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i Paper IF Citations

152 SuccessionalKadaptiveKstrategiesKrevealedKbyKcorrelatingKarbuscularKmycorrhizalKfungalKabundanceK
withKhostKplantKgeneKexpressionYYKMoleculareEcologyWK2022WK 5.7 1

151 kKmoreKthanKaKnodeKorKaKfootXshapedKbasalKcellYKStudieseineMycologyWK2021WKjiWKbaabbg 22.2 28

150 xenomeXresolvedKmetagenomicsKrevealsKroleKofKironKmetabolismKinKdroughtXinducedKrhizosphereK
microbiomeKdynamicsYKNatureeCommunicationsWK2021WKbcWKdcaj 17.4 14

149 zsolatedKfromKsatsKtapturedKinK”exicoKwormKaKSisterKxroupKtoK–orthKrmericanKtlassKcKtladeYK
JournaleofeFungienBaselseSwitzerlandoWK2021WKhWK 5.6 1

148 yoloXomicsKforKdecipheringKplantXmicrobiomeKinteractionsYKMicrobiomeWK2021WKjWKgj 16.6 11

147 KeepKyourKfriendsKclosekKyostKcompartmentalisationKofKmicrobialKcommunitiesKfacilitatesK
decouplingKfromKeffectsKofKhabitatKfragmentationYKEcologyeLettersWK2021WKceWKcgheXcgig 10 0

146 ThreatsKPosedKbyKtheKwungalKKingdomKtoKyumansWKWildlifeWKandKrgricultureYKMBioWK2020WKbbWK 7.8 94

145 wungalKSignatureKofK”oistureKuamageKinKsuildingskKzdentificationKbyKTargetedKandKUntargetedK
rpproachesKwithK”ycobiomeKuataYKAppliedeandeEnvironmentaleMicrobiologyWK2020WKigWK 4.8 7

144 vctomycorrhizalKfungalKdiversityKpredictedKtoKsubstantiallyKdeclineKdueKtoKclimateKchangesKinK–orthK
rmericanKPinaceaeKforestsYKJournaleofeBiogeographyWK2020WKehWKhhcXhic 4.1 17

143 wungalKcommunityKassemblyKinKdroughtXstressedKsorghumKshowsKstochasticityWKselectionWKandK
universalKecologicalKdynamicsYKNatureeCommunicationsWK2020WKbbWKde 17.4 59

142 uecadesXoldKstudiesKofKfungiKassociatedKwithKmammalianKlungsKandKmodernKu–rKsequencingK
approachesKhelpKdefineKtheKnatureKofKtheKlungKmycobiomeYKPLoSePathogensWK2020WKbgWKebaaigie 7.6 5

141 xenomicKandKfossilKwindowsKintoKtheKsecretKlivesKofKtheKmostKancientKfungiYKNatureeReviewse
MicrobiologyWK2020WKbiWKhbhXhda 22.2 19

140 rgriculturalKSoilK”anagementKPracticesKuifferentiallyKShapeKtheKsacterialKandKwungalK”icrobiomeK
ofYKAppliedeandeEnvironmentaleMicrobiologyWK2020WK 4.8 5

139 –eurosporaKfromK–aturalKPopulationskKPopulationKxenomicsKznsightsKintoKtheK“ifeKyistoryKofKaK
”odelK”icrobialKvukaryoteYKMethodseineMoleculareBiologyWK2020WKcajaWKdbdXddg 1.4 6

138 TheKendozoanWKsmallXmammalKreservoirKhypothesisKandKtheKlifeKcycleKofKtoccidioidesKspeciesYK
MedicaleMycologyWK2019WKfhWKSbgXSca 3.9 30

137 KennethKWellsWKceKJulyKbjchXbjKJulyKcabgYKMycologiaWK2019WKbbbWKfcfXfci 2.4

136 PhylogeneticKandKphysiologicalKtraitsKofKoomycetesKoriginallyKidentifiedKasKfromKflyKandKmosquitoK
larvaeYKMycologiaWK2019WKbbbWKeaiXecc 2.4 6
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135 rKdifferentKsuitekKTheKassemblageKofKdistinctKfungalKcommunitiesKinKwaterXdamagedKunitsKofKaK
poorlyXmaintainedKpublicKhousingKbuildingYKPLoSeONEWK2019WKbeWKeacbddff 3.7 11

134
TranscriptomicKanalysisKofKfieldXdroughtedKsorghumKfromKseedlingKtoKmaturityKrevealsKbioticKandK
metabolicKresponsesYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaWK2019WK

11.5 68

133 StrongKsuccessionKinKarbuscularKmycorrhizalKfungalKcommunitiesYKISMEeJournalWK2019WKbdWKcbeXccg 11.9 51

132 uroughtKdelaysKdevelopmentKofKtheKsorghumKrootKmicrobiomeKandKenrichesKforKmonodermK
bacteriaYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2018WKbbfWKvecieXvecjd11.5 199

131 TemperatureKsensitivitiesKofKextracellularKenzymeKVKandKKKacrossKthermalKenvironmentsYKGlobale
ChangeeBiologyWK2018WKceWKciieXcijh 11.4 36

130 TemperatureKacclimationKandKadaptationKofKenzymeKphysiologyKinK–eurosporaKdiscretaYKFungale
EcologyWK2018WKdfWKhiXig 4.1 7

129 xlomeromycotinakKwhatKisKaKspeciesKandKwhyKshouldKweKcarepYKNewePhytologistWK2018WKccaWKjgdXjgh 9.8 40

128 PhylogeneticKtaxonKdefinitionsKforKandYKIMAeFungusWK2018WKjWKcjbXcji 6.8 16

127 vngineeringKKluyveromycesKmarxianusKasKaKRobustKSyntheticKsiologyKPlatformKyostYKMBioWK2018WKjWK 7.8 28

126
SurveyKofKcorticioidKfungiKinK–orthKrmericanKpinaceousKforestsKrevealsKhyperdiversityWK
underpopulatedKsequenceKdatabasesWKandKspeciesKthatKareKpotentiallyKectomycorrhizalYKMycologiaWK
2017WKbajWKbbfXbch

2.4 22

125 rKcenturyKlaterWKresolvingKJosephKxrinnellRsKâ��strikingKcaseKofKadventitiousKcolorationâ��YKAukWK2017WK
bdeWKffbXffc 2.1

124 SourcesKofKwungalKxeneticKVariationKandKrssociatingKztKwithKPhenotypicKuiversityYKMicrobiologye
SpectrumWK2017WKfWK 8.9 22

123 ”icrobesKandKassociatedKsolubleKandKvolatileKchemicalsKonKperiodicallyKwetKhouseholdKsurfacesYK
MicrobiomeWK2017WKfWKbci 16.6 34

122 zmportanceKofKResolvingKwungalK–omenclaturekKtheKtaseKofK”ultipleKPathogenicKSpeciesKinKtheK
xenusYKMSphereWK2017WKcWK 5 74

121 tontinentalXlevelKpopulationKdifferentiationKandKenvironmentalKadaptationKinKtheKmushroomKSuillusK
brevipesYKMoleculareEcologyWK2017WKcgWKcagdXcahg 5.7 27

120 SourcesKofKwungalKxeneticKVariationKandKrssociatingKztKwithKPhenotypicKuiversityK2017WKgdfXgff 2

119 thoosingKoneKnameKforKpleomorphicKfungikKTheKexampleKofKrspergillusKversusKvurotiumWK
–eosartoryaKandKvmericellaYKTaxonWK2016WKgfWKfjdXgab 0.8 12

118 tommentKonKMxlobalKassessmentKofKarbuscularKmycorrhizalKfungusKdiversityKrevealsKveryKlowK
endemismMYKScienceWK2016WKdfbWKicg 33.3 50

(2016-2019)
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117 SequenceXbasedKclassificationKandKidentificationKofKwungiYKMycologiaWK2016WKbaiWKbaejXbagi 2.4 111

116 TheK”icrobiomeKandK”etabolitesKinKwermentedKPuXerhKTeaKasKRevealedKbyKyighXThroughputK
SequencingKandKQuantitativeK”ultiplexK”etaboliteKrnalysisYKPLoSeONEWK2016WKbbWKeabfhieh 3.7 39

115 uescriptionKofKthreeKnovelK“agenidiumKSβomycotaTKspeciesKcausingKinfectionKinKmammalsYKRevistae
IberoamericanaeDeeMicologiaWK2016WKddWKidXjb 1.6 7

114 SceebTKProposalKtoKconserveKtheKnameKrspergillusKSwungikKvurotialeskKTrichocomaceaeTKwithKaK
conservedKtypeKtoKmaintainKalsoKtheKnameKvurotiumYKTaxonWK2016WKgfWKgdbXgdc 0.8 9

113 xenomeKuiversityWKRecombinationWKandKVirulenceKacrossKtheK”ajorK“ineagesKofYKMSphereWK2016WKbWK 5 67

112 xeneticKisolationKbetweenKtwoKrecentlyKdivergedKpopulationsKofKaKsymbioticKfungusYKMoleculare
EcologyWK2015WKceWKchehXfi 5.7 75

111 ”ycothermusKthermophilusKgenYKetKcombYKnovYWKaKnewKhomeKforKtheKitinerantKthermophileK
ScytalidiumKthermophilumKSTorulaKthermophilaTYKMycologiaWK2015WKbahWKdbjXch 2.4 19

110 wungiKisolatedKfromK”iscanthusKandKsugarcanekKbiomassKconversionWKfungalKenzymesWKandKhydrolysisK
ofKplantKcellKwallKpolymersYKBiotechnologyeforeBiofuelsWK2015WKiWKdi 7.8 34

109 “agenidiumKgiganteumKpathogenicityKinKmammalsYKEmergingeInfectiouseDiseasesWK2015WKcbWKcjaXh 10.2 19

108 tlonalKreproductionKinKfungiYKProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofe
AmericaWK2015WKbbcWKijabXi 11.5 78

107 –ameKchangesKinKmedicallyKimportantKfungiKandKtheirKimplicationsKforKclinicalKpracticeYKJournaleofe
ClinicaleMicrobiologyWK2015WKfdWKbafgXgc 9.7 54

106 tomparativeKPhylogenomicsKofKPathogenicKandK–onpathogenicKSpeciesYKGz:eGenesseGenomesse
GeneticsWK2015WKgWKcdfXee 3.2 31

105 –eurosporaKdiscretaKasKaKmodelKtoKassessKadaptationKofKsoilKfungiKtoKwarmingYKBMCeEvolutionarye
BiologyWK2015WKbfWKbji 3 18

104 xenomicKsequencingKrevealsKhistoricalWKdemographicKandKselectiveKfactorsKassociatedKwithKtheK
diversificationKofKtheKfireXassociatedKfungusK–eurosporaKdiscretaYKMoleculareEcologyWK2015WKceWKfgfhXhf 5.7 28

103 TheKuynamicKxenomeKandKTranscriptomeKofKtheKyumanKwungalKPathogenKslastomycesKandKtloseK
RelativeKvmmonsiaYKPLoSeGeneticsWK2015WKbbWKebaafejd 6 51

102 vndogenousKSmallKR–rK”ediatesK”eioticKSilencingKofKaK–ovelKu–rKTransposonYKGz:eGenesse
GenomesseGeneticsWK2015WKfWKbjejXga 3.2 28

101 PassiveKdustKcollectorsKforKassessingKairborneKmicrobialKmaterialYKMicrobiomeWK2015WKdWKeg 16.6 41

100 rKcontinentalKviewKofKpineXassociatedKectomycorrhizalKfungalKsporeKbankskKaKquiescentKfunctionalK
guildKwithKaKstrongKbiogeographicKpatternYKNewePhytologistWK2015WKcafWKbgbjXbgdb 9.8 95
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99 thamberKbioaerosolKstudykKoutdoorKairKandKhumanKoccupantsKasKsourcesKofKindoorKairborneK
microbesYKPLoSeONEWK2015WKbaWKeabciacc 3.7 116

98 vvolutionaryKPerspectivesKonKyumanKwungalKPathogensYKColdeSpringeHarborePerspectiveseineMedicineWK
2014WKfWK 5.4 11

97 rKglobalKmultilocusKanalysisKofKtheKmodelKfungusK–eurosporaKrevealsKaKsingleKrecentKoriginKofKaK
novelKgeneticKsystemYKMolecularePhylogeneticseandeEvolutionWK2014WKhiWKbdgXeh 4.1 14

96 vndemismKandKfunctionalKconvergenceKacrossKtheK–orthKrmericanKsoilKmycobiomeYKProceedingseofe
theeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2014WKbbbWKgdebXg 11.5 351

95 rspergillusWKitsKsexualKstatesKandKtheKnewKznternationalKtodeKofK–omenclatureYKMycologiaWK2014WK
bagWKbafbXgc 2.4 34

94 tloningKtheK”atingXTypeKxenesKofKSchizophyllumKcommunekKrKyistoricalKPerspectiveK2014WKcgfXcic 1

93 rirborneKbacterialKcommunitiesKinKresidenceskKsimilaritiesKandKdifferencesKwithKfungiYKPLoSeONEWK
2014WKjWKejbcid 3.7 99

92 rppropriatelyKSizedKxeneraKandKrppropriatelyKRankedKyigherKTaxaYKIMAeFungusWK2014WKfWKrbXrc 6.8 2

91
rKuniqueKsignalKdistortsKtheKperceptionKofKspeciesKrichnessKandKcompositionKinKhighXthroughputK
sequencingKsurveysKofKmicrobialKcommunitieskKaKcaseKstudyKofKfungiKinKindoorKdustYKMicrobiale
EcologyWK2013WKggWKhdfXeb

4.4 46

90 vxtracellularKammoniaKatKsitesKofKpulmonaryKinfectionKwithKtoccidioidesKposadasiiKcontributesKtoK
severityKofKtheKrespiratoryKdiseaseYKMicrobialePathogenesisWK2013WKfjXgaWKbjXci 3.8 31

89 uispersalKinKmicrobeskKfungiKinKindoorKairKareKdominatedKbyKoutdoorKairKandKshowKdispersalK
limitationKatKshortKdistancesYKISMEeJournalWK2013WKhWKbcgcXhd 11.9 373

88 ”ycosankKgearingKupKforKnewKhorizonsYKIMAeFungusWK2013WKeWKdhbXj 6.8 117

87 xenomeKwideKassociationKidentifiesKnovelKlociKinvolvedKinKfungalKcommunicationYKPLoSeGeneticsWK
2013WKjWKebaadggj 6 63

86 tomparativeKtranscriptomicsKofKtheKsaprobicKandKparasiticKgrowthKphasesKinKtoccidioidesKsppYKPLoSe
ONEWK2012WKhWKeebade 3.7 54

85 TheKpoetryKofKmycologicalKaccomplishmentKandKchallengeYKFungaleBiologyeReviewsWK2011WKcfWKdXbd 6.8 3

84 βneKwungusKnKβneK–amekKu–rKandKfungalKnomenclatureKtwentyKyearsKafterKPtRYKIMAeFungusWK2011WK
cWKbbdXca 6.8 126

83 ”assiveKchangesKinKgenomeKarchitectureKaccompanyKtheKtransitionKtoKselfXfertilityKinKtheK
filamentousKfungusK–eurosporaKtetraspermaYKGeneticsWK2011WKbijWKffXgj 4 61

82 PopulationKgenomicsKandKlocalKadaptationKinKwildKisolatesKofKaKmodelKmicrobialKeukaryoteYK
ProceedingseofetheeNationaleAcademyeofeScienceseofetheeUnitedeStateseofeAmericaWK2011WKbaiWKcidbXg 11.5 192

(2011-2015)
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81 xeneticKarchitectureKofKaKreinforcedWKpostmatingWKreproductiveKisolationKbarrierKbetweenK
–eurosporaKspeciesKindicatesKevolutionKviaKnaturalKselectionYKPLoSeGeneticsWK2011WKhWKebaaccae 6 42

80 zndependentKsubtilasesKexpansionsKinKfungiKassociatedKwithKanimalsYKMoleculareBiologyeande
EvolutionWK2011WKciWKddjfXeae 8.3 42

79 TheKamsterdamKdeclarationKonKfungalKnomenclatureYKIMAeFungusWK2011WKcWKbafXbc 6.8 260

78
Sbbhâ��bbjTKProposalsKtoKmakeKtheKpreâ��publicationKdepositKofKkeyKnomenclaturalKinformationKinKaK
recognizedKrepositoryKaKrequirementKforKvalidKpublicationKofKorganismsKtreatedKasKfungiKunderKtheK
todeYKTaxonWK2010WKfjWKggaXggc

0.8 9

77 ”ushroomskKmorphologicalKcomplexityKinKtheKfungiYKProceedingseofetheeNationaleAcademyeofeSciencese
ofetheeUnitedeStateseofeAmericaWK2010WKbahWKbbgffXg 11.5 20

76 PopulationKgenomicKsequencingKofKtoccidioidesKfungiKrevealsKrecentKhybridizationKandKtransposonK
controlYKGenomeeResearchWK2010WKcaWKjdiXeg 9.7 140

75 uatingKtheKmolecularKclockKinKfungiKâ��KhowKcloseKareKwepYKFungaleBiologyeReviewsWK2010WKceWKbXbg 6.8 200

74 tomparativeKgenomicKanalysesKofKtheKhumanKfungalKpathogensKtoccidioidesKandKtheirKrelativesYK
GenomeeResearchWK2009WKbjWKbhccXdb 9.7 229

73 TheKfungiYKCurrenteBiologyWK2009WKbjWKRieaXf 6.3 226

72 RhynieKchertkKaKwindowKintoKaKlostKworldKofKcomplexKplantXfungusKinteractionsYKNewePhytologistWK
2007WKbheWKehfXehj 9.8 39

71 vukaryoticKmicrobesWKspeciesKrecognitionKandKtheKgeographicKlimitsKofKspecieskKexamplesKfromKtheK
kingdomKwungiYKPhilosophicaleTransactionseofetheeRoyaleSocietyeB:eBiologicaleSciencesWK2006WKdgbWKbjehXgd 5.8 266

70 uatingKdivergencesKinKtheKwungalKTreeKofK“ifekKreviewKandKnewKanalysesYKMycologiaWK2006WKjiWKidiXej 2.4 239

69 ”ultilocusKsequenceKdataKrevealKextensiveKphylogeneticKspeciesKdiversityKwithinKtheK–eurosporaK
discretaKcomplexYKMycologiaWK2006WKjiWKedgXeeg 2.4 32

68 –ewKfindingsKofK–eurosporaKinKvuropeKandKcomparisonsKofKdiversityKinKtemperateKclimatesKonK
continentalKscalesYKMycologiaWK2006WKjiWKffaXffj 2.4 28

67 ResearchKtoordinationK–etworkskKaKphylogenyKforKkingdomKwungiKSueepKyyphaTYKMycologiaWK2006WK
jiWKicjXidh 2.4 101

66 uatingKdivergencesKinKtheKwungalKTreeKofK“ifekKreviewKandKnewKanalysesYKMycologiaWK2006WKjiWKidiXiej 2.4 289

65 TheK–ovelKandKvndemicKPathogenKyypotheseskKtompetingKvxplanationsKforKtheKβriginKofKvmergingK
znfectiousKuiseasesKofKWildlifeYKConservationeBiologyWK2005WKbjWKbeebXbeei 6 182

64
“ongXoligomerKmicroarrayKprofilingKinK–eurosporaKcrassaKrevealsKtheKtranscriptionalKprogramK
underlyingKbiochemicalKandKphysiologicalKeventsKofKconidialKgerminationYKNucleiceAcidseResearchWK
2005WKddWKgegjXif

20.1 88
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63 –eurosporaKinKTemperateKworestsKofKWesternK–orthKrmericaYKMycologiaWK2004WKjgWKgg 2.4 31

62
PositiveKdirectionalKselectionKinKtheKprolineXrichKantigenKSPRrTKgeneKamongKtheKhumanKpathogenicK
fungiKtoccidioidesKimmitisWKtYKposadasiiKandKtheirKclosestKrelativesYKMoleculareBiologyeandeEvolutionWK
2004WKcbWKbbdeXef

8.3 24

61 βrganizationKofKgeneticKvariationKinKindividualsKofKarbuscularKmycorrhizalKfungiYKNatureWK2004WKechWKhddXh50.4 202

60 –eurosporaKinKtemperateKforestsKofKwesternK–orthKrmericaYKMycologiaWK2004WKjgWKggXhe 2.4 53

59 –eurosporaKinKtemperateKforestsKofKwesternK–orthKrmericaYKMycologiaWK2004WKjgWKggXhe 2.4 26

58 PhylogeographyKofKtheKfungalKpathogenKyistoplasmaKcapsulatumYKMoleculareEcologyWK2003WKbcWKddidXeab5.7 248

57 rKmultilocusKgenealogicalKapproachKtoKphylogeneticKspeciesKrecognitionKinKtheKmodelKeukaryoteK
–eurosporaYKEvolution;eInternationaleJournaleofeOrganiceEvolutionWK2003WKfhWKchadXca 3.8 346

56 ReproductiveKisolationKandKphylogeneticKdivergenceKinK–eurosporakKcomparingKmethodsKofKspeciesK
recognitionKinKaKmodelKeukaryoteYKEvolution;eInternationaleJournaleofeOrganiceEvolutionWK2003WKfhWKchcbXeb3.8 196

55 PhylogenyKofKβpisthokontaKandKtheKevolutionKofKmulticellularityKandKcomplexityKinKwungiKandK
”etazoaYKInternationaleJournaleofeAstrobiologyWK2003WKcWKcadXcbb 1.4 69

54 wungalKmultilocusKsequenceKtypingXXitRsKnotKjustKforKbacteriaYKCurrenteOpinioneineMicrobiologyWK2003WK
gWKdfbXg 7.9 133

53 trypticKspeciesKinKStachybotrysKchartarumYKMycologiaWK2002WKjeWKibeXicc 2.4 78

52 RecombinationKandKgeneticKdifferentiationKinKtheKmycorrhizalKfungusKtenococcumKgeophilumKwrYK
MycologiaWK2002WKjeWKhhcXhia 2.4 41

51 TheKfitnessKofKfilamentousKfungiYKTrendseineMicrobiologyWK2002WKbaWKeheXib 12.4 172

50 rKgeneKgenealogicalKapproachKtoKrecognizeKphylogeneticKspeciesKboundariesKinKtheKlichenizedK
fungusK“ethariaYKMycologiaWK2001WKjdWKdiXfd 2.4 156

49 SoilKisolationKandKmolecularKidentificationKofKtoccidioidesKimmitisYKMycologiaWK2000WKjcWKeagXeba 2.4 58

48 PhylogeneticKspeciesKrecognitionKandKspeciesKconceptsKinKfungiYKFungaleGeneticseandeBiologyWK2000WK
dbWKcbXdc 3.9 1375

47 PathogenicKclonesKversusKenvironmentallyKdrivenKpopulationKincreasekKanalysisKofKanKepidemicKofK
theKhumanKfungalKpathogenKtoccidioidesKimmitisYKJournaleofeClinicaleMicrobiologyWK2000WKdiWKiahXbd 9.7 78

46 PrimersKforKgenotypingKsingleKnucleotideKpolymorphismsKandKmicrosatellitesKinKtheKpathogenicK
fungusKtoccidioidesKimmitisYKMoleculareEcologyWK1999WKiWKbaicXe 5.7 34

(1999-2004)
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45 TyvKvVβ“UTzβ–KβwKrSvXUr“KwU–xzkKReproductionWKSpeciationKandKtlassificationYKAnnualeRevieweofe
PhytopathologyWK1999WKdhWKbjhXceg 10.8 421

44 tauseKofKseaKfanKdeathKinKtheKWestKzndiesYKNatureWK1998WKdjeWKbdhXbdi 50.4 171

43 vvolutionaryKrelationshipsKinKrspergillusKsectionKwumigatiKinferredKfromKpartialK˛†XtubulinKandK
hydrophobinKu–rKsequencesYKMycologiaWK1998WKjaWKidbXief 2.4 122

42 rKsetKofKelectrophoreticKmolecularKmarkersKforKstrainKtypingKandKpopulationKgeneticKstudiesKofK
yistoplasmaKcapsulatumYKElectrophoresisWK1997WKbiWKbaehXfd 3.6 27

41 zsKPenicilliumKmonophyleticpKrnKevaluationKofKphylogenyKinKtheKfamilyKTrichocomaceaeKfromKbiSWK
fYiSKandKzTSKribosomalKu–rKsequenceKdataYKMycologiaWK1995WKihWKcbaXccc 2.4 136

40 zsKPenicilliumK”onophyleticpKrnKvvaluationKofKPhylogenyKinKtheKwamilyKTrichocomaceaeKfromKbiSWK
fYiSKandKzTSKRibosomalKu–rKSequenceKuataYKMycologiaWK1995WKihWKcba 2.4 95

39 biSKrR–rKgeneKsequencesKandKsupraordinalKclassificationKofKtheKvrysiphalesYKMycologiaWK1994WKigWKcbcXcbg2.4 51

38 βR–eilKRayKtollinsWKbjdbâ��bjijYKMycologiaWK1993WKifWKigiXihc 2.4

37 yigherKTaxaKofKsasidiomyceteskKrnKbiSKRrnaKxeneKPerspectiveYKMycologiaWK1993WKifWKjcdXjdg 2.4 127

36 PneumocystisKcariniiKandKtheKustomycetousKredKyeastKfungiYKMoleculareMicrobiologyWK1993WKiWKecfXh 4.1 13

35 rrticleKfjkKreinterpretationKorKrevisionpYKTaxonWK1992WKebWKjbXji 0.8 19

34 PolymeraseKthainKReactionKSPtRTKPrimersKforKrmplifyingKandKSequencingK–uclearKbiSKru–rKfromK
“ichenizedKwungiYKMycologiaWK1992WKieWKfijXfjc 2.4 220

33 rmplificationKandKSequencingKofKunaKfromKwungalKyerbariumKSpecimensYKMycologiaWK1990WKicWKbhfXbie 2.4 100

32 wungalKspecieskKthoughtsKonKtheirKrecognitionWKmaintenanceKandKselectiondbdXddj 7

31 vvolutionKofKyumanXPathogenicKwungikKPhylogeniesKandKSpeciesbbdXPb 5

30 TheKvvolutionKofK”rTkKTheKrscomycetesbXbi 17

29 ”rTKandKztsKRoleKinKtheKyomothallicKrscomyceteKSordariaKmacrosporabhbXbii 5

28 TheKvvolutionaryKzmplicationsKofKanKrsexualK“ifestyleK”anifestedKbyKPenicilliumKmarneffeicabXcbc 1
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27 ”rTWK”atingWKSwitchingWKandKPathogenesisKinKtandidaKalbicansWKtandidaKdubliniensisWKandKtandidaKglabratacbdXcde2

26 rscomyceteskKtheKtandidaK”rTK“ocuskKtomparingK”rTKinKtheKxenomesKofKyemiascomycetousKYeastscehXcgd 6

25 TheKβriginKofK”ultipleK”atingKTypesKinKtheK”odelK”ushroomsKtoprinopsisKcinereaKandK
SchizophyllumKcommunecidXdaa 13

24 PheromonesKandKPheromoneKReceptorsKinKSchizophyllumKcommuneK”ateKRecognitionkK
RetrospectiveKofKaKyalfXtenturyKofKProgressKandKaK“ookKrheaddabXdbf 3

23 rnalysisKofK”atingXTypeK“ocusKβrganizationKandKSyntenyKinK”ushroomKwungikKseyondK”odelKSpeciesdbhXddb 6

22 vvolutionKofKtheK”atingXTypeK“ocuskKTheKsasidiomycetesbjXde 17

21 uikaryonsWKuiploidsWKandKvvolutiondddXdei 11

20 yistoryKofKtheK”atingKTypesKinKUstilagoKmaydisdejXdhf 2

19 ”atingKinKtheKSmutKwungikKwromKaKtoKbKtoKtheKuownstreamKtascadesdhhXdih 9

18 sipolarKandKTetrapolarK”atingKSystemsKinKtheKUstilaginalesdijXeae 1

17 SexKinKtheKRestkK”ysteriousK”atingKinKtheKthytridiomycotaKandKZygomycotaeafXebi 7

16 yowKtheKxenomeKzsKβrganizedKinKtheKxlomeromycotaebjXeda 2

15 TrisporicKrcidKandK”atingKinKZygomycetesedbXeed 5

14 SexualKReproductionKinKPlantKPathogenicKβomyceteskKsiologyKandKzmpactKonKuiseaseeefXefi 4
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