343
sompleteJgenomeJsequenceJofJtheJthermophilicVJhydrogenWoxidizingJracillusJtusciaeJtypeJstrainJ
RTbSJandJreclassificationJinJtheJnewJgenusVJKyrpidiaJgenXJnovXJasJKyrpidiaJtusciaeJcombXJnovXJandJ
emendationJofJtheJfamilyJqlicyclobacillaceaeJdaJsostaJandJRaineyVJbZaZXJStandardsninnGenomicn
SciencesVJ2011VJeVJabaWcd

35

342 sompleteJgenomeJsequenceJofJSpirosomaJlingualeJtypeJstrainJRaSXJStandardsninnGenomicnSciencesVJ
2010VJbVJagfWhe 35

341 qnnotationJofJmetagenomeJshortJreadsJusingJproxygenesXJBioinformaticsVJ2008VJbdVJigWac 7.2 35

340 traftJwenomeJSequenceJofJvrankiaJspXJStrainJrsUaaZeZaVJaJNitrogenWvixingJqctinobacteriumJ
ysolatedJfromJNodulesJofJtiscariaJtrinevisXJGenomenAnnouncementsVJ2013VJaVJ 34

339 sompleteJgenomeJsequenceJofJtehalobacterJrestrictusJüuRWKbcRTXSXJStandardsninnGenomicnSciencesVJ
2013VJhVJcgeWhh 34

338 sompleteJgenomeJsequenceJofJThioalkalivibrioJspXJKiZmixXJStandardsninnGenomicnSciencesVJ2011VJeVJcdaWee 34

337 sla SjJqJslassifierJforJ etagenomicJSequencesXJStandardsninnGenomicnSciencesVJ2011VJeVJbdhWec 34

336 y wWqrsJvXeXZjJanJupdateJtoJtheJy wYqtlasJofJriosyntheticJweneJslustersJKnowledgebaseXJNucleicn
AcidsnResearchVJ2020VJdhVJtdbbWtdcZ 20.1 33
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335 traftJwenomeJSequenceJofJvrankiaJspXJStrainJr weXabVJaJNitrogenWvixingJqctinobacteriumJysolatedJ
fromJTunisianJSoilsXJGenomenAnnouncementsVJ2013VJaVJ 33

334 wenomeJsequenceJofJtheJmercuryWmethylatingJstrainJtesulfovibrioJdesulfuricansJNtacbXJJournalnofn
BacteriologyVJ2011VJaicVJbZghWi 3.5 33

333 sompleteJgenomeJsequenceJofJtesulfotomaculumJacetoxidansJtypeJstrainJReegeSXJStandardsninn
GenomicnSciencesVJ2009VJaVJbdbWec 33

332  icrobiomeJtataJSciencejJUnderstandingJôurJ icrobialJülanetXJTrendsninnMicrobiologyVJ2016VJbdVJdbeWdbg12.4 33

331 UncultivatedJthermophilesjJcurrentJstatusJandJspotlightJonJQqigarchaeotaQXJCurrentnOpinionninn
MicrobiologyVJ2015VJbeVJacfWde 7.9 32

330 RevisedJsequenceJandJannotationJofJtheJRhodobacterJsphaeroidesJbXdXaJgenomeXJJournalnofn
BacteriologyVJ2012VJaidVJgZafWg 3.5 32

329 sompleteJgenomeJsequenceJofJqctinosynnemaJmirumJtypeJstrainJRaZaSXJStandardsninnGenomicn
SciencesVJ2009VJaVJdfWec 32

328 sompleteJgenomeJsequenceJofJqrcobacterJnitrofigilisJtypeJstrainJRsySXJStandardsninnGenomicn
SciencesVJ2010VJbVJcZZWh 32

327 sompleteJgenomeJsequenceJofJSulfurimonasJautotrophicaJtypeJstrainJRôKaZSXJStandardsninnGenomicn
SciencesVJ2010VJcVJaidWbZb 32

326 traftJgenomeJsequenceJofJxalomonasJluteaJstrainJYy JiaabeRTSJRtS JbceZhRTSSJisolatedJfromJtheJ
alkalineJ’akeJubinurJinJNorthwestJshinaXJStandardsninnGenomicnSciencesVJ2015VJaZVJa 31

325
TheJgenomeJsequenceJofJ ethanohalophilusJmahiiJS’üRTSJrevealsJdifferencesJinJtheJenergyJ
metabolismJamongJmembersJofJtheJ ethanosarcinaceaeJinhabitingJfreshwaterJandJsalineJ
environmentsXJArchaeaVJ2010VJbZaZVJfiZgcg

2 31

324 sompleteJgenomeJsequenceJofJsellulomonasJflavigenaJtypeJstrainJRacdSXJStandardsninnGenomicn
SciencesVJ2010VJcVJaeWbe 31

323 sompleteJgenomeJsequenceJofJtheJsulfurJcompoundsJoxidizingJchemolithoautotrophJ
SulfuricurvumJkujienseJtypeJstrainJRYKWaRTSSXJStandardsninnGenomicnSciencesVJ2012VJfVJidWaZc 31

322 sompleteJgenomeJsequenceJofJuggerthellaJlentaJtypeJstrainJRyüüJVüyJZbeeSXJStandardsninnGenomicn
SciencesVJ2009VJaVJagdWhb 31

321 wenomicJqnalysisJofJVJtheJThermophilicJqnaerobicJracteriumJofJtheJNovelJracterialJühylumXJ
FrontiersninnMicrobiologyVJ2017VJhVJaie 5.7 30

320 sompleteJgenomeJsequenceJofJtesulfomicrobiumJbaculatumJtypeJstrainJRXSXJStandardsninnGenomicn
SciencesVJ2009VJaVJbiWcg 30

319 sompleteJgenomeJsequenceJofJxalomicrobiumJmukohataeiJtypeJstrainJRargWbSXJStandardsninn
GenomicnSciencesVJ2009VJaVJbgZWg 30

318 sompleteJgenomeJsequenceJofJVeillonellaJparvulaJtypeJstrainJRTecSXJStandardsninnGenomicnSciencesVJ
2010VJbVJegWfe 29

(2010-2013)
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317 vunctionWdrivenJsingleWcellJgenomicsJuncoversJcelluloseWdegradingJbacteriaJfromJtheJrareJ
biosphereXJISMEnJournalVJ2020VJadVJfeiWfge 11.9 29

316 wenomeJsequenceJandJdescriptionJofJtheJanaerobicJligninWdegradingJbacteriumJTolumonasJ
lignolyticaJspXJnovXJStandardsninnGenomicnSciencesVJ2015VJaZVJaZf 28

315 sompleteJgenomeJsequenceJofJtheJhalophilicJandJhighlyJhalotolerantJshromohalobacterJsalexigensJ
typeJstrainJRaxaaRTSSXJStandardsninnGenomicnSciencesVJ2011VJeVJcgiWhh 28

314 sompleteJgenomeJsequenceJofJülanctomycesJlimnophilusJtypeJstrainJR ˆ…JbiZSXJStandardsninn
GenomicnSciencesVJ2010VJcVJdgWef 28

313 sompleteJgenomeJsequenceJofJ eiothermusJruberJtypeJstrainJRbaSXJStandardsninnGenomicnSciencesVJ
2010VJcVJbfWcf 28

312 sompleteJgenomeJsequenceJofJxaloterrigenaJturkmenicaJtypeJstrainJRdkSXJStandardsninnGenomicn
SciencesVJ2010VJbVJaZgWaf 28

311 sompleteJgenomeJsequenceJofJNakamurellaJmultipartitaJtypeJstrainJRYWaZdSXJStandardsninnGenomicn
SciencesVJ2010VJbVJafhWge 28

310 sompleteJgenomeJsequenceJofJtheJligninWdegradingJbacteriumJKlebsiellaJspXJstrainJrR’fWbXJ
StandardsninnGenomicnSciencesVJ2014VJiVJai 27

309 sompleteJgenomeJsequenceJofJverroglobusJplacidusJqutyyabtôXJStandardsninnGenomicnSciencesVJ
2011VJeVJeZWfZ 27

308 sompleteJgenomeJsequenceJofJüolynucleobacterJnecessariusJsubspXJasymbioticusJtypeJstrainJ
Rγ’WWüat WqWaRTSSXJStandardsninnGenomicnSciencesVJ2012VJfVJgdWhc 27

307 sompleteJgenomeJsequenceJofJqcidimicrobiumJferrooxidansJtypeJstrainJRysüSXJStandardsninnGenomicn
SciencesVJ2009VJaVJchWde 27

306 sompleteJgenomeJsequenceJofJNocardiopsisJdassonvilleiJtypeJstrainJRy RUJeZiSXJStandardsninn
GenomicnSciencesVJ2010VJcVJcbeWcf 27

305 sompleteJgenomeJsequenceJofJôlsenellaJuliJtypeJstrainJRVüyJtgftWbgsSXJStandardsninnGenomicn
SciencesVJ2010VJcVJgfWhd 27

304 sompleteJgenomeJsequenceJofJtesulfarculusJbaarsiiJtypeJstrainJRbstadSXJStandardsninnGenomicn
SciencesVJ2010VJcVJbgfWhd 27

303 sompleteJgenomeJsequenceJofJqminobacteriumJcolombienseJtypeJstrainJRq’qWaSXJStandardsninn
GenomicnSciencesVJ2010VJbVJbhZWi 27

302 sompleteJgenomeJsequenceJofJNitrosomonasJspXJysgiVJanJammoniaJoxidizingJbacteriumJadaptedJtoJ
lowJammoniumJconcentrationsXJStandardsninnGenomicnSciencesVJ2013VJgVJdfiWhb 27

301 tiscoveryJofJNovelJülantJynteractionJteterminantsJfromJtheJwenomesJofJafcJRootJNoduleJracteriaXJ
ScientificnReportsVJ2015VJeVJafhbe 4.9 26

300 sompleteJgenomeJsequenceJofJRiemerellaJanatipestiferJtypeJstrainJRqTssJaahdeTSXJStandardsninn
GenomicnSciencesVJ2011VJdVJaddWaec 26
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299 ustimatingJtNqJcoverageJandJabundanceJinJmetagenomesJusingJaJgammaJapproximationXJ
BioinformaticsVJ2010VJbfVJbieWcZa 7.2 26

298 sompleteJgenomeJsequenceJofJüirellulaJstaleyiJtypeJstrainJRqTssJbgcggSXJStandardsninnGenomicn
SciencesVJ2009VJaVJcZhWaf 26

297 sompleteJgenomeJsequenceJofJtheJrapeseedJplantWgrowthJpromotingJSerratiaJplymuthicaJstrainJ
qSiXJStandardsninnGenomicnSciencesVJ2012VJfVJedWfb 25

296 sompleteJgenomeJsequenceJofJStreptosporangiumJroseumJtypeJstrainJRNyJiaZZSXJStandardsninn
GenomicnSciencesVJ2010VJbVJbiWcg 25

295  etagenomicJinvestigationJofJtheJgeologicallyJuniqueJxellenicJVolcanicJqrcJrevealsJaJdistinctiveJ
ecosystemJwithJunexpectedJphysiologyXJEnvironmentalnMicrobiologyVJ2016VJahVJaabbWcf 5.2 24

294
wenomeJsequenceJofJtheJthermophilicJfreshWwaterJbacteriumJSpirochaetaJcaldariaJtypeJstrainJ
RxaRTSSVJreclassificationJofJSpirochaetaJcaldariaVJSpirochaetaJstenostreptaVJandJSpirochaetaJ
zuelzeraeJinJtheJgenusJTreponemaJasJTreponemaJcaldariaJcombXJnovXVJTreponemaJstenostreptaJ
combXJnovXVJandJTreponemaJzuelzeraeJcombXJnovXVJandJemendationJofJtheJgenusJTreponemaXJ
StandardsninnGenomicnSciencesVJ2013VJhVJhhWaZe

24

293 sompleteJgenomeJsequenceJofJüaludibacterJpropionicigenesJtypeJstrainJRWrdSXJStandardsninn
GenomicnSciencesVJ2011VJdVJcfWdd 24

292 sompleteJgenomeJsequenceJofJtheJextremelyJhalophilicJxalanaerobiumJpraevalensJtypeJstrainJ
RwS’SXJStandardsninnGenomicnSciencesVJ2011VJdVJcabWba 24

291 sompleteJgenomeJsequenceJofJThermomonosporaJcurvataJtypeJstrainJRriSXJStandardsninnGenomicn
SciencesVJ2011VJdVJacWbb 24

290 sompleteJgenomeJsequenceJofJSulfurospirillumJdeleyianumJtypeJstrainJReageSXJStandardsninn
GenomicnSciencesVJ2010VJbVJadiWeg 24

289 SingleWcellJgenomicsJofJcoWsortedJNanoarchaeotaJsuggestsJnovelJputativeJhostJassociationsJandJ
diversificationJofJproteinsJinvolvedJinJsymbiosisXJMicrobiomeVJ2018VJfVJafa 16.6 24

288 üermanentJdraftJgenomeJofJtS JeZeVJanJobligatelyJchemolithoautotrophicJmemberJofJtheXJ
StandardsninnGenomicnSciencesVJ2017VJabVJaZ 23

287 sompleteJgenomeJsequenceJofJ ethanospirillumJhungateiJtypeJstrainJzvaXJStandardsninnGenomicn
SciencesVJ2016VJaaVJb 23

286 sompleteJgenomeJsequenceJofJsellulophagaJlyticaJtypeJstrainJR’y WbaSXJStandardsninnGenomicn
SciencesVJ2011VJdVJbbaWcb 23

285 sompleteJgenomeJsequenceJofJqrthrobacterJphenanthrenivoransJtypeJstrainJRSphecSXJStandardsninn
GenomicnSciencesVJ2011VJdVJabcWcZ 23

284 qJcallJforJstandardizedJclassificationJofJmetagenomeJprojectsXJEnvironmentalnMicrobiologyVJ2010VJ
abVJahZcWe 5.2 23

283 wenomeJsequenceJofJtheJhomoacetogenicJbacteriumJxolophagaJfoetidaJtypeJstrainJRT rSdRTSSXJ
StandardsninnGenomicnSciencesVJ2012VJfVJagdWhd 23

282 qbsenceJofJgenomeJreductionJinJdiverseVJfacultativeJendohyphalJbacteriaXJMicrobialnGenomicsVJ2017
VJcVJeZZZaZa 4.4 23

(2017-2010)
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281 ThermusJoshimaiJz’WbJandJTXJthermophilusJz’WahJgenomeJanalysisJilluminatesJpathwaysJforJcarbonVJ
nitrogenVJandJsulfurJcyclingXJStandardsninnGenomicnSciencesVJ2013VJgVJddiWfh 22

280 sompleteJgenomeJsequenceJofJsellulophagaJalgicolaJtypeJstrainJRysaffSXJStandardsninnGenomicn
SciencesVJ2011VJdVJgbWhZ 22

279 sompleteJgenomeJsequenceJofJxalogeometricumJborinquenseJtypeJstrainJRüRcSXJStandardsninn
GenomicnSciencesVJ2009VJaVJaeZWi 22

278 sompleteJgenomeJsequenceJofJtesulfurivibrioJalkaliphilusJstrainJqxTbRTSVJaJhaloalkaliphilicJ
sulfidogenJfromJugyptianJhypersalineJalkalineJlakesXJStandardsninnGenomicnSciencesVJ2016VJaaVJfg 22

277 wenomeJsequenceJofJtheJmoderatelyJthermophilicVJaminoWacidWdegradingJandJsulfurWreducingJ
bacteriumJThermovirgaJlieniiJtypeJstrainJRsasfZcadRTSSXJStandardsninnGenomicnSciencesVJ2012VJfVJbcZWi 21

276 sompleteJgenomeJsequenceJofJxalorhabdusJutahensisJtypeJstrainJRqXWbSXJStandardsninnGenomicn
SciencesVJ2009VJaVJbahWbe 21

275 sompleteJgenomeJsequenceJofJSaccharomonosporaJviridisJtypeJstrainJRüaZaSXJStandardsninnGenomicn
SciencesVJ2009VJaVJadaWi 21

274 sompleteJgenomeJsequenceJofJqtopobiumJparvulumJtypeJstrainJRyüüJabdfSXJStandardsninnGenomicn
SciencesVJ2009VJaVJaffWgc 21

273 tiversityVJevolutionVJandJclassificationJofJvirophagesJuncoveredJthroughJglobalJmetagenomicsXJ
MicrobiomeVJ2019VJgVJaeg 16.6 21

272 sompleteJgenomeJsequenceJofJTreponemaJsuccinifaciensJtypeJstrainJRfZiaSXJStandardsninnGenomicn
SciencesVJ2011VJdVJcfaWgZ 20

271 sompleteJgenomeJsequenceJofJtheJmoderatelyJthermophilicJmineralWsulfideWoxidizingJfirmicuteJ
SulfobacillusJacidophilusJtypeJstrainJRNq’RTSSXJStandardsninnGenomicnSciencesVJ2012VJfVJaWac 20

270 sompleteJgenomeJsequenceJofJRhodothermusJmarinusJtypeJstrainJRRWaZSXJStandardsninnGenomicn
SciencesVJ2009VJaVJbhcWiZ 20

269 sompleteJgenomeJsequenceJofJqlicyclobacillusJacidocaldariusJtypeJstrainJRaZdWyqSXJStandardsninn
GenomicnSciencesVJ2010VJbVJiWah 20

268 sompleteJgenomeJsequenceJofJSphaerobacterJthermophilusJtypeJstrainJRSJfZbbSXJStandardsninn
GenomicnSciencesVJ2010VJbVJdiWef 20

267 sompleteJgenomeJsequenceJofJqrchaeoglobusJprofundusJtypeJstrainJRqVahSXJStandardsninnGenomicn
SciencesVJ2010VJbVJcbgWdf 20

266 traftJwenomeJSequenceJofJvrankiaJspXJStrainJtsabVJanJqtypicalVJNoninfectiveVJyneffectiveJysolateJ
fromJtatiscaJcannabinaXJGenomenAnnouncementsVJ2015VJcVJ 19

265
wenomeJsequenceJofJühaeobacterJinhibensJtypeJstrainJRTeRTSSVJaJsecondaryJmetaboliteJproducingJ
representativeJofJtheJmarineJRoseobacterJcladeVJandJemendationJofJtheJspeciesJdescriptionJofJ
ühaeobacterJinhibensXJStandardsninnGenomicnSciencesVJ2013VJiVJccdWeZ

19

264 sompleteJgenomeJsequenceJofJtheJacetateWdegradingJsulfateJreducerJtesulfobaccaJacetoxidansJ
typeJstrainJRqSRrbSXJStandardsninnGenomicnSciencesVJ2011VJdVJcicWdZa 19
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263 sompleteJgenomeJsequenceJofJ ycobacteriumJspXJstrainJRSpyraSJandJreclassificationJtoJ
 ycobacteriumJgilvumJSpyraXJStandardsninnGenomicnSciencesVJ2011VJeVJaddWec 19

262 sompleteJgenomeJsequenceJofJtheJglidingJfreshwaterJbacteriumJvluviicolaJtaffensisJtypeJstrainJ
RRWbfbSXJStandardsninnGenomicnSciencesVJ2011VJeVJbaWi 19

261 sompleteJgenomeJsequencingJandJanalysisJofJSaprospiraJgrandisJstrXJ’ewinVJaJpredatoryJmarineJ
bacteriumXJStandardsninnGenomicnSciencesVJ2012VJfVJhdWic 19

260 sompleteJgenomeJsequenceJofJsatenulisporaJacidiphilaJtypeJstrainJRytJaciiZhSXJStandardsninn
GenomicnSciencesVJ2009VJaVJaaiWbe 19

259 sompleteJgenomeJsequenceJofJüedobacterJheparinusJtypeJstrainJRxy JgfbWcSXJStandardsninnGenomicn
SciencesVJ2009VJaVJedWfb 19

258 sompleteJgenomeJsequenceJofJtyadobacterJfermentansJtypeJstrainJRNSaadSXJStandardsninnGenomicn
SciencesVJ2009VJaVJaccWdZ 19

257 sompleteJgenomeJsequenceJofJThermanaerovibrioJacidaminovoransJtypeJstrainJRSuhhcSXJStandardsn
innGenomicnSciencesVJ2009VJaVJbedWfa 19

256 sompleteJgenomeJsequenceJofJqcidaminococcusJfermentansJtypeJstrainJRVRdSXJStandardsninn
GenomicnSciencesVJ2010VJcVJaWad 19

255 sompleteJgenomeJsequenceJofJwordoniaJbronchialisJtypeJstrainJRcdaZSXJStandardsninnGenomicn
SciencesVJ2010VJbVJaiWbh 19

254 TenJyearsJofJmaintainingJandJexpandingJaJmicrobialJgenomeJandJmetagenomeJanalysisJsystemXJ
TrendsninnMicrobiologyVJ2015VJbcVJgcZWgda 12.4 18

253 xighWqualityJdraftJgenomeJsequenceJofJtheJôpitutaceaeJbacteriumJstrainJTqVaVJaJsymbiontJofJtheJ
woodWfeedingJtermiteJReticulitermesJflavipesXJJournalnofnBacteriologyVJ2012VJaidVJbgddWe 3.5 18

252 sompleteJgenomeJsequenceJofJtheJmelanogenicJmarineJbacteriumJ arinomonasJmediterraneaJ
typeJstrainJR  rWaRTSSXJStandardsninnGenomicnSciencesVJ2012VJfVJfcWgc 18

251 sompleteJgenomeJsequenceJofJtheJsulfateWreducingJfirmicuteJtesulfotomaculumJruminisJtypeJ
strainJRt’RTSSXJStandardsninnGenomicnSciencesVJ2012VJgVJcZdWai 18

250 sompleteJgenomeJsequenceJofJqnaerococcusJprevotiiJtypeJstrainJRüsaSXJStandardsninnGenomicn
SciencesVJ2009VJaVJaeiWfe 18

249 sompleteJgenomeJsequenceJofJrrachyspiraJmurdochiiJtypeJstrainJRefWaeZSXJStandardsninnGenomicn
SciencesVJ2010VJbVJbfZWi 18

248 sompleteJgenomeJsequenceJofJsoraliomargaritaJakajimensisJtypeJstrainJRZdôKqZaZWbdSXJStandardsn
innGenomicnSciencesVJ2010VJbVJbiZWi 18

247 sompleteJgenomeJsequenceJofJThermobisporaJbisporaJtypeJstrainJRReaSXJStandardsninnGenomicn
SciencesVJ2010VJbVJcahWbf 18

246 sompleteJgenomeJofJNitrosospiraJbriensisJsWabhVJanJammoniaWoxidizingJbacteriumJfromJ
agriculturalJsoilXJStandardsninnGenomicnSciencesVJ2016VJaaVJdf 17

(2016-2011)
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245 sompleteJgenomeJsequenceJofJtheJphenanthreneWdegradingJsoilJbacteriumJtelftiaJacidovoransJ
ssaWdXJStandardsninnGenomicnSciencesVJ2015VJaZVJee 17

244 sompleteJgenomeJsequenceJofJxaliscomenobacterJhydrossisJtypeJstrainJRôSXJStandardsninnGenomicn
SciencesVJ2011VJdVJcebWfZ 17

243 sompleteJgenomeJsequenceJofJ’eptotrichiaJbuccalisJtypeJstrainJRsWaZacWbSXJStandardsninnGenomicn
SciencesVJ2009VJaVJabfWcb 17

242 sompleteJgenomeJsequenceJofJtesulfohalobiumJretbaenseJtypeJstrainJRxRRaZZSSXJStandardsninn
GenomicnSciencesVJ2010VJbVJchWdh 17

241 RNqWtependentJsysteineJriosynthesisJinJracteriaJandJqrchaeaXJMBioVJ2017VJhVJ 7.8 16

240 ucologicalJandJgenomicJanalysesJofJcandidateJphylumJWüSWbJbacteriaJinJanJunvegetatedJsoilXJ
EnvironmentalnMicrobiologyVJ2020VJbbVJcadcWcaeg 5.2 16

239 wenomeJsequenceJofJtheJ’otusJsppXJmicrosymbiontJ esorhizobiumJlotiJstrainJRgqXJStandardsninn
GenomicnSciencesVJ2014VJiVJf 16

238 wenomeJandJTranscriptomeJofJslostridiumJphytofermentansVJsatalystJforJtheJtirectJsonversionJofJ
ülantJveedstocksJtoJvuelsXJPLoSnONEVJ2015VJaZVJeZaahbhe 3.7 16

237
wenomeJsequenceJofJtheJ’eisingeraJaquimarinaJtypeJstrainJRtS JbdefeRTSSVJaJmemberJofJtheJ
marineJRoseobacterJcladeJrichJinJextrachromosomalJelementsXJStandardsninnGenomicnSciencesVJ2013VJ
hVJchiWdZb

16

236 sompleteJgenomeJsequenceJofJ esorhizobiumJciceriJbvXJbiserrulaeJtypeJstrainJRWS abgaRTSSXJ
StandardsninnGenomicnSciencesVJ2014VJiVJdfbWgb 16

235 sompleteJgenomeJsequenceJofJtheJaquaticJbacteriumJRunellaJslithyformisJtypeJstrainJR’SUJdRTSSXJ
StandardsninnGenomicnSciencesVJ2012VJfVJadeWed 16

234 sompleteJgenomeJsequenceJofJtheJplantWassociatedJSerratiaJplymuthicaJstrainJqSacXJStandardsninn
GenomicnSciencesVJ2012VJgVJbbWcZ 16

233 sompleteJgenomeJsequenceJofJStreptobacillusJmoniliformisJtypeJstrainJRiiZaSXJStandardsninn
GenomicnSciencesVJ2009VJaVJcZZWg 16

232 sompleteJgenomeJsequenceJofJSlackiaJheliotrinireducensJtypeJstrainJRRxSJaSXJStandardsninnGenomicn
SciencesVJ2009VJaVJbcdWda 16

231 sompleteJgenomeJsequenceJofJStackebrandtiaJnassauensisJtypeJstrainJR’’RWdZKWbaSXJStandardsninn
GenomicnSciencesVJ2009VJaVJbcdWda 16

230 sompleteJgenomeJsequenceJofJ eiothermusJsilvanusJtypeJstrainJRVyWRbSXJStandardsninnGenomicn
SciencesVJ2010VJcVJcgWdf 16

229 sompleteJgenomeJsequenceJofJqcetohalobiumJarabaticumJtypeJstrainJRZWgbhhSXJStandardsninn
GenomicnSciencesVJ2010VJcVJegWfe 16

228 sompleteJgenomeJsequenceJofJSebaldellaJtermitidisJtypeJstrainJRNsTsJaacZZSXJStandardsninn
GenomicnSciencesVJ2010VJbVJbbZWg 16

Natalia N Ivanova

14



227 sompleteJgenomeJsequenceJofJRiemerellaJanatipestiferJtypeJstrainJRqTssJaahdeSXJStandardsninn
GenomicnSciencesVJ2011VJdVJaddWec 16

226 TransferJRNqsJwithJnovelJcloverleafJstructuresXJNucleicnAcidsnResearchVJ2017VJdeVJbggfWbghe 20.1 16

225
sompleteJwenomeJSequenceJofJtheJôpitutaceaeJracteriumJStrainJTqVeVJaJüotentialJvacultativeJ
 ethylotrophJofJtheJWoodWveedingJTermiteJReticulitermesJflavipesXJGenomenAnnouncementsVJ2015VJ
cVJ

15

224 sompleteJgenomeJsequenceJofJtheJqntarcticJxalorubrumJlacusprofundiJtypeJstrainJqsq JcdXJ
StandardsninnGenomicnSciencesVJ2016VJaaVJgZ 15

223 traftJgenomeJsequencesJofJaZJstrainsJofJtheJgenusJexiguobacteriumXJGenomenAnnouncementsVJ
2014VJbVJ 15

222 wenomeJSequenceJofJStreptomycesJviridosporusJStrainJTgqJqTssJciaaeVJaJ’igninWtegradingJ
qctinomyceteXJGenomenAnnouncementsVJ2013VJaVJ 15

221 sompleteJgenomeJsequenceJofJ’eadbetterellaJbyssophilaJtypeJstrainJRd aeSXJStandardsninnGenomicn
SciencesVJ2011VJdVJbWab 15

220 sompleteJgenomeJsequenceJofJ arivirgaJtractuosaJtypeJstrainJRxWdcSXJStandardsninnGenomicn
SciencesVJ2011VJdVJaedWfb 15

219 sompleteJgenomeJsequenceJofJSerratiaJplymuthicaJstrainJqSabXJStandardsninnGenomicnSciencesVJ
2012VJfVJafeWgc 15

218 sompleteJgenomeJsequenceJofJsonexibacterJwoeseiJtypeJstrainJRytacaeggSXJStandardsninnGenomicn
SciencesVJ2010VJbVJbabWi 15

217 sompleteJgenomeJsequenceJofJSpirochaetaJsmaragdinaeJtypeJstrainJRSurRJdbbhSXJStandardsninn
GenomicnSciencesVJ2010VJcVJacfWdd 15

216 sompleteJgenomeJsequenceJofJtheJfacultativelyJchemolithoautotrophicJandJmethylotrophicJalphaJ
üroteobacteriumJStarkeyaJnovellaJtypeJstrainJRqTssJhZicTSXJStandardsninnGenomicnSciencesVJ2012VJgVJddWeh 15

215 vunctionalJ etagenomicsJofJSpacecraftJqssemblyJsleanroomsjJüresenceJofJVirulenceJvactorsJ
qssociatedJwithJxumanJüathogensXJFrontiersninnMicrobiologyVJ2016VJgVJacba 5.7 15

214
wenomesJofJubiquitousJmarineJandJhypersalineJxydrogenovibrioVJThiomicrorhabdusJandJ
ThiomicrospiraJsppXJencodeJaJdiversityJofJmechanismsJtoJsustainJchemolithoautotrophyJinJ
heterogeneousJenvironmentsXJEnvironmentalnMicrobiologyVJ2018VJbZVJbfhfWbgZh

5.2 14

213
somparingJpolysaccharideJdecompositionJbetweenJtheJtypeJstrainsJwramellaJechinicolaJK  J
fZeZRTSJRtS JaihchRTSSJandJwramellaJportivictoriaeJUSTZdZhZaWZZaRTSJRtS JbcedgRTSSVJandJ
emendedJdescriptionJofJwramellaJechinicolaJNedashkovskayaJetJalXJbZZeJemendXJShahinaJetJalXJbZadJ
andJwramellaJportivictoriaeJ’auJetJalXJbZZeXJStandardsninnGenomicnSciencesVJ2016VJaaVJcg

14

212 sompleteJgenomeJsequenceJofJThermocrinisJalbusJtypeJstrainJRxyJaaYabSXJStandardsninnGenomicn
SciencesVJ2010VJbVJaidWbZb 14

211 sompleteJgenomeJsequenceJofJ ethanothermusJfervidusJtypeJstrainJRVbdSSXJStandardsninnGenomicn
SciencesVJ2010VJcVJcaeWbd 14

210  icrobialJmetagenomesJandJmetatranscriptomesJduringJaJcoastalJphytoplanktonJbloomXJScientificn
DataVJ2019VJfVJabi 8.2 13

(2019-2011)
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209 sompleteJgenomeJsequenceJofJxalorhodospiraJhalophilaJS’aXJStandardsninnGenomicnSciencesVJ2013VJ
hVJbZfWad 13

208
sompleteJgenomeJsequenceJofJtheJmarineJmethylWhalideJoxidizingJ’eisingeraJmethylohalidivoransJ
typeJstrainJRtS JadccfRTSSVJaJrepresentativeJofJtheJRoseobacterJcladeXJStandardsninnGenomicn
SciencesVJ2013VJiVJabhWda

13

207 sompleteJgenomeJsequenceJofJunterobacterJspXJyyTWrTJZhjJqJpotentialJmicrobialJstrainJforJhighJrateJ
hydrogenJproductionXJStandardsninnGenomicnSciencesVJ2013VJiVJceiWfi 13

206 sompleteJgenomeJsequenceJofJsryptobacteriumJcurtumJtypeJstrainJRabWcSXJStandardsninnGenomicn
SciencesVJ2009VJaVJicWaZZ 13

205 sompleteJgenomeJsequenceJofJygnisphaeraJaggregansJtypeJstrainJRqγaXSaSXJStandardsninnGenomicn
SciencesVJ2010VJcVJffWge 13

204 ynsightsJintoJtheJdynamicsJbetweenJvirusesJandJtheirJhostsJinJaJhotJspringJmicrobialJmatXJISMEn
JournalVJ2020VJadVJbebgWbeda 11.9 13

203 TowardJaJstandardJinJstructuralJgenomeJannotationJforJprokaryotesXJStandardsninnGenomicnSciencesVJ
2015VJaZVJde 12

202 sompleteJwenomeJSequencesJofJsaldicellulosiruptorJspXJStrainJRthXrhVJsaldicellulosiruptorJspXJ
StrainJWaiceXraVJandJLThermoanaerobacterJcellulolyticusLXJGenomenAnnouncementsVJ2015VJcVJ 12

201 wenomeJsequenceJofJühaeobacterJcaeruleusJtypeJstrainJRtS JbdefdTSVJaJsurfaceWassociatedJ
memberJofJtheJmarineJRoseobacterJcladeXJStandardsninnGenomicnSciencesVJ2013VJhVJdZcWdai 12

200 sompleteJgenomeJsequenceJofJsapnocytophagaJochraceaJtypeJstrainJRVüyJbhdeSXJStandardsninn
GenomicnSciencesVJ2009VJaVJaZaWi 12

199
sompleteJgenomeJsequenceJofJtheJfacultativelyJchemolithoautotrophicJandJmethylotrophicJalphaJ
üroteobacteriumJStarkeyaJnovellaJtypeJstrainJRqTssJhZicRTSSXJStandardsninnGenomicnSciencesVJ2012VJ
gVJddWeh

12

198 sompleteJgenomeJsequenceJofJThermosphaeraJaggregansJtypeJstrainJR aaT’SXJStandardsninn
GenomicnSciencesVJ2010VJbVJbdeWei 12

197 sompleteJgenomeJsequenceJofJ ethanoplanusJpetroleariusJtypeJstrainJRSurRJdhdgSXJStandardsninn
GenomicnSciencesVJ2010VJcVJbZcWaa 12

196 wenomeJsequenceJofJühaeobacterJcaeruleusJtypeJstrainJRtS JbdefdRTSSVJaJsurfaceWassociatedJ
memberJofJtheJmarineJRoseobacterJcladeXJStandardsninnGenomicnSciencesVJ2013VJhVJdZcWai 12

195 tôuJzwyJ etagenomeJWorkflowXJMSystemsVJ2021VJfVJ 7.6 12

194 üermanentJdraftJgenomeJofJtS JcacdVJaJmoderatelyJthermophilicVJobligatelyJ
chemolithoautotrophicJmemberJofJtheXJStandardsninnGenomicnSciencesVJ2016VJaaVJgd 12

193 TheJcompleteJgenomeJsequenceJofJslostridiumJindolisJtS JgeeRTXSXJStandardsninnGenomicnSciencesVJ
2014VJiVJaZhiWaZd 11

192
xighJqualityJdraftJgenomeJsequenceJofJvlavobacteriumJrivuliJtypeJstrainJWrJcXcWbRTSJRtS J
baghhRTSSVJaJvaluableJsourceJofJpolysaccharideJdecomposingJenzymesXJStandardsninnGenomicn
SciencesVJ2015VJaZVJdf

11

Natalia N Ivanova
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191 wenomeJsequenceJofJunsiferJspXJTWaZkJaJTephrosiaJwallichiiJRriyaniSJmicrosymbiontJnativeJtoJtheJ
yndianJTharJtesertXJStandardsninnGenomicnSciencesVJ2013VJiVJcZdWad 11

190 wenomeJsequenceJofJRhizobiumJleguminosarumJbvJtrifoliiJstrainJWS afhiVJtheJmicrosymbiontJofJ
theJoneJfloweredJcloverJTrifoliumJuniflorumXJStandardsninnGenomicnSciencesVJ2014VJiVJebgWci 11

189 sompleteJgenomeJsequenceJofJtheJglidingVJheparinolyticJüedobacterJsaltansJtypeJstrainJRaacSXJ
StandardsninnGenomicnSciencesVJ2011VJeVJcZWdZ 11

188 sompleteJgenomeJsequenceJofJteinococcusJmaricopensisJtypeJstrainJR’rWcdSXJStandardsninnGenomicn
SciencesVJ2011VJdVJafcWgb 11

187 wenomeJsequenceJofJtheJorangeWpigmentedJseawaterJbacteriumJôwenweeksiaJhongkongensisJ
typeJstrainJRUSTbZZbZhZaRTSSXJStandardsninnGenomicnSciencesVJ2012VJgVJabZWcZ 11

186 sompleteJgenomeJsequenceJofJreutenbergiaJcavernaeJtypeJstrainJRxKyJZabbSXJStandardsninnGenomicn
SciencesVJ2009VJaVJbaWh 11

185 sompleteJgenomeJsequenceJofJtenitrovibrioJacetiphilusJtypeJstrainJRNbdfZSXJStandardsninnGenomicn
SciencesVJ2010VJbVJbgZWi 11

184 qJsomparisonJofJ icrobialJwenomeJWebJüortalsXJFrontiersninnMicrobiologyVJ2019VJaZVJbZh 5.7 10

183 traftJwenomeJSequenceJofJNubVJanJôbligateJ ethanotrophJfromJSubarcticJSoilXJGenomen
AnnouncementsVJ2017VJeVJ 10

182
wenomeJsequenceJofJtheJmudWdwellingJarchaeonJ ethanoplanusJlimicolaJtypeJstrainJRtS J
bbgiRTSSVJreclassificationJofJ ethanoplanusJpetroleariusJasJ ethanolaciniaJpetroleariaJandJ
emendedJdescriptionsJofJtheJgeneraJ ethanoplanusJandJ ethanolaciniaXJStandardsninnGenomicn
SciencesVJ2014VJiVJaZgfWhh

10

181 sompleteJgenomeJsequenceJofJtheJmoderateJthermophileJqnaerobaculumJmobileJtypeJstrainJ
RNwqRTSSXJStandardsninnGenomicnSciencesVJ2013VJhVJdgWeg 10

180 sompleteJgenomeJsequenceJofJ esorhizobiumJopportunistumJtypeJstrainJWS bZgeRTXSXJStandardsn
innGenomicnSciencesVJ2013VJiVJbidWcZc 10

179
wenomeJsequenceJofJühaeobacterJdaeponensisJtypeJstrainJRtS JbcebiRTSSVJaJfacultativelyJ
anaerobicJbacteriumJisolatedJfromJmarineJsedimentVJandJemendationJofJühaeobacterJdaeponensisXJ
StandardsninnGenomicnSciencesVJ2013VJiVJadbWei

10

178 sompleteJgenomeJsequenceJofJNitratifractorJsalsuginisJtypeJstrainJRuiycgWaSXJStandardsninnGenomicn
SciencesVJ2011VJdVJcbbWcZ 10

177 sompleteJgenomeJsequenceJofJtheJhyperthermophilicJchemolithoautotrophJüyrolobusJfumariiJ
typeJstrainJRaqSXJStandardsninnGenomicnSciencesVJ2011VJdVJchaWib 10

176
sompleteJgenomeJsequenceJofJtheJthermophilicJsulfurWreducerJtesulfurobacteriumJ
thermolithotrophumJtypeJstrainJRrSqRTSSJfromJaJdeepWseaJhydrothermalJventXJStandardsninnGenomicn
SciencesVJ2011VJeVJdZgWae

10

175 wenomeJsequenceJofJtheJsoilJbacteriumJSaccharomonosporaJazureaJtypeJstrainJRNqWabhRTSSXJ
StandardsninnGenomicnSciencesVJ2012VJfVJbbZWi 10

174 sompleteJgenomeJsequenceJofJSanguibacterJkeddieiiJtypeJstrainJRSTWgdSXJStandardsninnGenomicn
SciencesVJ2009VJaVJaaZWh 10

(2009-2013)
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173 sompleteJgenomeJsequenceJofJKangiellaJkoreensisJtypeJstrainJRSWWabeSXJStandardsninnGenomicn
SciencesVJ2009VJaVJbbfWcc 10

172 sompleteJgenomeJsequenceJofJzonesiaJdenitrificansJtypeJstrainJRürevotJeeacdSXJStandardsninn
GenomicnSciencesVJ2009VJaVJbfbWi 10

171 sompleteJgenomeJsequenceJofJKribbellaJflavidaJtypeJstrainJRyvôJadciiSXJStandardsninnGenomicn
SciencesVJ2010VJbVJahfWic 10

170 sompleteJgenomeJsequenceJofJThermosediminibacterJoceaniJtypeJstrainJRzWYyWWabbhüSXJStandardsn
innGenomicnSciencesVJ2010VJcVJaZhWaf 10

169 sompleteJgenomeJsequenceJofJSyntrophothermusJlipocalidusJtypeJstrainJRTwrWsaSXJStandardsninn
GenomicnSciencesVJ2010VJcVJbfhWge 10

168
traftJwenomeJSequenceJofJvrankiaJStrainJwbVJaJNitrogenWvixingJqctinobacteriumJysolatedJfromJ
sasuarinaJequisetifoliaJandJqbleJToJNodulateJqctinorhizalJülantsJofJtheJôrderJRhamnalesXJGenomen
AnnouncementsVJ2016VJdVJ

10

167 xighJqualityJdraftJgenomeJsequenceJofJ eganemaJperideroedesJstrXJwraRTSJandJaJproposalJforJitsJ
reclassificationJtoJtheJfamilyJ eganemaceaeJfamXJnovXJStandardsninnGenomicnSciencesVJ2015VJaZVJbc 9

166
xighJqualityJdraftJgenomeJsequencesJofJüseudomonasJfulvaJtS JaggagRTSVJüseudomonasJ
parafulvaJtS JagZZdRTSJandJüseudomonasJcremoricolorataJtS JagZeiRTSJtypeJstrainsXJStandardsninn
GenomicnSciencesVJ2016VJaaVJee

9

165 wenomeJsequenceJofJtheJphageWgeneJrichJmarineJühaeobacterJarcticusJtypeJstrainJtS JbceffRTXSXJ
StandardsninnGenomicnSciencesVJ2013VJhVJdeZWfd 9

164 NonWcontiguousJfinishedJgenomeJsequenceJofJplantWgrowthJpromotingJSerratiaJproteamaculansJSdXJ
StandardsninnGenomicnSciencesVJ2013VJhVJddaWi 9

163 wenomeJsequenceJofJunsiferJmelilotiJstrainJWS aZbbkJaJhighlyJeffectiveJmicrosymbiontJofJtheJ
modelJlegumeJ edicagoJtruncatulaJqagXJStandardsninnGenomicnSciencesVJ2013VJiVJcaeWbd 9

162 sompleteJgenomeJsequenceJofJ esorhizobiumJaustralicumJtypeJstrainJRWS bZgcRTSSXJStandardsninn
GenomicnSciencesVJ2013VJiVJdaZWi 9

161 sompleteJgenomeJsequenceJofJtesulfurococcusJmucosusJtypeJstrainJRôgYaSXJStandardsninnGenomicn
SciencesVJ2011VJdVJagcWhb 9

160 sompleteJgenomeJsequenceJofJSyntrophobotulusJglycolicusJtypeJstrainJRvlwlyRTSXJStandardsninn
GenomicnSciencesVJ2011VJdVJcgaWchZ 9

159 wenomeJsequenceJofJtheJfilamentousVJglidingJThiothrixJniveaJneotypeJstrainJRzübRTSSXJStandardsninn
GenomicnSciencesVJ2011VJeVJcihWdZf 9

158 sompleteJgenomeJsequenceJofJsalditerrivibrioJnitroreducensJtypeJstrainJRYucgWaSXJStandardsninn
GenomicnSciencesVJ2011VJdVJedWfb 9

157 sompleteJgenomeJsequenceJofJtheJthermophilicJsulfateWreducingJoceanJbacteriumJ
ThermodesulfatatorJindicusJtypeJstrainJRsyRbihabRTSSXJStandardsninnGenomicnSciencesVJ2012VJfVJaeeWfd 9

156 wenomeJsequenceJofJtheJqntarcticJrhodopsinsWcontainingJflavobacteriumJwillisiaJlimnaeaJtypeJ
strainJRRWhbhbRTSSXJStandardsninnGenomicnSciencesVJ2012VJgVJaZgWai 9

Natalia N Ivanova
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155 sompleteJgenomeJsequenceJofJverrimonasJbalearicaJtypeJstrainJRüqTSXJStandardsninnGenomicn
SciencesVJ2010VJcVJagdWhb 9

154 sompleteJgenomeJsequenceJofJQThermobaculumJterrenumQJtypeJstrainJRYNüaSXJStandardsninn
GenomicnSciencesVJ2010VJcVJaecWfb 9

153 sompleteJgenomeJsequenceJofJSegniliparusJrotundusJtypeJstrainJRstsJaZgfSXJStandardsninnGenomicn
SciencesVJ2010VJbVJbZcWaa 9

152 VüvWslassjJTaxonomicJassignmentJandJhostJpredictionJofJuncultivatedJvirusesJbasedJonJviralJproteinJ
familiesXJBioinformaticsVJ2021VJ 7.2 9

151
xighJqualityJdraftJgenomeJsequenceJofJtheJslightlyJhalophilicJbacteriumJxalomonasJzhanjiangensisJ
typeJstrainJzS JZghafiRTSJRtS JbaZgfRTSSJfromJaJseaJurchinJinJsouthernJshinaXJStandardsninn
GenomicnSciencesVJ2014VJiVJaZbZWcZ

8

150
wenomeJSequenceJofJüorticoccusJhydrocarbonoclasticusJStrainJ sTwacdVJanJôbligateJüolycyclicJ
qromaticJxydrocarbonWtegradingJracteriumJqssociatedJwithJ arineJuukaryoticJühytoplanktonXJ
GenomenAnnouncementsVJ2015VJcVJ

8

149 wenomeJsequenceJofJtheJfreeWlivingJaerobicJspirocheteJTurneriellaJparvaJtypeJstrainJRxRTSSVJandJ
emendationJofJtheJspeciesJTurneriellaJparvaXJStandardsninnGenomicnSciencesVJ2013VJhVJbbhWch 8

148 wenomeJsequenceJofJtheJcloverWnodulatingJRhizobiumJleguminosarumJbvXJtrifoliiJstrainJTqaXJ
StandardsninnGenomicnSciencesVJ2013VJiVJbdcWec 8

147 sompleteJgenomeJsequenceJofJxydrogenobacterJthermophilusJtypeJstrainJRTKWfSXJStandardsninn
GenomicnSciencesVJ2011VJdVJacaWdc 8

146 sompleteJgenomeJsequenceJofJWeeksellaJvirosaJtypeJstrainJRigeaSXJStandardsninnGenomicnSciencesVJ
2011VJdVJhaWiZ 8

145 sompleteJgenomeJsequenceJofJxirschiaJbalticaJtypeJstrainJRyvq JadahRTSSXJStandardsninnGenomicn
SciencesVJ2011VJeVJbhgWig 8

144 sompleteJgenomeJsequenceJofJtesulfurispirillumJindicumJstrainJSeRTSXJStandardsninnGenomicn
SciencesVJ2011VJeVJcgaWh 8

143 sompleteJgenomeJsequenceJofJracteroidesJsalanitronisJtypeJstrainJRr’ghSXJStandardsninnGenomicn
SciencesVJ2011VJdVJaiaWi 8

142 sompleteJgenomeJsequenceJofJTsukamurellaJpaurometabolaJtypeJstrainJRnoXJccSXJStandardsninn
GenomicnSciencesVJ2011VJdVJcdbWea 8

141 wenomeJsequenceJofJtheJmoderatelyJthermophilicJhalophileJvlexistipesJsinusarabiciJstrainJR qSaZSXJ
StandardsninnGenomicnSciencesVJ2011VJeVJhfWif 8

140 sompleteJgenomeJsequenceJofJtheJfacultativelyJanaerobicVJappendagedJbacteriumJ uricaudaJ
ruestringensisJtypeJstrainJRraRTSSXJStandardsninnGenomicnSciencesVJ2012VJfVJaheWic 8

139
sompleteJgenomeJsequenceJofJThermovibrioJammonificansJxrWaRTSVJaJthermophilicVJ
chemolithoautotrophicJbacteriumJisolatedJfromJaJdeepWseaJhydrothermalJventXJStandardsninn
GenomicnSciencesVJ2012VJgVJhbWiZ

8

138 üermanentJdraftJgenomeJsequenceJofJtethiosulfovibrioJpeptidovoransJtypeJstrainJRSurRJdbZgSXJ
StandardsninnGenomicnSciencesVJ2010VJcVJheWib 8

(2010-2010)
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137 NonWcontiguousJfinishedJgenomeJsequenceJofJqminomonasJpaucivoransJtypeJstrainJRw’UWcSXJ
StandardsninnGenomicnSciencesVJ2010VJcVJbheWic 8

136 sompleteJgenomeJsequenceJofJVulcanisaetaJdistributaJtypeJstrainJRysWZagSXJStandardsninnGenomicn
SciencesVJ2010VJcVJaagWbe 8

135 sompleteJgenomeJsequenceJofJXylanimonasJcellulosilyticaJtypeJstrainJRXy’ZgSXJStandardsninnGenomicn
SciencesVJ2010VJbVJaWh 8

134 xighWqualityJgenomeJsequenceJofJtheJradioresistantJbacteriumJKSJZdfZXJStandardsninnGenomicn
SciencesVJ2017VJabVJdf 7

133 traftJgenomeJsequenceJofJstrainJqxTaVJaJgramWpositiveJsulfidogenicJpolyextremophileXJStandardsn
innGenomicnSciencesVJ2017VJabVJeg 7

132 traftJgenomeJofJTNeWhdaVJaJfreeWlivingVJnitrogenWfixingVJtomatoJplantWassociatedJbacteriumXJ
StandardsninnGenomicnSciencesVJ2017VJabVJhZ 7

131 wenomeJsequenceJofJtheJ’otusJcorniculatusJmicrosymbiontJ esorhizobiumJlotiJstrainJRhhrXJ
StandardsninnGenomicnSciencesVJ2014VJiVJc 7

130 xighWqualityJpermanentJdraftJgenomeJsequenceJofJRhizobiumJsullaeJstrainJWS aeibkJaJxedysarumJ
coronariumJmicrosymbiontJfromJSassariVJytalyXJStandardsninnGenomicnSciencesVJ2015VJaZVJdd 7

129 sompleteJgenomeJsequenceJofJracteroidesJhelcogenesJtypeJstrainJRüJcfWaZhSXJStandardsninn
GenomicnSciencesVJ2011VJdVJdeWec 7

128 sompleteJgenomeJsequenceJofJtheJorangeWredJpigmentedVJradioresistantJteinococcusJ
proteolyticusJtypeJstrainJR RüRTSSXJStandardsninnGenomicnSciencesVJ2012VJfVJbdZWeZ 7

127 sompleteJgenomeJsequenceJofJxalopigerJxanaduensisJtypeJstrainJRSxWfRTSSXJStandardsninnGenomicn
SciencesVJ2012VJfVJcaWdb 7

126 sompleteJgenomeJsequenceJofJylyobacterJpolytropusJtypeJstrainJRsuxbuaSXJStandardsninnGenomicn
SciencesVJ2010VJcVJcZdWad 7

125 sompleteJgenomeJsequenceJofJqrcanobacteriumJhaemolyticumJtypeJstrainJRaaZahSXJStandardsninn
GenomicnSciencesVJ2010VJcVJabfWce 7

124 sompleteJgenomeJsequenceJofJThermaerobacterJmarianensisJtypeJstrainJRgpgeaSXJStandardsninn
GenomicnSciencesVJ2010VJcVJccgWde 7

123 traftJwenomeJSequenceJofJxeavyJ etalWResistantJsupriavidusJalkaliphilusJqSsWgcbTVJysolatedJfromJ
qgaveJRhizosphereJinJtheJNortheastJofJ exicoXJGenomenAnnouncementsVJ2016VJdVJ 6

122
xighWqualityJpermanentJdraftJgenomeJsequenceJofJunsiferJspXJüsbVJisolatedJfromJaJnitrogenWfixingJ
rootJnoduleJofJtheJlegumeJtreeJRKhejriSJnativeJtoJtheJTharJtesertJofJyndiaXJStandardsninnGenomicn
SciencesVJ2016VJaaVJdc

6

121 xighJqualityJdraftJgenomeJsequenceJofJ’eucobacterJchironomiJstrainJ  b’rRTSJRtS JaihhcRTSSJ
isolatedJfromJaJshironomusJspXJeggJmassXJStandardsninnGenomicnSciencesVJ2015VJaZVJba 6

120 wenomeJSequenceJofJxalomonasJspXJStrainJ sTwciaVJaJxydrocarbonWtegradingJandJuxopolymericJ
SubstanceWüroducingJracteriumXJGenomenAnnouncementsVJ2015VJcVJ 6
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119 sompleteJgenomeJsequenceJofJtheJbileWresistantJpigmentWproducingJanaerobeJqlistipesJfinegoldiiJ
typeJstrainJRqxNbdcgRTSSXJStandardsninnGenomicnSciencesVJ2013VJhVJbfWcf 6

118 wenomeJsequenceJofJtheJ’ebeckiaJambiguaWnodulatingJLrurkholderiaJsprentiaeLJstrainJ
WS eZZeRTXSXJStandardsninnGenomicnSciencesVJ2013VJiVJcheWid 6

117 sompleteJgenomeJsequenceJofJ ahellaJaustraliensisJtypeJstrainJReZWaJrôNSXJStandardsninnGenomicn
SciencesVJ2011VJdVJccaWda 6

116 sompleteJgenomeJsequenceJofJtheJthermophilicJsulfurWreducerJxippeaJmaritimaJtypeJstrainJ
R xRbSSXJStandardsninnGenomicnSciencesVJ2011VJdVJcZcWaa 6

115 sompleteJgenomeJsequenceJofJtheJaerobicVJheterotrophJ arinithermusJhydrothermalisJtypeJstrainJ
RTaRTSSJfromJaJdeepWseaJhydrothermalJventJchimneyXJStandardsninnGenomicnSciencesVJ2012VJfVJbaWcZ 6

114 wenomeJSequenceJofJqrenibacterJalgicolaJStrainJTwdZiVJaJxydrocarbonWtegradingJracteriumJ
qssociatedJwithJ arineJuukaryoticJühytoplanktonXJGenomenAnnouncementsVJ2016VJdVJ 6

113 sompleteJgenomeJsequenceJofJstrainJYy JZZbJRtS JddhceSVJtheJtypeJspeciesJofJtheJgenusJandJ
sourceJofJnewJantibioticJcompoundsXJStandardsninnGenomicnSciencesVJ2017VJabVJba 5

112
NovelJheavyJmetalJresistanceJgeneJclustersJareJpresentJinJtheJgenomeJofJsupriavidusJ
neocaledonicusJST JfZgZVJaJnewJspeciesJofJ imosaJpudicaJmicrosymbiontJisolatedJfromJ
heavyWmetalWrichJminingJsiteJsoilXJBMCnGenomicsVJ2020VJbaVJbad

4.5 5

111
sompleteJgenomeJsequenceJofJtheJhaloalkaliphilicVJobligatelyJchemolithoautotrophicJthiosulfateJ
andJsulfideWoxidizingJ˛‡WproteobacteriumJThioalkalimicrobiumJcyclicumJtypeJstrainJq’ JaJRtS J
addggRTSSXJStandardsninnGenomicnSciencesVJ2016VJaaVJch

5

110 xighWqualityJdraftJgenomeJsequenceJofJtheJThermusJamyloliquefaciensJtypeJstrainJYy JggdZiRTSJ
withJanJincompleteJdenitrificationJpathwayXJStandardsninnGenomicnSciencesVJ2016VJaaVJbZ 5

109 wenomeJsequenceJandJemendedJdescriptionJofJ’eisingeraJnanhaiensisJstrainJtS JbdbebRTSJ
isolatedJfromJmarineJsedimentXJStandardsninnGenomicnSciencesVJ2014VJiVJfhgWgZc 5

108 wenomeJsequenceJofJ icrovirgaJlupiniJstrainJ’UTfRTSVJaJnovelJ’upinusJalphaproteobacterialJ
microsymbiontJfromJTexasXJStandardsninnGenomicnSciencesVJ2014VJiVJaaeiWfg 5

107 xighWqualityJpermanentJdraftJgenomeJsequenceJofJtheJ’ebeckiaJambiguaWnodulatingJrurkholderiaJ
spXJstrainJWS dagfXJStandardsninnGenomicnSciencesVJ2015VJaZVJgi 5

106
sompleteJgenomeJsequenceJofJThioalkalivibrioJparadoxusJtypeJstrainJqRhJaRTSVJanJobligatelyJ
chemolithoautotrophicJhaloalkaliphilicJsulfurWoxidizingJbacteriumJisolatedJfromJaJKenyanJsodaJlakeXJ
StandardsninnGenomicnSciencesVJ2015VJaZVJaZe

5

105 sompleteJgenomeJsequenceJofJsoriobacteriumJglomeransJtypeJstrainJRüWbRTSSJfromJtheJmidgutJofJ
üyrrhocorisJapterusJ’XJRredJsoldierJbugSXJStandardsninnGenomicnSciencesVJ2013VJhVJaeWbe 5

104 sompleteJgenomeJsequenceJofJStaphylothermusJhellenicusJühXJStandardsninnGenomicnSciencesVJ2011
VJeVJabWbZ 5

103 sompleteJgenomeJsequenceJofJ arinomonasJposidonicaJtypeJstrainJRyVyqWüoWahaRTSSXJStandardsninn
GenomicnSciencesVJ2012VJgVJcaWdc 5

102  olecularJtialoguesJbetweenJuarlyJtivergentJvungiJandJracteriaJinJanJqntagonismJversusJaJ
 utualismXJMBioVJ2020VJaaVJ 7.8 5

(2020-2013)
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101 wenomeJqnalysisJofJaJVerrucomicrobialJundosymbiontJWithJaJTinyJwenomeJtiscoveredJinJanJ
qntarcticJ’akeXJFrontiersninnMicrobiologyVJ2021VJabVJfgdgeh 5.7 5

100 ôneJsompleteJandJSevenJtraftJwenomeJSequencesJofJSubdivisionJaJandJcJysolatedJfromJSoilXJ
MicrobiologynResourcenAnnouncementsVJ2020VJiVJ 1.3 4

99 wenomeJsequenceJofJtheJ’otusJsppXJmicrosymbiontJ esorhizobiumJlotiJstrainJNZübZcgXJStandardsn
innGenomicnSciencesVJ2014VJiVJg 4

98 wenomeJsequenceJofJtheJThermotogaJthermarumJtypeJstrainJR’qcRTSSJfromJanJqfricanJsolfataricJ
springXJStandardsninnGenomicnSciencesVJ2014VJiVJaaZeWag 4

97 xighWqualityWdraftJgenomeJsequenceJofJtheJfermentingJbacteriumJtypeJstrainJwlurSaaJRtS J
bifihSXJStandardsninnGenomicnSciencesVJ2017VJabVJbd 4

96 xighWqualityJpermanentJdraftJgenomeJsequenceJofJtheJtypeJstrainJUStqJgfVJisolatedJfromJR’XSJ errXJ
StandardsninnGenomicnSciencesVJ2017VJabVJbf 4

95
xighJqualityJdraftJgenomeJsequenceJandJanalysisJofJüontibacterJroseusJtypeJstrainJSRsWaRTSJRtS J
agebaRTSSJisolatedJfromJmuddyJwatersJofJaJdrainageJsystemJinJshandigarhVJyndiaXJStandardsninn
GenomicnSciencesVJ2015VJaZVJh

4

94
xighWqualityJpermanentJdraftJgenomeJsequenceJofJtheJextremelyJosmotolerantJdiphenolJ
degradingJbacteriumJxalotaleaJalkalilentaJqWWgRTSVJandJemendedJdescriptionJofJtheJgenusJ
xalotaleaXJStandardsninnGenomicnSciencesVJ2015VJaZVJeb

4

93
wenomeJSequenceJofJüolycyclovoransJalgicolaJStrainJTwdZhVJanJôbligateJüolycyclicJqromaticJ
xydrocarbonWtegradingJracteriumJqssociatedJwithJ arineJuukaryoticJühytoplanktonXJGenomen
AnnouncementsVJ2015VJcVJ

4

92 sompleteJwenomeJSequenceJofJtheJxyperthermophilicJSulfateWReducingJracteriumJ
ThermodesulfobacteriumJgeofontisJôüvaeTXJGenomenAnnouncementsVJ2013VJaVJeZZafbac 4

91 wenomeJsequenceJofJtheJ’istiaJangolensisJmicrosymbiontJ icrovirgaJlotononidisJstrainJ
WS ceegRTXSXJStandardsninnGenomicnSciencesVJ2014VJiVJedZWeZ 4

90 xighWqualityWdraftJgenomeJsequenceJofJtheJyellowWpigmentedJflavobacteriumJzoostellaJmarinaJ
typeJstrainJRuneRTSSXJStandardsninnGenomicnSciencesVJ2013VJhVJcgWdf 4

89 üermanentJdraftJgenomeJsequencesJofJtheJsymbioticJnitrogenJfixingJunsiferJmelilotiJstrainsJ
rôbassJandJqKehXJStandardsninnGenomicnSciencesVJ2013VJiVJcbeWcc 4

88
wenomeJsequenceJofJtheJmoderatelyJthermophilicJsulfurWreducingJbacteriumJThermanaerovibrioJ
veloxJtypeJstrainJRZWigZaRTSSJandJemendedJdescriptionJofJtheJgenusJThermanaerovibrioXJStandardsn
innGenomicnSciencesVJ2013VJiVJegWgZ

4

87 wenomeJsequenceJofJunsiferJarborisJstrainJ’ wJadiaiRTSkJaJmicrosymbiontJofJtheJlegumeJürosopisJ
chilensisJgrowingJinJKostiVJSudanXJStandardsninnGenomicnSciencesVJ2014VJiVJdgcWhc 4

86 wenomeJsequenceJofJtheJphylogeneticallyJisolatedJspirocheteJ’eptonemaJilliniJtypeJstrainJ
RcZeeRTSSXJStandardsninnGenomicnSciencesVJ2013VJhVJaggWhg 4

85 NonWcontiguousJfinishedJgenomeJsequenceJofJracteroidesJcoprosuisJtypeJstrainJRüsaciSXJStandardsn
innGenomicnSciencesVJ2011VJdVJbccWdc 4

84 sompleteJgenomeJsequenceJofJTolumonasJauensisJtypeJstrainJRTqJdSXJStandardsninnGenomicnSciences
VJ2011VJeVJaabWbZ 4
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83 sompleteJgenomeJsequenceJofJyntrasporangiumJcalvumJtypeJstrainJRgJKyüSXJStandardsninnGenomicn
SciencesVJ2010VJcVJbidWcZc 4

82 wenomicJürospectingJforJ icrobialJriodieselJüroductiondZeWdah 4

81
üermanentJymprovedJxighWγualityJtraftJwenomeJSequenceJofJNocardiaJcasuarinaeJStrainJ
r weaaZiVJanJundophyteJofJqctinorhizalJRootJNodulesJofJsasuarinaJglaucaXJGenomen
AnnouncementsVJ2016VJdVJ

4

80
traftJwenomeJofJrurkholderiaJcenocepaciaJTqtlWcgaVJaJStrainJfromJtheJrurkholderiaJcepaciaJ
somplexJRetainsJqntagonismJinJtifferentJsarbonJandJNitrogenJSourcesXJCurrentnMicrobiologyVJ2019
VJgfVJeffWegd

2.4 3

79
xighWqualityJpermanentJdraftJgenomeJsequenceJofJrradyrhizobiumJspXJTvbaXbVJaJmicrosymbiontJofJ
TachigaliJversicolorJdiscoveredJinJrarroJsoloradoJyslandJofJüanamaXJStandardsninnGenomicnSciencesVJ
2015VJaZVJbg

3

78 üermanentJtraftJwenomeJSequenceJofJNocardiaJspXJr waaabZiVJanJqctinobacteriumJysolatedJfromJ
NodulesJofJsasuarinaJglaucaXJGenomenAnnouncementsVJ2016VJdVJ 3

77 xighWγualityJtraftJwenomeJSequencesJofJuightJracteriaJysolatedJfromJvungusJwardensJwrownJbyJ
TrachymyrmexJseptentrionalisJqntsXJMicrobiologynResourcenAnnouncementsVJ2018VJgVJ 1.3 3

76  icrobiomesJofJVelloziaceaeJfromJphosphorusWimpoverishedJsoilsJofJtheJcamposJrupestresVJaJ
biodiversityJhotspotXJScientificnDataVJ2019VJfVJadZ 8.2 3

75  etagenomesJandJmetatranscriptomesJfromJborealJpotentialJandJactualJacidJsulfateJsoilJmaterialsXJ
ScientificnDataVJ2019VJfVJbZg 8.2 3

74 wenomeJsequenceJofJtheJdarkJpinkJpigmentedJ’istiaJbainesiiJmicrosymbiontJ ethylobacteriumJspXJ
WS beihXJStandardsninnGenomicnSciencesVJ2014VJiVJe 3

73 wenomeJsequenceJofJtheJ edicagoWnodulatingJunsiferJmelilotiJcommercialJinoculantJstrainJRRyabhXJ
StandardsninnGenomicnSciencesVJ2014VJiVJfZbWac 3

72
xighWγualityJtraftJwenomeJSequenceJofJKallotenueJpapyrolyticumJzKwaTJRevealsJrroadJ
xeterotrophicJsapacityJvocusedJonJsarbohydrateJandJqminoJqcidJ etabolismXJGenomen
AnnouncementsVJ2015VJcVJ

3

71
xighWqualityJpermanentJdraftJgenomeJsequenceJofJRhizobiumJleguminosarumJbvXJviciaeJstrainJ
wrcZkJanJeffectiveJmicrosymbiontJofJüisumJsativumJgrowingJinJüolandXJStandardsninnGenomicn
SciencesVJ2015VJaZVJcf

3

70 üartialJgenomeJsequenceJofJtheJhaloalkaliphilicJsodaJlakeJbacteriumJThioalkalivibrioJ
thiocyanoxidansJqRhJbRTSXJStandardsninnGenomicnSciencesVJ2015VJaZVJhe 3

69 xighWqualityJpermanentJdraftJgenomeJsequenceJofJunsiferJmelilotiJstrainJdxdaVJanJeffectiveJsaltWJ
andJdroughtWtolerantJmicrosymbiontJofJühaseolusJvulgarisXJStandardsninnGenomicnSciencesVJ2015VJaZVJcd 3

68 wenomeJsequenceJofJrradyrhizobiumJspXJWS abeckJaJmicrosymbiontJofJôrnithopusJcompressusJ
fromJtheJwreekJyslandJofJSifnosXJStandardsninnGenomicnSciencesVJ2015VJaZVJaac 3

67 traftJwenomeJSequenceJofJüseudomonasJazotifigensJStrainJtS JageefTJRfxccbTSVJaJNitrogenJ
vixerJStrainJysolatedJfromJaJsompostJüileXJGenomenAnnouncementsVJ2013VJaVJ 3

66 wenomeJsequenceJofJtheJTrifoliumJrueppellianumJWnodulatingJRhizobiumJleguminosarumJbvXJtrifoliiJ
strainJWS bZabXJStandardsninnGenomicnSciencesVJ2013VJiVJbhcWic 3
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65 wenomeJsequenceJofJtheJcloverWnodulatingJRhizobiumJleguminosarumJbvXJtrifoliiJstrainJSRtyefeXJ
StandardsninnGenomicnSciencesVJ2013VJiVJbbZWca 3

64 wenomeJsequenceJofJtheJSouthJqmericanJcloverWnodulatingJRhizobiumJleguminosarumJbvXJtrifoliiJ
strainJWS eigXJStandardsninnGenomicnSciencesVJ2013VJiVJbfdWgb 3

63 wenomeJsequenceJofJtheJacidWtolerantJrurkholderiaJspXJstrainJWS bbcZJfromJKarijiniJNationalJ
üarkVJqustraliaXJStandardsninnGenomicnSciencesVJ2014VJiVJeeaWfa 3

62 sompleteJgenomeJsequenceJofJôceanithermusJprofundusJtypeJstrainJReZfSXJStandardsninnGenomicn
SciencesVJ2011VJdVJbaZWbZ 3

61 wenomeJsequenceJofJtheJoceanJsedimentJbacteriumJSaccharomonosporaJmarinaJtypeJstrainJ
RX UaeRTSSXJStandardsninnGenomicnSciencesVJ2012VJfVJbfeWge 3

60 sompleteJgenomeJsequenceJofJSyntrophobotulusJglycolicusJtypeJstrainJRvlwlyRSXJStandardsninn
GenomicnSciencesVJ2011VJdVJcgaWhZ 3

59 xighWγualityJtraftJwenomesJfromJThermusJcaliditerraeJYy JgggggJandJTX´ tengchongensisJYy J
ggdZaVJysolatesJfromJTengchongVJshinaXJGenomenAnnouncementsVJ2016VJdVJ 3

58 sompleteJwenomeJSequenceJforJspXJStrainJôRecJandJtraftJwenomeJSequenceJforJspXJStrainJôRdcVJ
TwoJracteriaJTolerantJtoJUraniumXJMicrobiologynResourcenAnnouncementsVJ2019VJhVJ 1.3 3

57 TheJbiogeographicJdifferentiationJofJalgalJmicrobiomesJinJtheJupperJoceanJfromJpoleJtoJpoleXJ
NaturenCommunicationsVJ2021VJabVJedhc 17.4 3

56 xighJqualityJpermanentJdraftJgenomeJsequenceJofJtS JaidhbVJisolatedJfromJrawJcowJmilkXJ
StandardsninnGenomicnSciencesVJ2017VJabVJca 2

55
üermanentJtraftJwenomeJSequenceJofJStrainJZWeccVJaJüeptideJandJStarchJtegraderJysolatedJfromJ
ThermalJSpringsJinJtheJKamchatkaJüeninsulaJandJKunashirJyslandVJRussiaXJGenomenAnnouncementsVJ
2017VJeVJ

2

54 sompleteJwenomeJSequenceJofJqTssJdiahaVJaJühylogeneticallyJtistinctJqmmoniaWôxidizingJ
racteriumJysolatedJfromJqrcticJWatersXJGenomenAnnouncementsVJ2017VJeVJ 2

53 wenomeJSequenceJofJspXJStrainJ sTwaefRaaSVJysolatedJfromJaJScottishJsoastalJühytoplanktonJNetJ
SampleXJGenomenAnnouncementsVJ2017VJeVJ 2

52 qnJimprovedJhighWqualityJdraftJgenomeJsequenceJofJsarnobacteriumJinhibensJsubspXJinhibensJ
strainJKaRTSXJStandardsninnGenomicnSciencesVJ2016VJaaVJfe 2

51
üermanentJdraftJgenomeJsequenceJofJtesulfurococcusJmobilisJtypeJstrainJtS JbafaVJaJ
thermoacidophilicJsulfurWreducingJcrenarchaeonJisolatedJfromJacidicJhotJspringsJofJxveravellirVJ
ycelandXJStandardsninnGenomicnSciencesVJ2016VJaaVJc

2

50 wenomeJsequenceJofJtheJWenxiniaJmarinaJtypeJstrainJRtS JbdhchRTSSVJaJrepresentativeJofJtheJ
RoseobacterJgroupJisolatedJfromJoilfieldJsedimentsXJStandardsninnGenomicnSciencesVJ2014VJiVJheeWfe 2

49 xighWqualityJpermanentJdraftJgenomeJsequenceJofJtheJüarapiptadeniaJrigidaWnodulatingJ
rurkholderiaJspXJstrainJUYüRaXdacXJStandardsninnGenomicnSciencesVJ2015VJaZVJca 2

48 xighJqualityJdraftJgenomeJsequenceJofJracteroidesJbarnesiaeJtypeJstrainJr’bRTSJRtS JahafiRTSSJ
fromJchickenJcaecumXJStandardsninnGenomicnSciencesVJ2015VJaZVJdh 2
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47
üartialJgenomeJsequenceJofJThioalkalivibrioJthiocyanodenitrificansJqRhtJaRTSVJaJ
chemolithoautotrophicJhaloalkaliphilicJsulfurWoxidizingJbacteriumJcapableJofJcompleteJ
denitrificationXJStandardsninnGenomicnSciencesVJ2015VJaZVJhd

2

46 xighWqualityJpermanentJdraftJgenomeJsequenceJofJtheJüarapiptadeniaJrigidaWnodulatingJ
supriavidusJspXJstrainJUYüRbXeabXJStandardsninnGenomicnSciencesVJ2015VJaZVJac 2

45 traftJwenomeJSequenceJofJtheJsellulolyticJandJXylanolyticJThermophileJslostridiumJclariflavumJ
StrainJdWbaXJGenomenAnnouncementsVJ2015VJcVJ 2

44 wenomeJsequenceJofJrurkholderiaJmimosarumJstrainJ’ wJbcbefRTSVJaJ imosaJpigraJmicrosymbiontJ
fromJqnsoVJTaiwanXJStandardsninnGenomicnSciencesVJ2014VJiVJdhdWid 2

43 wenomeJsequenceJofJtheJlupinWnodulatingJrradyrhizobiumJspXJstrainJWS adagXJStandardsninn
GenomicnSciencesVJ2013VJiVJbgcWhb 2

42 wenomeJsequenceJofJtheJacidWtolerantJrurkholderiaJspXJstrainJWS bbcbJfromJKarijiniJNationalJ
üarkVJqustraliaXJStandardsninnGenomicnSciencesVJ2014VJiVJaafhWhZ 2

41
sompleteJgenomeJsequenceJofJtheJhalophilicJbacteriumJSpirochaetaJafricanaJtypeJstrainJ
RZWgfibRTSSJfromJtheJalkalineJ’akeJ agadiJinJtheJuastJqfricanJRiftXJStandardsninnGenomicnSciencesVJ
2013VJhVJafeWgf

2

40 NonWcontiguousJfinishedJgenomeJsequenceJofJtheJopportunisticJoralJpathogenJürevotellaJ
multisaccharivoraxJtypeJstrainJRüüüqbZSXJStandardsninnGenomicnSciencesVJ2011VJeVJdaWi 2

39 xighWqualityJdraftJgenomeJsequencesJofJtS JadafdVJtS JagdigVJtS JaeZhhVJtS JbabdeJandJtS J
afZZfjJtaxonomicJconsiderationsXJAccessnMicrobiologyVJ2019VJaVJeZZZZfg 1 2

38 srypticJinovirusesJareJpervasiveJinJbacteriaJandJarchaeaJacrossJuarthâ��sJbiomes 2

37 wenomicsVJuxometabolomicsVJandJ etabolicJürobingJRevealJsonservedJüroteolyticJ etabolismJofJ
andJThreeJsandidateJSpeciesJvromJshinaJandJzapanXJFrontiersninnMicrobiologyVJ2021VJabVJfcbgca 5.7 2

36 qpplicationJofJ’ongJSequenceJReadsJToJymproveJwenomesJforJslostridiumJthermocellumJqtbVJ
slostridiumJthermocellumJ’γRyVJandJüelosinusJfermentansJRgXJGenomenAnnouncementsVJ2016VJdVJ 2

35 sompleteJwenomeJSequenceJofJSerratiaJquinivoransJStrainJabdRVJaJvacultativeJqnaerobeJysolatedJ
onJôrganosolvJ’igninJasJaJSoleJsarbonJSourceXJMicrobiologynResourcenAnnouncementsVJ2019VJhVJ 1.3 1

34 traftJgenomeJsequenceJofJs’WYziJRtS JahhbbSVJisolatedJfromJtheJrhizosphereJofJtheJcoastalJ
tidalWflatJplantXJStandardsninnGenomicnSciencesVJ2017VJabVJfe 1

33 sompleteJwenomeJSequenceJofJspXJStrainJRryyTtVJaJrutyrateWJandJrutanolWüroducingJThermophileXJ
GenomenAnnouncementsVJ2018VJfVJ 1

32
xighWqualityJdraftJgenomeJsequenceJofJvlavobacteriumJsuncheonenseJwxbiWeRTSJRtS JaggZgRTSSJ
isolatedJfromJgreenhouseJsoilJinJSouthJKoreaVJandJemendedJdescriptionJofJvlavobacteriumJ
suncheonenseJwxbiWeRTSXJStandardsninnGenomicnSciencesVJ2016VJaaVJdb

1

31 xighWqualityJdraftJgenomeJsequenceJofJstrainJST faeeVJaJmicrosymbiontJfromJNewJsaledoniaXJ
StandardsninnGenomicnSciencesVJ2017VJabVJg 1

30 xighWqualityJpermanentJdraftJgenomeJsequenceJofJtheJ’ebeckiaJWJnodulatingJrurkholderiaJ
dilworthiiJstrainJWS ceefRTSXJStandardsninnGenomicnSciencesVJ2015VJaZVJfd 1

(2015-2015)
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29 xighWqualityJdraftJgenomeJsequenceJofJwracilimonasJtropicaJs’WsrdfbRTSJRtS JaieceRTSSVJisolatedJ
fromJaJSynechococcusJcultureXJStandardsninnGenomicnSciencesVJ2015VJaZVJih 1

28
xighWqualityJpermanentJdraftJgenomeJsequenceJofJrradyrhizobiumJspXJstrainJWS agdcJWJanJ
effectiveJmicrosymbiontJofJanJyndigoferaJspXJgrowingJinJqustraliaXJStandardsninnGenomicnSciencesVJ
2015VJaZVJhg

1

27 xighWqualityJpermanentJdraftJgenomeJsequenceJofJrradyrhizobiumJspXJqiaaWbkJaJmicrosymbiontJofJ
qndiraJinermisJdiscoveredJinJsostaJRicaXJStandardsninnGenomicnSciencesVJ2015VJaZVJcc 1

26
wenomeJsequenceJofJtheJpinkWpigmentedJmarineJbacteriumJ’oktanellaJhongkongensisJtypeJstrainJ
RUSTieZgZaWZZiüRTSSVJaJrepresentativeJofJtheJRoseobacterJgroupXJStandardsninnGenomicnSciencesVJ
2015VJaZVJea

1

25 xighWqualityJpermanentJdraftJgenomeJsequenceJofJtheJ imosaJasperataJWJnodulatingJsupriavidusJ
spXJstrainJq üfXJStandardsninnGenomicnSciencesVJ2015VJaZVJhZ 1

24 xighJqualityJdraftJgenomeJsequenceJofJsorynebacteriumJulceribovisJtypeJstrainJy  yrW’acieRTSJ
RtS JdeadfRTSSXJStandardsninnGenomicnSciencesVJ2015VJaZVJeZ 1

23
xighWqualityJpermanentJdraftJgenomeJsequenceJofJrradyrhizobiumJspXJThXbbVJaJmicrosymbiontJofJ
qmphicarpaeaJbracteataJcollectedJinJzohnsonJsityVJNewJYorkXJStandardsninnGenomicnSciencesVJ2015VJ
aZVJbd

1

22 wenomeJsequenceJofJunsiferJmedicaeJstrainJWS acfikJanJeffectiveJmicrosymbiontJofJtheJannualJ
legumeJ edicagoJsphaerocarposXJStandardsninnGenomicnSciencesVJ2013VJiVJdbZWcZ 1

21 wenomeJsequenceJofJunsiferJmedicaeJstrainJWS aaaekJanJacidWtolerantJ edicagoWnodulatingJ
microsymbiontJfromJSamothrakiVJwreeceXJStandardsninnGenomicnSciencesVJ2014VJiVJeadWbf 1

20 wenomeJsequenceJofJtheJchemoheterotrophicJsoilJbacteriumJSaccharomonosporaJcyaneaJtypeJ
strainJRNqWacdRTSSXJStandardsninnGenomicnSciencesVJ2013VJiVJbhWda 1

19 wenomeJsequenceJofJvrateuriaJaurantiaJtypeJstrainJRKondˆ·JfgRTSSVJaJxanthomonadeJisolatedJfromJ
’iliumJauratiumJ’indlXJStandardsninnGenomicnSciencesVJ2013VJiVJhcWib 1

18 üermanentJdraftJgenomeJsequenceJofJtheJglidingJpredatorJSaprospiraJgrandisJstrainJSaJgaJRmJxRaSXJ
StandardsninnGenomicnSciencesVJ2012VJfVJbaZWi 1

17 SôüJforJpathwayJinferenceJinJyntegratedJ icrobialJwenomesJRy wSXJStandardsninnGenomicnSciencesVJ
2011VJeVJdbZWc 1

16  etagenomesJandJ etatranscriptomesJofJaJwlucoseWqmendedJqgriculturalJSoilXJMicrobiologyn
ResourcenAnnouncementsVJ2020VJiVJ 1.3 1

15 TheJtôuJzwyJ etagenomeJWorkflow 1

14 traftJwenomeJSequencesJofJNewJysolatesJandJtheJKnownJSpeciesJofJtheJvamilyJ icrobacteriaceaeJ
qssociatedJwithJülantsXJMicrobiologynResourcenAnnouncementsVJ2018VJgVJ 1.3 1

13 qJcentimeterWlongJbacteriumJwithJtNqJcompartmentalizedJinJmembraneWboundJorganelles 1

12 traftJgenomeJsequenceJofJqctinotignumJschaaliiJtS JaeedaTjJweneticJinsightsJintoJtheJlifestyleVJ
cellJfitnessJandJvirulenceXJPLoSnONEVJ2017VJabVJeZahhiad 3.7 0
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11 xighJqualityJdraftJgenomeJsequenceJofJrrachymonasJchironomiJqy qdRTSJRtS JaihhdRTSSJisolatedJ
fromJaJshironomusJspXJeggJmassXJStandardsninnGenomicnSciencesVJ2015VJaZVJbi 0

10
xighWqualityJpermanentJdraftJgenomeJsequenceJofJunsiferJmedicaeJstrainJWS bddVJaJ
microsymbiontJisolatedJfromJ edicagoJpolymorphaJgrowingJinJalkalineJsoilXJStandardsninnGenomicn
SciencesVJ2015VJaZVJabf

0

9 wenomeJsequenceJofJtheJflexirubinWpigmentedJsoilJbacteriumJNiabellaJsoliJtypeJstrainJRzSacWhRTSSXJ
StandardsninnGenomicnSciencesVJ2012VJgVJbaZWbZ 0

8 xighWγualityJtraftJwenomeJSequenceJofJtheJSiderophilicJandJThermophilicJsyanobacteriumJzSsWabXJ
MicrobiologynResourcenAnnouncementsVJ2021VJaZVJeZZdieba 1.3 0

7
TheJwenomeJofJtheJqcidJSoilWqdaptedJStrainJôRaiaJuncodesJteterminantsJforJuffectiveJSymbioticJ
ynteractionJWithJrothJanJynvertedJRepeatJ’ackingJsladeJandJaJühaseoloidJ’egumeJxostXXJFrontiersn
innMicrobiologyVJ2022VJacVJgceiaa

5.7 0

6 xighWqualityJdraftJgenomeJsequenceJofJ lalzWaVJaJmicrosymbiontJofJR’XSJmillerJcollectedJinJ
’anzaroteVJsanaryJyslandsVJSpainXJStandardsninnGenomicnSciencesVJ2017VJabVJeh

5 wenomeJsequenceJofJunsiferJmedicaeJtibhkJanJeffectiveJNbWfixingJmicrosymbiontJofJ edicagoJ
murexJandJ XJpolymorphaXJStandardsninnGenomicnSciencesVJ2014VJiVJd

4 TheJwenomeJSequenceJofJtheJNovelJRhizobialJSpeciesJ icrovirgaJlotononidisJStrainJWS ceegTJ
2015VJbceWbdd

3 wenomeJsequenceJofJtheJôrnithopusY’upinusWnodulatingJrradyrhizobiumJspXJstrainJWS dgaXJ
StandardsninnGenomicnSciencesVJ2013VJiVJbedWfc

2 sompleteJgenomeJsequenceJofJ esorhizobiumJaustralicumJtypeJstrainJRWS bZgcTSXJStandardsninn
GenomicnSciencesVJ2013VJiVJaWae

1 SodalisJligniJStrainJaeiRJysolatedJfromJanJqnaerobicJ’igninWtegradingJsonsortiumXXJMicrobiologyn
SpectrumVJ2022VJeZbcdfba 8.9
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