
Phillip Armand Bester

List of Publications by Year
in descending order

Source: https://exaly.com/author-pdf/5169848/publications.pdf

Version: 2024-02-01

16

papers

1,492

citations

6

h-index

1651377

9

g-index

1637695

16

all docs

16

docs citations

16

times ranked

2438

citing authors



Phillip Armand Bester

2

# Article IF Citations

1 Rapid epidemic expansion of the SARS-CoV-2 Omicron variant in southern Africa. Nature, 2022, 603,
679-686. 13.7 1,210

2 Complete genome sequence of a HPV31 isolate from laryngeal squamous cell carcinoma and biological
consequences for p97 promoter activity. PLoS ONE, 2021, 16, e0252524. 1.1 2

3
Whole-Genome Sequence and Comparative Analysis of Human Papillomavirus Type 18 Isolated from a
Nasopharyngeal Carcinoma from South Africa. Microbiology Resource Announcements, 2021, 10,
e0063021.

0.3 0

4 A year of genomic surveillance reveals how the SARS-CoV-2 pandemic unfolded in Africa. Science, 2021,
374, 423-431. 6.0 144

5 Metagenomic Analysis of the Enteric RNA Virome of Infants from the Oukasie Clinic, North West
Province, South Africa, Reveals Diverse Eukaryotic Viruses. Viruses, 2020, 12, 1260. 1.5 11

6
A simple and rapid approach to prepare Sindbis and West Nile viral RNA controls for differentiation
between positive samples and laboratory contamination. Journal of Virological Methods, 2020, 278,
113822.

1.0 0

7 Hepatitis B virus seroepidemiology data for Africa: Modelling intervention strategies based on a
systematic review and meta-analysis. PLoS Medicine, 2020, 17, e1003068. 3.9 39

8 Bimodal distribution and set point HBV DNA viral loads in chronic infection: retrospective analysis of
cohorts from the UK and South Africa. Wellcome Open Research, 2020, 5, 113. 0.9 9

9 Hepatitis B virus resistance to tenofovir: fact or fiction? A systematic literature review and
structural analysis of drug resistance mechanisms. Wellcome Open Research, 2020, 5, 151. 0.9 10

10 Bimodal distribution and set point HBV DNA viral loads in chronic infection: retrospective analysis of
cohorts from the UK and South Africa. Wellcome Open Research, 2020, 5, 113. 0.9 5

11 Title is missing!. , 2020, 17, e1003068. 0

12 Title is missing!. , 2020, 17, e1003068. 0

13 Title is missing!. , 2020, 17, e1003068. 0

14 Title is missing!. , 2020, 17, e1003068. 0

15 PhyloPi: An affordable, purpose built phylogenetic pipeline for the HIV drug resistance testing facility.
PLoS ONE, 2019, 14, e0213241. 1.1 1

16 Rapid epidemic expansion of the SARS-CoV-2 Omicron variant in southern Africa. Nature, 0, , . 13.7 61


