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i Paper IF Citations

250 qancerGβisksGossociatedGWithGandG”athogenicGVariantsUUGJournalgofgClinicalgOncologySG2022SGxq“ZXWZXXZ 2.2 7

249 wntervalGbreastGcancerGisGassociatedGwithGinterferonGimmuneGresponseUUGEuropeangJournalgofgCancerSG
2022SGXdZSGXgbTZWc 7.5 1

248
obstractG“TZTaWTWXhG’ordictripSGaGtranslationalGrandomizedGphaseTastudyGexploringGtheGeffectGofG
theGadditionGofGcapecitabineGtoGcarboplatinumTbasedGchemotherapyGinGearlyGâ��tripleGnegativeâ��GbreastG
cancerSGqlinicalTrialsUgovGwdentifierhG’qTWbaacddgUGCancergResearchSG2022SGfZSG“TZTaWTWXT“TZTaWTWX

10.1

247 obstractG”ZTWfTXXhGvowGreliableGareGbiomarkersGassessedGonGaGcoreGneedleGbiopsymGoGstudyGofGpairedG
coreGneedleGbiopsiesGandGsurgicalGspecimensGinGearlyGbreastGcancerUGCancergResearchSG2022SGfZSG”ZTWfTXXT”ZTWfTXX10.1

246 βisksGofGbreastGandGovarianGcancerGforGwomenGharboringGpathogenicGmissenseGvariantsGinGpβqoXG
andGpβqoZGcomparedGwithGthoseGharboringGproteinGtruncatingGvariantsUUGGeneticsgingMedicineSG2021SG 8.1 2

245 SpatialGdeconvolutionGofGvsβZTpositiveGbreastGcancerGdelineatesGtumorTassociatedGcellGtypeG
interactionsUGNaturegCommunicationsSG2021SGXZSGdWXZ 17.4 16

244 ”reexistingGSomaticGMutationsGofGsstrogenGβeceptorGolphaGOPGinGsarlyTStageG”rimaryGpreastGqancerUG
JNCIgCancergSpectrumSG2021SGcSGpkabWZf 4.6 1

243 geneticGtestingGinGmelanomaTproneGfamiliesGinGSwedenGinGtheGyearsGZWXcTZWZWhGimplicationsGforG
novelGnationalGrecommendationsUGActagOncolˆ‡gicaSG2021SGdWSGfffTfgd 3.2 1

242
TheGpredictiveGabilityGofGtheGaXaGvariantTbasedGpolygenicGriskGscoreGforGcontralateralGbreastGcancerG
riskGpredictionGinGwomenGofGsuropeanGancestryGwithGaGheterozygousGpβqoXGorGpβqoZGpathogenicG
variantUGGeneticsgingMedicineSG2021SGZaSGXeZdTXeae

8.1 2

241 oGsearchGforGmodifyingGgeneticGfactorsGinGqvsyZhcUXXWWdelqGbreastGcancerGpatientsUGScientificg
ReportsSG2021SGXXSGXbeda 4.9 0

240 ossociationGbetweenGbreastGcancerGriskGandGdiseaseGaggressivenesshGqharacterizingGunderlyingGgeneG
expressionGpatternsUGInternationalgJournalgofgCancerSG2021SGXbfSGffbTfgb 7.5 2

239 TheGspatialGβ’oGintegrityGnumberGassayGforGinGsituGevaluationGofGtranscriptomeGqualityUG
CommunicationsgBiologySG2021SGbSGce 6.7 3

238 MolecularGanalysesGofGtripleTnegativeGbreastGcancerGinGtheGyoungGandGelderlyUGBreastgCancerg
ResearchSG2021SGZaSGZW 8.3 3

237 ristinctGmechanismsGofGresistanceGtoGfulvestrantGtreatmentGdictateGlevelGofGsβGindependenceGandG
selectiveGresponseGtoGqryGinhibitorsGinGmetastaticGbreastGcancerUGBreastgCancergResearchSG2021SGZaSGZd 8.3 2

236 preastGqancerGβiskGuenesGTGossociationGonalysisGinGMoreGthanGXXaSWWWGWomenUGNewgEnglandgJournalg
ofgMedicineSG2021SGafbSGbZfTbag 59.2 143

235 preastGandG”rostateGqancerGβisksGforGMaleGpβqoXGandGpβqoZG”athogenicGVariantGqarriersGUsingG
”olygenicGβiskGScoresUGJournalgofgthegNationalgCancergInstituteSG2021SG 9.7 3

234 SerumGseleniumSGselenoproteinG”GandGglutathioneGperoxidaseGaGasGpredictorsGofGmortalityGandG
recurrenceGfollowingGbreastGcancerGdiagnosishGoGmulticentreGcohortGstudyUGRedoxgBiologySG2021SGbeSGXWZXbc11.3 5
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233 uenomeTwideGassociationGstudyGidentifiesGaZGnovelGbreastGcancerGsusceptibilityGlociGfromGoverallG
andGsubtypeTspecificGanalysesUGNaturegGeneticsSG2020SGcZSGceZTcfX 36.3 76

232 wntegratingGspatialGgeneGexpressionGandGbreastGtumourGmorphologyGviaGdeepGlearningUGNatureg
BiomedicalgEngineeringSG2020SGbSGfZeTfab 19 64

231
qharacterizationGofGtheGqancerGSpectrumGinGMenGWithGuermlineGpβqoXGandGpβqoZG”athogenicG
VariantshGβesultsGtromGtheGqonsortiumGofGwnvestigatorsGofGModifiersGofGpβqoXVZGOqwMpoPUGJAMAg
OncologySG2020SGdSGXZXfTXZaW

13.4 25

230 onalysisGofGfusionGtranscriptsGindicatesGwidespreadGderegulationGofGsnoβ’osGandGtheirGhostGgenesGinG
breastGcancerUGInternationalgJournalgofgCancerSG2020SGXbdSGaabaTaaca 7.5 2

229 “varianGandGpreastGqancerGβisksGossociatedGWithG”athogenicGVariantsGinGβorcXqGandGβorcXrUG
JournalgofgthegNationalgCancergInstituteSG2020SGXXZSGXZbZTXZcW 9.7 51

228 TranscriptomeTwideGassociationGstudyGofGbreastGcancerGriskGbyGestrogenTreceptorGstatusUGGeneticg
EpidemiologySG2020SGbbSGbbZTbdf 2.6 9

227 SubstantialGintrinsicGvariabilityGinGchemoradiosensitivityGofGnewlyGestablishedGanaplasticGthyroidG
cancerGcellTlinesUGActagOtouLaryngologicaSG2020SGXbWSGaaeTaba 1.6

226 TheGSpectrumGofG”roteinGTruncatingGVariantsGinGsuropeanGpreastGqancerGqasesUGCancersSG2020SGXZSG 6.6 7

225 ossociationGofGuenomicGromainsGinGandGwithG”rostateGqancerGβiskGandGoggressivenessUGCancerg
ResearchSG2020SGfWSGdZbTdaf 10.1 22

224 TheGmutationalGlandscapeGofGtheGSqo’TpGrealTworldGprimaryGbreastGcancerGtranscriptomeUGEMBOg
MoleculargMedicineSG2020SGXZSGeXZXXf 12 11

223
refiningGtheGmutationalGlandscapeGofGaSZXeGprimaryGbreastGcancerGtranscriptomesGthroughG
largeTscaleGβ’oTseqGwithinGtheGSwedenGqanceromeGonalysisG’etworkhGpreastG”rojectGOSqo’TpiG
’qTWabaWbgZPUUGJournalgofgClinicalgOncologySG2020SGafSGcXfTcXf

2.2

222 tineTmappingGofGXcWGbreastGcancerGriskGregionsGidentifiesGXgXGlikelyGtargetGgenesUGNaturegGeneticsSG
2020SGcZSGcdTea 36.3 56

221 qancerGβisksGossociatedGWithGuermlineG”athogenicGVariantshGonGwnternationalGStudyGofGcZbGtamiliesUG
JournalgofgClinicalgOncologySG2020SGafSGdebTdfc 2.2 133

220 MaleGpreastGqarcinomaGafterGwrradiationGandGzongTTermG”henothiazineGsxposurehGoGqaseGβeportUG
CasegReportsgingOncologySG2020SGXaSGgcdTgdX 1 1

219 ”olygenicGriskGscoresGandGbreastGandGepithelialGovarianGcancerGrisksGforGcarriersGofGpβqoXGandGpβqoZG
pathogenicGvariantsUGGeneticsgingMedicineSG2020SGZZSGXdcaTXddd 8.1 34

218 qlinicalGUtilityGofGTargetedGSequencingGinGzungGqancerhGsxperienceGtromGanGoutonomousGSwedishG
vealthGqareGqenterUGJTOgClinicalgandgResearchgReportsSG2020SGXSGXWWWXa 1.4 2

217 ”rognosticGimplicationsGofGtheGexpressionGlevelsGofGdifferentGimmunoglobulinGheavyGchainTencodingG
β’osGinGearlyGbreastGcancerUGNpjgBreastgCancerSG2020SGdSGZf 7.8 8

216 qomprehensiveGmolecularGcomparisonGofGpβqoXGhypermethylatedGandGpβqoXGmutatedGtripleG
negativeGbreastGcancersUGNaturegCommunicationsSG2020SGXXSGaebe 17.4 18

(2020-2020)
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215 preastGcancerGsurvivalGinG’ordicGpβqoZGmutationGcarriersTunconventionalGassociationGwithG
oestrogenGreceptorGstatusUGBritishgJournalgofgCancerSG2020SGXZaSGXdWfTXdXc 8.7 1

214 qrossGcomparisonGandGprognosticGassessmentGofGbreastGcancerGmultigeneGsignaturesGinGaGlargeG
populationTbasedGcontemporaryGclinicalGseriesUGScientificgReportsSG2019SGgSGXZXfb 4.9 17

213
ogreementGbetweenGmolecularGsubtypingGandGsurrogateGsubtypeGclassificationhGaGcontemporaryG
populationTbasedGstudyGofGsβTpositiveVvsβZTnegativeGprimaryGbreastGcancerUGBreastgCancerg
ResearchgandgTreatmentSG2019SGXefSGbcgTbde

4.4 8

212 vighTdefinitionGspatialGtranscriptomicsGforGinGsituGtissueGprofilingUGNaturegMethodsSG2019SGXdSGgfeTggW 21.6 322

211 zargeGscaleGmultifactorialGlikelihoodGquantitativeGanalysisGofGpβqoXGandGpβqoZGvariantshGonG
s’wuMoGresourceGtoGsupportGclinicalGvariantGclassificationUGHumangMutationSG2019SGbWSGXcceTXcef 4.7 52

210 MendelianGrandomisationGstudyGofGheightGandGbodyGmassGindexGasGmodifiersGofGovarianGcancerGriskGinG
ZZScffGpβqoXGandGpβqoZGmutationGcarriersUGBritishgJournalgofgCancerSG2019SGXZXSGXfWTXgZ 8.7 13

209 βefinementGofGbreastGcancerGmolecularGclassificationGbyGmiβ’oGexpressionGprofilesUGBMCgGenomicsSG
2019SGZWSGcWa 4.5 38

208 tunctionalGcharacterizationGofGnovelGgermlineGT”caGvariantsGinGSwedishGfamiliesUGClinicalgGeneticsSG
2019SGgdSGZXdTZZc 4 1

207 uenomeTwideGassociationGandGtranscriptomeGstudiesGidentifyGtargetGgenesGandGriskGlociGforGbreastG
cancerUGNaturegCommunicationsSG2019SGXWSGXebX 17.4 47

206 olternativeGsplicingGandGoqMuToM”TZWXcTbasedGclassificationGofG”ozpZGgeneticGvariantshGanG
s’wuMoGreportUGJournalgofgMedicalgGeneticsSG2019SGcdSGbcaTbdW 5.8 10

205 WrittenGpretestGinformationGandGgermlineGpβqoXVZGpathogenicGvariantGtestingGinGunselectedGbreastG
cancerGpatientshGpredictorsGofGtestingGuptakeUGGeneticsgingMedicineSG2019SGZXSGfgTgd 8.1 4

204
”redictionGofGzymphG’odeGMetastasisGinGpreastGqancerGbyGueneGsxpressionGandGqlinicopathologicalG
ModelshGrevelopmentGandGValidationGwithinGaG”opulationTpasedGqohortUGClinicalgCancergResearchSG
2019SGZcSGdadfTdafX

12.9 14

203 TheGhpUorgdcfQGtruncatingGvariantGisGassociatedGwithGriskGofGtripleTnegativeGbreastGcancerUGNpjgBreastg
CancerSG2019SGcSGaf 7.8 12

202 WholeTgenomeGsequencingGofGtripleTnegativeGbreastGcancersGinGaGpopulationTbasedGclinicalGstudyUG
NaturegMedicineSG2019SGZcSGXcZdTXcaa 50.5 102

201 ”revalenceGofGpβqoXGandGpβqoZGpathogenicGvariantsGinGaGlargeSGunselectedGbreastGcancerGcohortUG
InternationalgJournalgofgCancerSG2019SGXbbSGXXgcTXZWb 7.5 18

200 vighGpatientGsatisfactionGwithGaGsimplifiedGpβqoXVZGtestingGprocedurehGlongTtermGresultsGofGaG
prospectiveGstudyUGBreastgCancergResearchgandgTreatmentSG2019SGXeaSGaXaTaXf 4.4 7

199
TheGcUGcWgduloGpUorgXdggulnGOβXdggαPGintermediateGriskGvarianthGbreastGandGovarianGcancerGriskG
estimationGandGrecommendationsGforGclinicalGmanagementGfromGtheGs’wuMoGconsortiumUGJournalgofg
MedicalgGeneticsSG2018SGccSGXcTZW

5.8 36

198 wndividualsGwithGto’qMGbiallelicGmutationsGdoGnotGdevelopGtanconiGanemiaSGbutGshowGriskGforGbreastG
cancerSGchemotherapyGtoxicityGandGmayGdisplayGchromosomeGfragilityUGGeneticsgingMedicineSG2018SGZWSGbcZTbce8.1 44
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197 occuracyGofGselfTreportedGfamilyGhistoryGofGcancerSGmutationGstatusGandGtumorGcharacteristicsGinG
patientsGwithGearlyGonsetGbreastGcancerUGActagOncolˆ‡gicaSG2018SGceSGcgcTdWa 3.2 14

196 pβqosearchhGwrittenGpreTtestGinformationGandGpβqoXVZGgermlineGmutationGtestingGinGunselectedG
patientsGwithGnewlyGdiagnosedGbreastGcancerUGBreastgCancergResearchgandgTreatmentSG2018SGXdfSGXXeTXZd4.4 9

195
uermlineGmutationsGinGpβqoXGandGpβqoZGincidentallyGrevealedGinGaGbiobankGresearchGstudyhG
experiencesGfromGreTcontactingGmutationGcarriersGandGrelativesUGJournalgofgCommunitygGeneticsSG
2018SGgSGZWXTZWf

2.5 4

194
qlinicalGValueGofGβ’oGSequencingTpasedGqlassifiersGforG”redictionGofGtheGtiveGqonventionalGpreastG
qancerGpiomarkershGoGβeportGtromGtheG”opulationTpasedGMulticenterGSwedenGqanceromeGonalysisG
’etworkTpreastGwnitiativeUGJCOgPrecisiongOncologySG2018SGZSG

3.6 45

193 qytohesinGXGregulatesGhomingGandGengraftmentGofGhumanGhematopoieticGstemGandGprogenitorGcellsUG
BloodSG2017SGXZgSGgcWTgcf 2.2 14

192 wdentificationGofGXZGnewGsusceptibilityGlociGforGdifferentGhistotypesGofGepithelialGovarianGcancerUG
NaturegGeneticsSG2017SGbgSGdfWTdgX 36.3 190

191 qaseTcontrolGanalysisGofGtruncatingGmutationsGinGr’oGdamageGresponseGgenesGconnectsGTsXXcGandG
to’qrZGwithGhereditaryGbreastGcancerGsusceptibilityUGScientificgReportsSG2017SGeSGdfX 4.9 10

190 vβretectGisGaGpredictorGofGpβqoXGandGpβqoZGdeficiencyGbasedGonGmutationalGsignaturesUGNatureg
MedicineSG2017SGZaSGcXeTcZc 50.5 444

189 SomaticGmutationsGrevealGasymmetricGcellularGdynamicsGinGtheGearlyGhumanGembryoUGNatureSG2017SG
cbaSGeXbTeXf 50.4 157

188 qlinicalGframeworkGforGnextGgenerationGsequencingGbasedGanalysisGofGtreatmentGpredictiveG
mutationsGandGmultiplexedGgeneGfusionGdetectionGinGnonTsmallGcellGlungGcancerUGOncotargetSG2017SGfSGabegdTabfXW3.3 39

187 trequentGmiβ’oTconvergentGfusionGgeneGeventsGinGbreastGcancerUGNaturegCommunicationsSG2017SGfSGeff 17.4 16

186
MetachronousGandGSynchronousG“ccurrenceGofGcG”rimaryGMalignanciesGinGaGtemaleG”atientGbetweenG
XggeGandGZWXahGoGqaseGβeportGwithGuermlineGandGSomaticGueneticGonalysisUGCasegReportsging
OncologySG2017SGXWSGXWWdTXWXZ

1 11

185 to’qMGmutationGcUcegXqlTGisGaGriskGfactorGforGtripleTnegativeGbreastGcancerGinGtheGtinnishG
populationUGBreastgCancergResearchgandgTreatmentSG2017SGXddSGZXeTZZd 4.4 17

184 sxpandingGtheGgenotypeTphenotypeGspectrumGinGhereditaryGcolorectalGcancerGbyGgeneGpanelG
testingUGFamilialgCancerSG2017SGXdSGXgcTZWa 3 40

183 wnheritanceGofGdeleteriousGmutationsGatGbothGpβqoXGandGpβqoZGinGanGinternationalGsampleGofG
aZSZgcGwomenUGBreastgCancergResearchSG2016SGXfSGXXZ 8.3 25

182 TheGtopographyGofGmutationalGprocessesGinGbreastGcancerGgenomesUGNaturegCommunicationsSG2016SG
eSGXXafa 17.4 172

181 MultiregionGWholeTsxomeGSequencingGUncoversGtheGueneticGsvolutionGandGMutationalG
veterogeneityGofGsarlyTStageGMetastaticGMelanomaUGCancergResearchSG2016SGedSGbedcTeb 10.1 70

180
onGintegratedGgenomicsGanalysisGofGepigeneticGsubtypesGinGhumanGbreastGtumorsGlinksGr’oG
methylationGpatternsGtoGchromatinGstatesGinGnormalGmammaryGcellsUGBreastgCancergResearchSG2016SG
XfSGZe

8.3 51

(2016-2018)
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179 VisualizationGandGanalysisGofGgeneGexpressionGinGtissueGsectionsGbyGspatialGtranscriptomicsUGScienceSG
2016SGacaSGefTfZ 33.3 944

178 uenomeTwideGβ’oiGScreenGwdentifiesGqohesinGuenesGasGModifiersGofGβenewalGandGrifferentiationGinG
vumanGvSqsUGCellgReportsSG2016SGXbSGZgffTaWWW 10.6 48

177 pβqoXVpβqoZGfounderGmutationsGandGcancerGriskshGimpactGinGtheGwesternGranishGpopulationUG
FamilialgCancerSG2016SGXcSGcWeTXZ 3 8

176 preastGcancerGriskGvariantsGatGdqZcGdisplayGdifferentGphenotypeGassociationsGandGregulateGsSβXSG
βM’rXGandGqqrqXeWUGNaturegGeneticsSG2016SGbfSGaebTfd 36.3 93

175
”roteomicGanalysisGofGbreastGtumorsGconfirmsGtheGmβ’oGintrinsicGmolecularGsubtypesGusingG
differentGclassifiershGaGlargeTscaleGanalysisGofGfreshGfrozenGtissueGsamplesUGBreastgCancergResearchSG
2016SGXfSGdg

8.3 8

174 vsβZTencodedGmirTbeZfGformsGaGreceptorTindependentGcircuitGwithGmiβTZXTcpGthroughGtheG
nonTcanonicalGpolyOoPGpolymeraseG”o”rcUGScientificgReportsSG2016SGdSGacddb 4.9 14

173 zandscapeGofGsomaticGmutationsGinGcdWGbreastGcancerGwholeTgenomeGsequencesUGNatureSG2016SGcabSGbeTcb50.4 1193

172 rirectGTranscriptionalGqonsequencesGofGSomaticGMutationGinGpreastGqancerUGCellgReportsSG2016SGXdSGZWaZTbd10.6 30

171 ’onsenseGmutationsGinGtheGshelterinGcomplexGgenesGoqrGandGTsβtZw”GinGfamilialGmelanomaUGJournalg
ofgthegNationalgCancergInstituteSG2015SGXWeSG 9.7 102

170
TheGSwedenGqanceromeGonalysisG’etworkGTGpreastGOSqo’TpPGwnitiativehGaGlargeTscaleGmulticenterG
infrastructureGtowardsGimplementationGofGbreastGcancerGgenomicGanalysesGinGtheGclinicalGroutineUG
GenomegMedicineSG2015SGeSGZW

14.4 70

169 ”assengerGstrandGloadingGinGoverexpressionGexperimentsGusingGmicroβ’oGmimicsUGRNAgBiologySG
2015SGXZSGefeTgX 4.8 25

168 trequentGsomaticGtransferGofGmitochondrialGr’oGintoGtheGnuclearGgenomeGofGhumanGcancerGcellsUG
GenomegResearchSG2015SGZcSGfXbTZb 9.7 52

167 TheGzifeGvistoryGofGZXGpreastGqancersUGCellSG2015SGXdZSGgZb 56.2 7

166 qandidateGgeneticGmodifiersGforGbreastGandGovarianGcancerGriskGinGpβqoXGandGpβqoZGmutationG
carriersUGCancergEpidemiologygBiomarkersgandgPreventionSG2015SGZbSGaWfTXd 4 20

165 wmpactGofGaGpaternalGoriginGofGgermlineGpβqoXVZGmutationsGonGtheGageGatGbreastGandGovarianGcancerG
diagnosisGinGaGSouthernGSwedishGcohortUGGenesgChromosomesgandgCancerSG2015SGcbSGagTcW 5 5

164 MutationGScreeningGofGXSZaeGqancerGuenesGacrossGSixGModelGqellGzinesGofGpasalTzikeGpreastGqancerUG
PLoSgONESG2015SGXWSGeWXbbcZf 3.7 5

163 MutationalGandGgeneGfusionGanalysesGofGprimaryGlargeGcellGandGlargeGcellGneuroendocrineGlungG
cancerUGOncotargetSG2015SGdSGZZWZfTae 3.3 51

162 uenomeTWideGr’oGMethylationGonalysisGinGMelanomaGβevealsGtheGwmportanceGofGqpuGMethylationG
inGMwTtGβegulationUGJournalgofgInvestigativegDermatologySG2015SGXacSGXfZWTXfZf 4.3 39

ˆ�keÅBorg
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161 SerialGmonitoringGofGcirculatingGtumorGr’oGinGpatientsGwithGprimaryGbreastGcancerGforGdetectionGofG
occultGmetastaticGdiseaseUGEMBOgMoleculargMedicineSG2015SGeSGXWabTbe 12 284

160
MutationalGanalysisGofGpβqoXVZGinGaGgroupGofGXabGconsecutiveGovarianGcancerGpatientsUG’ovelGandG
recurrentGpβqoXVZGalterationsGdetectedGbyGnextGgenerationGsequencingUGJournalgofgAppliedgGenetics
SG2015SGcdSGXgaTf

2.5 18

159 MolecularGcharacterizationGofGmelanomaGcasesGinGrenmarkGsuspectedGofGgeneticGpredispositionUG
PLoSgONESG2015SGXWSGeWXZZddZ 3.7 16

158 MolecularGstratificationGofGmetastaticGmelanomaGusingGgeneGexpressionGprofilinghG”redictionGofG
survivalGoutcomeGandGbenefitGfromGmolecularGtargetedGtherapyUGOncotargetSG2015SGdSGXZZgeTaWg 3.3 102

157 βemarkableGsimilaritiesGofGchromosomalGrearrangementsGbetweenGprimaryGhumanGbreastGcancersG
andGmatchedGdistantGmetastasesGasGrevealedGbyGwholeTgenomeGsequencingUGOncotargetSG2015SGdSGaeXdgTfb3.3 19

156 zossGofGqwTsrXSGanGMwTtGregulatorSGdrivesGaGphenotypeGswitchGinGvitroGandGcanGpredictGclinicalG
outcomeGinGprimaryGmelanomaGtumoursUGPeerJSG2015SGaSGeeff 3.1 14

155 oberrantGoctivationGofGtheG”wayVmT“βG”athwayG”romotesGβesistanceGtoGSorafenibGinGoMzUGBloodSG
2015SGXZdSGZbeZTZbeZ 2.2

154 vighGriskGofGinTbreastGtumorGrecurrenceGafterGpβqoXVZTassociatedGbreastGcancerUGBreastgCancerg
ResearchgandgTreatmentSG2014SGXbeSGceXTf 4.4 34

153 TheGvsβZTencodedGmiβTbeZfTapGregulatesGsSβXGthroughGaGnonTcanonicalGinternalGseedGinteractionUG
PLoSgONESG2014SGgSGegeZWW 3.7 20

152 qancerTassociatedGfibroblastsGexpressingGqXqzXbGrelyGuponG’“SXTderivedGnitricGoxideGsignalingGforG
theirGtumorTsupportingGpropertiesUGCancergResearchSG2014SGebSGZgggTaWXW 10.1 86

151 uermlineGrearrangementsGinGfamiliesGwithGstrongGfamilyGhistoryGofGgliomaGandGmalignantGmelanomaSG
colonSGandGbreastGcancerUGNeurouOncologySG2014SGXdSGXaaaTbW 1 9

150 vighGriskGofGtobaccoTrelatedGcancersGinGqry’ZoGmutationTpositiveGmelanomaGfamiliesUGJournalgofg
MedicalgGeneticsSG2014SGcXSGcbcTcZ 5.8 55

149 uenomeTwideGr’oGmethylationGanalysisGofGlungGcarcinomaGrevealsGoneGneuroendocrineGandGfourG
adenocarcinomaGepitypesGassociatedGwithGpatientGoutcomeUGClinicalgCancergResearchSG2014SGZWSGdXZeTbW 12.9 72

148 qohesinGuenesGoreG’egativeGβegulatorsGofGvSqGβenewalUGBloodSG2014SGXZbSGdWcTdWc 2.2

147 SignaturesGofGmutationalGprocessesGinGhumanGcancerUGNatureSG2013SGcWWSGbXcTZX 50.4 5895

146 MultipleGindependentGvariantsGatGtheGTsβTGlocusGareGassociatedGwithGtelomereGlengthGandGrisksGofG
breastGandGovarianGcancerUGNaturegGeneticsSG2013SGbcSGaeXTfbSGafbeXTZ 36.3 422

145 retectingGsutβGalterationsGinGclinicalGspecimensTpitfallsGandGnecessitiesUGVirchowsgArchivgFurg
PathologischegAnatomiegUndgPhysiologiegUndgFurgKlinischegMedizinSG2013SGbdaSGeccTdb 5.1 4

144 MutualGexclusivityGanalysisGofGgeneticGandGepigeneticGdriversGinGmelanomaGidentifiesGaGlinkGbetweenG
pXbGoβtGandGβoβ˛†GsignalingUGMoleculargCancergResearchSG2013SGXXSGXXddTef 6.6 19

(2013-2015)
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143 vighGexpressionGofGZ’teWaGindependentGofGamplificationGindicatesGworseGprognosisGinGpatientsGwithG
luminalGpGbreastGcancerUGCancergMedicineSG2013SGZSGbaeTbd 4.8 33

142 vistologicalGspecificityGofGalterationsGandGexpressionGofGywTGandGywTzuGinGnonTsmallGcellGlungG
carcinomaUGGenesgChromosomesgandgCancerSG2013SGcZSGXWffTgd 5 12

141 ristinctGgeneGexpressionGsignaturesGinGlynchGsyndromeGandGfamilialGcolorectalGcancerGtypeGxUGPLoSg
ONESG2013SGfSGeeXecc 3.7 26

140 oGpo”XGmutationGinGaGranishGfamilyGpredisposesGtoGuvealGmelanomaGandGotherGcancersUGPLoSgONESG
2013SGfSGeeZXbb 3.7 48

139 qancerGpredisposingGpoβrXGmutationsGinGbreastTovarianGcancerGfamiliesUGBreastgCancergResearchg
andgTreatmentSG2012SGXaXSGfgTge 4.4 68

138 ossociationGbetweenGpβqoXGandGpβqoZGmutationsGandGsurvivalGinGwomenGwithGinvasiveGepithelialG
ovarianGcancerUGJAMAgugJournalgofgthegAmericangMedicalgAssociationSG2012SGaWeSGafZTgW 27.4 427

137 ulobalGvayZeGtrimethylationGandGsZvZGabundanceGinGbreastGtumorGsubtypesUGMoleculargOncologySG
2012SGdSGbgbTcWd 7.9 114

136 MutationalGprocessesGmoldingGtheGgenomesGofGZXGbreastGcancersUGCellSG2012SGXbgSGgegTga 56.2 1279

135 TheGlifeGhistoryGofGZXGbreastGcancersUGCellSG2012SGXbgSGggbTXWWe 56.2 979

134
”revalenceGofGgermlineGT”caGmutationsGandGhistoryGofGziTtraumeniGsyndromeGinGfamiliesGwithG
childhoodGadrenocorticalGtumorsSGchoroidGplexusGtumorsSGandGrhabdomyosarcomahGaG
populationTbasedGsurveyUGPediatricgBloodgandgCancerSG2012SGcgSGfbdTca

3 14

133 omplificationGandGoverexpressionGofGtheGopqqaGOMβ”aPGgeneGinGprimaryGbreastGcancerUGGenesg
ChromosomesgandgCancerSG2012SGcXSGfaZTbW 5 21

132
qharacterisationGofGamplificationGpatternsGandGtargetGgenesGatGchromosomeGXXqXaGinG
qq’rXTamplifiedGsporadicGandGfamilialGbreastGtumoursUGBreastgCancergResearchgandgTreatmentSG2012
SGXaaSGcfaTgb

4.4 37

131 pβqoXGβXdggαGvariantGdisplayingGambiguousGfunctionalGabrogationGconfersGintermediateGbreastG
andGovarianGcancerGriskUGJournalgofgMedicalgGeneticsSG2012SGbgSGcZcTaZ 5.8 82

130 TheGretinoblastomaGgeneGundergoesGrearrangementsGinGpβqoXTdeficientGbasalTlikeGbreastGcancerUG
CancergResearchSG2012SGeZSGbWZfTad 10.1 37

129 MolecularGprofilingGrevealsGlowTGandGhighTgradeGformsGofGprimaryGmelanomaUGClinicalgCancerg
ResearchSG2012SGXfSGbWZdTad 12.9 81

128 u“p“hGgeneGexpressionTbasedGoutcomeGforGbreastGcancerGonlineUGPLoSgONESG2011SGdSGeXegXX 3.7 295

127 vighTresolutionGgenomicGprofilingGofGmaleGbreastGcancerGrevealsGdifferencesGhiddenGbehindGtheG
similaritiesGwithGfemaleGbreastGcancerUGBreastgCancergResearchgandgTreatmentSG2011SGXZgSGebeTdW 4.4 63

126
oGpβqoZGmutationGincorrectlyGmappedGinGtheGoriginalGpβqoZGreferenceGsequenceSGisGaGcommonG
WestGranishGfounderGmutationGdisruptingGmβ’oGsplicingUGBreastgCancergResearchgandgTreatmentSG
2011SGXZfSGXegTfc

4.4 4

ˆ�keÅBorg
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125 qommonGvariantsGofGtheGpβqoXGwildTtypeGalleleGmodifyGtheGriskGofGbreastGcancerGinGpβqoXGmutationG
carriersUGHumangMoleculargGeneticsSG2011SGZWSGbeaZTbe 5.6 21

124 ueneticGvariationGatGgpZZUZGandGovarianGcancerGriskGforGpβqoXGandGpβqoZGmutationGcarriersUGJournalg
ofgthegNationalgCancergInstituteSG2011SGXWaSGXWcTXd 9.7 37

123 wdentificationGofGnewGmicroβ’osGinGpairedGnormalGandGtumorGbreastGtissueGsuggestsGaGdualGroleGforG
theGsβppZVverZGgeneUGCancergResearchSG2011SGeXSGefTfd 10.1 160

122 sndothelialGinducedGsMTGinGbreastGepithelialGcellsGwithGstemGcellGpropertiesUGPLoSgONESG2011SGdSGeZafaa 3.7 71

121 wnternationalGnetworkGofGcancerGgenomeGprojectsUGNatureSG2010SGbdbSGggaTf 50.4 1613

120 qommonGbreastGcancerGsusceptibilityGallelesGandGtheGriskGofGbreastGcancerGforGpβqoXGandGpβqoZG
mutationGcarriershGimplicationsGforGriskGpredictionUGCancergResearchSG2010SGeWSGgebZTcb 10.1 147

119 ueneGexpressionGprofilingTbasedGidentificationGofGmolecularGsubtypesGinGstageGwVGmelanomasGwithG
differentGclinicalGoutcomeUGClinicalgCancergResearchSG2010SGXdSGaacdTde 12.9 185

118 wdentificationGofGsubtypesGinGhumanGepidermalGgrowthGfactorGreceptorGZTTpositiveGbreastGcancerG
revealsGaGgeneGsignatureGprognosticGofGoutcomeUGJournalgofgClinicalgOncologySG2010SGZfSGXfXaTZW 2.2 130

117 ”opulationTbasedGstudyGofGtheGriskGofGsecondGprimaryGcontralateralGbreastGcancerGassociatedGwithG
carryingGaGmutationGinGpβqoXGorGpβqoZUGJournalgofgClinicalgOncologySG2010SGZfSGZbWbTXW 2.2 137

116 qommonGgeneticGvariantsGandGmodificationGofGpenetranceGofGpβqoZTassociatedGbreastGcancerUGPLoSg
GeneticsSG2010SGdSGeXWWXXfa 6 74

115 SwedishGqry’ZoGmutationGcarriersGdoGnotGpresentGtheGatypicalGmoleGsyndromeGphenotypeUG
MelanomagResearchSG2010SGZWSGZddTeZ 3.3 6

114
“ralGcontraceptivesGandGpostmenopausalGhormonesGandGriskGofGcontralateralGbreastGcancerGamongG
pβqoXGandGpβqoZGmutationGcarriersGandGnoncarriershGtheGWsqoβsGStudyUGBreastgCancergResearchg
andgTreatmentSG2010SGXZWSGXecTfa

4.4 20

113
odjuvantGsystemicGtherapyGforGbreastGcancerGinGpβqoXVpβqoZGmutationGcarriersGinGaG
populationTbasedGstudyGofGriskGofGcontralateralGbreastGcancerUGBreastgCancergResearchgandgTreatment
SG2010SGXZaSGbgXTf

4.4 50

112 βeproductiveGfactorsGandGriskGofGcontralateralGbreastGcancerGbyGpβqoXGandGpβqoZGmutationGstatushG
resultsGfromGtheGWsqoβsGstudyUGCancergCausesgandgControlSG2010SGZXSGfagTbd 2.8 11

111 trequentGalterationsGofGtheG”wayVoyTVmT“βGpathwaysGinGhereditaryGnonpolyposisGcolorectalG
cancerUGFamilialgCancerSG2010SGgSGXZcTg 3 44

110 ueneticGprofilesGofGgastroesophagealGcancerhGcombinedGanalysisGusingGexpressionGarrayGandGtilingG
arrayTTcomparativeGgenomicGhybridizationUGCancergGeneticsgandgCytogeneticsSG2010SGZWWSGXZWTd 26

109 qharacterizationGofGpβqoXGandGpβqoZGdeleteriousGmutationsGandGvariantsGofGunknownGclinicalG
significanceGinGunilateralGandGbilateralGbreastGcancerhGtheGWsqoβsGstudyUGHumangMutationSG2010SGaXSGsXZWWTbW4.7 80

108 ueneticGprofilesGdistinguishGdifferentGtypesGofGhereditaryGovarianGcancerUGOncologygReportsSG2010SG
ZbSGffcTgc 3.5 9

(2010-2011)
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107 MultipleGmetastasesGfromGcutaneousGmalignantGmelanomaGpatientsGmayGdisplayGheterogeneousG
genomicGandGepigenomicGpatternsUGMelanomagResearchSG2010SGZWSGafXTgX 3.3 22

106
qXqzXbGisGanGautocrineGgrowthGfactorGforGfibroblastsGandGactsGasGaGmultiTmodalGstimulatorGofG
prostateGtumorGgrowthUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedgStatesgofg
AmericaSG2009SGXWdSGabXbTg

11.5 169

105
Miβ’oGexpressionGinGurothelialGcarcinomashGimportantGrolesGofGmiβTXWaSGmiβTZZZSGmiβTXZcbSGmiβTeG
andGmiβTbcZGforGtumorGstageGandGmetastasisSGandGfrequentGhomozygousGlossesGofGmiβTaXUG
InternationalgJournalgofgCancerSG2009SGXZbSGZZadTbZ

7.5 190

104 wndistinguishableGgenomicGprofilesGandGsharedGprognosticGmarkersGinGundifferentiatedGpleomorphicG
sarcomaGandGleiomyosarcomahGdifferentGsidesGofGaGsingleGcoinmUGLaboratorygInvestigationSG2009SGfgSGddfTec5.9 36

103 TheGnonTcodingGβ’oGofGtheGmultidrugGresistanceTlinkedGvaultGparticleGencodesGmultipleGregulatoryG
smallGβ’osUGNaturegCellgBiologySG2009SGXXSGXZdfTeX 23.4 127

102
retectionGofGsubmicroscopicGconstitutionalGchromosomeGaberrationsGinGclinicalGdiagnosticshGaG
validationGofGtheGpracticalGperformanceGofGdifferentGarrayGplatformsUGEuropeangJournalgofgHumang
GeneticsSG2008SGXdSGefdTgZ

5.3 28

101 βecurrentGgrossGmutationsGofGtheG”Ts’GtumorGsuppressorGgeneGinGbreastGcancersGwithGdeficientGrSpG
repairUGNaturegGeneticsSG2008SGbWSGXWZTe 36.3 289

100 orrayTquvGrevealsGhiddenGgeneGdoseGchangesGinGchildrenGwithGacuteGlymphoblasticGleukaemiaGandGaG
normalGorGfailedGkaryotypeGbyGuTbandingUGBritishgJournalgofgHaematologySG2008SGXbWSGceZTe 4.5 20

99 ueneGproductsGofGchromosomeGXXqGandGtheirGassociationGwithGqq’rXGgeneGamplificationGandG
tamoxifenGresistanceGinGpremenopausalGbreastGcancerUGBreastgCancergResearchSG2008SGXWSGβfX 8.3 48

98 TheGqrbbRVqrZbTGphenotypeGisGenrichedGinGbasalTlikeGbreastGtumorsUGBreastgCancergResearchSG2008SG
XWSGβca 8.3 408

97 TranscriptionalGadaptationGofGneuroblastomaGcellsGtoGhypoxiaUGBiochemicalgandgBiophysicalgResearchg
CommunicationsSG2008SGaddSGXWcbTdW 3.4 21

96 orrayTquvGidentifiesGcyclinGrXGandGUpqvXWGampliconsGinGanaplasticGthyroidGcarcinomaUG
EndocrineuRelatedgCancerSG2008SGXcSGfWXTXc 5.7 37

95 VariationGofGbreastGcancerGriskGamongGpβqoXVZGcarriersUGJAMAgugJournalgofgthegAmericangMedicalg
AssociationSG2008SGZggSGXgbTZWX 27.4 213

94 pβqoXGandGpβqoZGmutationsGinGranishGfamiliesGwithGhereditaryGbreastGandVorGovarianGcancerUGActag
Oncolˆ‡gicaSG2008SGbeSGeeZTe 3.2 40

93 vigherGoccurrenceGofGchildhoodGcancerGinGfamiliesGwithGgermlineGmutationsGinGpβqoZSGMMβGandG
qry’ZoGgenesUGFamilialgCancerSG2008SGeSGaaXTe 3 26

92 retectionGandGpreciseGmappingGofGgermlineGrearrangementsGinGpβqoXSGpβqoZSGMSvZSGandGMzvXG
usingGzoomTinGarrayGcomparativeGgenomicGhybridizationGOaquvPUGHumangMutationSG2008SGZgSGcccTdb 4.7 39

91
ScreeningGforGcopyTnumberGalterationsGandGlossGofGheterozygosityGinGchronicGlymphocyticG
leukemiaTTaGcomparativeGstudyGofGfourGdifferentlyGdesignedSGhighGresolutionGmicroarrayGplatformsUG
GenesgChromosomesgandgCancerSG2008SGbeSGdgeTeXX

5 109

90 pβqoXGandGpβqoZGpointGmutationsGandGlargeGrearrangementsGinGbreastGandGovarianGcancerGfamiliesG
inG’orthernG”olandUGOncologygReportsSG2008SGXgSGZdaTf 3.5 49

ˆ�keÅBorg
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89 TumorGuenomeGWideGr’oGolterationsGossessedGbyGorrayGquvGinG”atientsGwithG”oorGandGsxcellentG
SurvivalGfollowingG“perationGforGqolorectalGqancerUGCancergInformaticsSG2007SGaSGXXedgacXWeWWaWW 2.4 13

88 vighTresolutionGgenomicGprofilesGofGbreastGcancerGcellGlinesGassessedGbyGtilingGpoqGarrayG
comparativeGgenomicGhybridizationUGGenesgChromosomesgandgCancerSG2007SGbdSGcbaTcf 5 162

87 qomprehensiveGmutationalGanalysisGofGaGcohortGofGSwedishGqorneliaGdeGzangeGsyndromeGpatientsUG
EuropeangJournalgofgHumangGeneticsSG2007SGXcSGXbaTg 5.3 36

86 qytogeneticGcharacterizationGandGgeneGexpressionGprofilingGofGtheGtrastuzumabTresistantGbreastG
cancerGcellGlineGxwMTTXUGCancergGeneticsgandgCytogeneticsSG2007SGXeZSGgcTXWd 18

85 MicroarrayGanalysisGofGgliomasGrevealsGchromosomalGpositionTassociatedGgeneGexpressionGpatternsG
andGidentifiesGpotentialGimmunotherapyGtargetsUGJournalgofgNeurouOncologySG2007SGfcSGXXTZb 4.8 23

84 obsenceGofGtheGcommonGwutXGXgGqoTrepeatGalleleGisGmoreGcommonGamongGpβqoXGmutationGcarriersG
thanGamongGnonTcarriersGfromGpβqoXGfamiliesUGFamilialgCancerSG2007SGdSGbbcTcZ 3 6

83
TilingGresolutionGarrayGcomparativeGgenomicGhybridizationSGexpressionGandGmethylationGanalysesGofG
dupOXqPGinGpurkittGlymphomasGandGpediatricGhighGhyperdiploidGacuteGlymphoblasticGleukemiasGrevealG
clusteredGnearTcentromericGbreakpointsGandGoverexpressionGofGgenesGinGXqZZTaZUaUGHumang
MoleculargGeneticsSG2007SGXdSGZZXcTZc

5.6 41

82 sstrogenGreceptorGbetaGexpressionGisGassociatedGwithGtamoxifenGresponseGinGsβalphaTnegativeG
breastGcarcinomaUGClinicalgCancergResearchSG2007SGXaSGXgfeTgb 12.9 147

81
”oorGprognosisGinGcarcinomaGisGassociatedGwithGaGgeneGexpressionGsignatureGofGaberrantG”Ts’G
tumorGsuppressorGpathwayGactivityUGProceedingsgofgthegNationalgAcademygofgSciencesgofgthegUnitedg
StatesgofgAmericaSG2007SGXWbSGecdbTg

11.5 397

80 ruplicationGXdqXZUXTqZZUXGcharacterizedGbyGarrayGquvGinGaGgirlGwithGspinaGbifidaUGEuropeangJournalgofg
MedicalgGeneticsSG2007SGcWSGZaeTbX 2.6 17

79 βecurrentGXWqZZTqZaGdeletionshGaGgenomicGdisorderGonGXWqGassociatedGwithGcognitiveGandG
behavioralGabnormalitiesUGAmericangJournalgofgHumangGeneticsSG2007SGfWSGgafTbe 11 79

78 occurateGretectionGofGtheGmicroβ’oGTranscriptomeGinGaGzeukemiaG”rogressionGModelUUGBloodSG2007SG
XXWSGfddTfdd 2.2

77 TheGcontributionGofGtheGhereditaryGnonpolyposisGcolorectalGcancerGsyndromeGtoGtheGdevelopmentGofG
ovarianGcancerUGGynecologicgOncologySG2006SGXWXSGZafTba 4.9 112

76 orrayTbasedGcomparativeGgenomicGhybridizationGcharacterizationGofGcytogeneticallyGpolyclonalG
myeloidGmalignanciesUGCancergGeneticsgandgCytogeneticsSG2006SGXdgSGXegTfW 2

75 βecruitmentGofGvwtTXalphaGandGvwtTZalphaGtoGcommonGtargetGgenesGisGdifferentiallyGregulatedGinG
neuroblastomahGvwtTZalphaGpromotesGanGaggressiveGphenotypeUGCancergCellSG2006SGXWSGbXaTZa 24.3 532

74 ueneGexpressionGprofilesGrelateGtoGSSXfVSSXGfusionGtypeGinGsynovialGsarcomaUGInternationalgJournalg
ofgCancerSG2006SGXXfSGXXdcTeZ 7.5 45

73 qhromosomeGcGimbalanceGmappingGinGbreastGtumorsGfromGpβqoXGandGpβqoZGmutationGcarriersGandG
sporadicGbreastGtumorsUGInternationalgJournalgofgCancerSG2006SGXXgSGXWcZTdW 7.5 55

72 pcaGmutationGandGcyclinGrXGamplificationGcorrelateGwithGcisplatinGsensitivityGinGxenograftedGhumanG
squamousGcellGcarcinomasGfromGheadGandGneckUGActagOncolˆ‡gicaSG2006SGbcSGaWWTc 3.2 31

(2006-2007)
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71 βorcWGandG’pSXGareGbreastGcancerGsusceptibilityGgenesGassociatedGwithGgenomicGinstabilityUG
CarcinogenesisSG2006SGZeSGXcgaTg 4.6 145

70
qharacterisationGofGdicOgiZWPOpXXTXaiqXXPGinGchildhoodGpTcellGprecursorGacuteGlymphoblasticG
leukaemiaGbyGtilingGresolutionGarrayTbasedGcomparativeGgenomicGhybridisationGrevealsGclusteredG
breakpointsGatGgpXaUZGandGZWqXXUZUGBritishgJournalgofgHaematologySG2006SGXacSGbgZTg

4.5 48

69
SignalingGfromGtheG“ncogenicGtusionG”roteinGpqβVopzXGzeadsGtoGsxpressionGofGWilmsâ��GTumorGueneG
XG”roteinGOWTXPSGWhichGwnducesGTranscriptionalGβepressionGofGwnterferonGqonsensusGSequenceG
pindingG”roteinGOwqSp”PGinGvumanGqellsUUGBloodSG2006SGXWfSGbaZZTbaZZ

2.2

68
retectionGandGdelineationGofGanGunusualGXepXXUZGdeletionGbyGarrayTquvGandGrefinementGofGtheG
SmithTMagenisGsyndromeGminimumGdeletionGtoGapproximatelyGdcWGkbUGEuropeangJournalgofgMedicalg
GeneticsSG2005SGbfSGZgWTaWW

2.6 16

67 ristinctGgenomicGprofilesGinGhereditaryGbreastGtumorsGidentifiedGbyGarrayTbasedGcomparativeG
genomicGhybridizationUGCancergResearchSG2005SGdcSGedXZTZX 10.1 141

66 ”romoterGusageGofGpβqoXTwβwSUGNaturegCellgBiologySG2005SGeSGaZcTdiGauthorGrplyGaZd 23.4 2

65 qytokeratinGcVXbTpositiveGbreastGcancerhGtrueGbasalGphenotypeGconfinedGtoGpβqoXGtumorsUGModerng
PathologySG2005SGXfSGXaZXTf 9.8 153

64 wntratumorGversusGintertumorGheterogeneityGinGgeneGexpressionGprofilesGofGsoftTtissueGsarcomasUG
GenesgChromosomesgandgCancerSG2005SGbaSGaWZTf 5 27

63 ”wyaqoGmutationsGcorrelateGwithGhormoneGreceptorsSGnodeGmetastasisSGandGsβppZSGandGareG
mutuallyGexclusiveGwithG”Ts’GlossGinGhumanGbreastGcarcinomaUGCancergResearchSG2005SGdcSGZccbTg 10.1 726

62 MappingGofGaGnovelGocularGandGcutaneousGmalignantGmelanomaGsusceptibilityGlocusGtoGchromosomeG
gqZXUaZUGJournalgofgthegNationalgCancergInstituteSG2005SGgeSGXaeeTfZ 9.7 60

61
vighGβesolutionGuenomeTWideGorrayTpasedGqomparativeGuenomeGvybridizationGβevealsGqrypticG
qhromosomeGqhangesGinGoMzGandGMrSGqasesGwithGTrisomyGfGasGtheGSoleGqytogeneticGoberrationUUG
BloodSG2005SGXWdSGZfbeTZfbe

2.2

60 StafcWGisGaGnovelGpcaGtargetGgeneGconferringGreducedGclonogenicGgrowthGofGleukemicGUTgaeGcellsUG
OncogeneSG2004SGZaSGbWcWTg 9.2 59

59 pβqoZGmutationsGinGXcbGfinnishGmaleGbreastGcancerGpatientsUGNeoplasiaSG2004SGdSGcbXTc 6.4 31

58 vumanGneuroblastomaGcellsGexposedGtoGhypoxiahGinductionGofGgenesGassociatedGwithGgrowthSG
survivalSGandGaggressiveGbehaviorUGExperimentalgCellgResearchSG2004SGZgcSGbdgTfe 4.2 103

57 ”redictingGcontinuousGvaluesGofGprognosticGmarkersGinGbreastGcancerGfromGmicroarrayGgeneG
expressionGprofilesUGMoleculargCancergTherapeuticsSG2004SGaSGXdXTf 6.1 22

56 reletionsGonGchromosomeGbGinGsporadicGandGpβqoGmutatedGtumorsGandGassociationGwithG
pathologicalGvariablesUGAnticancergResearchSG2004SGZbSGZdfXTe 2.3 12

55 MolecularGclassificationGofGfamilialGnonTpβqoXVpβqoZGbreastGcancerUGProceedingsgofgthegNationalg
AcademygofgSciencesgofgthegUnitedgStatesgofgAmericaSG2003SGXWWSGZcaZTe 11.5 157

54 pβqoXGandGpβqoZGmutationGanalysisGinGbreastTovarianGcancerGfamiliesGfromGnortheasternG”olandUG
HumangMutationSG2003SGZXSGccaTb 4.7 35

ˆ�keÅBorg
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53 qharacterizationGofGaGnovelGbreastGcarcinomaGxenograftGandGcellGlineGderivedGfromGaGpβqoXG
germTlineGmutationGcarrierUGLaboratorygInvestigationSG2003SGfaSGafeTgd 5.9 39

52 zackGofGvw’TXGmethylationGinGpβqoXTlinkedGandGIpβqoXTlikeIGbreastGtumorsUGCancergResearchSG2003SG
daSGZWZbTe 10.1 18

51
”atternsGofGchromosomalGimbalancesGdefinesGsubgroupsGofGbreastGcancerGwithGdistinctGclinicalG
featuresGandGprognosisUGoGstudyGofGaWcGtumorsGbyGcomparativeGgenomicGhybridizationUGCancerg
ResearchSG2003SGdaSGffdXTf

10.1 116

50 pβqoXGandGpβqoZGmutationsGamongGbreastGcancerGpatientsGfromGtheG”hilippinesUGInternationalg
JournalgofgCancerSG2002SGgfSGcgdTdWa 7.5 71

49 SurvivalGinGprospectivelyGascertainedGfamilialGbreastGcancerhGanalysisGofGaGseriesGstratifiedGbyGtumourG
characteristicsSGpβqoGmutationsGandGoophorectomyUGInternationalgJournalgofgCancerSG2002SGXWXSGcccTg 7.5 91

48 oGgenomicGmapGofGaGdTMbGregionGatGXaqZXTqZZGimplicatedGinGcancerGdevelopmenthGidentificationGandG
characterizationGofGcandidateGgenesUGHumangGeneticsSG2002SGXXWSGXXXTZX 6.3 63

47 wncreasedGqpuGmethylationGofGtheGestrogenGreceptorGgeneGinGpβqoXTlinkedGestrogenG
receptorTnegativeGbreastGcancersUGOncogeneSG2002SGZXSGeWabTbX 9.2 34

46 oGnaturallyGoccurringGalleleGofGpβqoXGcodingGforGaGtemperatureTsensitiveGmutantGproteinUGCancerg
BiologygandgTherapySG2002SGXSGbgeTcWX 4.6 15

45 reletionGmappingGofGchromosomeGsegmentGXXqZbTqZcSGexhibitingGextensiveGallelicGlossGinGearlyG
onsetGbreastGcancerUGInternationalgJournalgofgCancerSG2001SGgZSGZWfTXa 7.5 17

44 vaplotypeGanalysisGandGageGestimationGofGtheGXXainsβGqry’ZoGfounderGmutationGinGSwedishG
melanomaGfamiliesUGGenesgChromosomesgandgCancerSG2001SGaXSGXWeTXd 5 33

43 pβqoZGmutationGinGaGfamilyGwithGhereditaryGprostateGcancerUGGenesgChromosomesgandgCancerSG2001SG
aWSGZggTaWX 5 28

42 TwoGpβqoXTpositiveGepithelialGovarianGtumorsGwithGmetastasesGtoGtheGcentralGnervousGsystemhGaG
caseGreportUGGynecologicgOncologySG2001SGfWSGaggTbWZ 4.9 10

41 MolecularGandGpathologicalGcharacterizationGofGinheritedGbreastGcancerUGSeminarsgingCancergBiologySG
2001SGXXSGaecTfc 12.7 11

40 tirstGpβqoXGandGpβqoZGgeneGtestingGimplementedGinGtheGhealthGcareGsystemGofGStockholmUGGeneticg
TestinggandgMoleculargBiomarkersSG2001SGcSGXTf 12

39 ueneTexpressionGprofilesGinGhereditaryGbreastGcancerUGNewgEnglandgJournalgofgMedicineSG2001SGabbSGcagTbf59.2 1462

38 uermlineGpβqoXGandGvMzvXGmutationsGinGaGfamilyGwithGmaleGandGfemaleGbreastGcarcinomaUG
InternationalgJournalgofgCancerSG2000SGfcSGegdTfWW 7.5 22

37 SomaticGframeshiftGalterationsGinGmononucleotideGrepeatTcontainingGgenesGinGdifferentGtumorGtypesG
fromGanGv’”qqGfamilyGwithGgermlineGMSvZGmutationUGGenesgChromosomesgandgCancerSG2000SGZgSGaaTg 5 28

36 MultipleGcopiesGofGmutantGpβqoXGandGpβqoZGallelesGinGbreastGtumorsGfromGgermTlineGmutationG
carriersUGGenesgChromosomesgandgCancerSG2000SGZfSGbaZTbZ 5 26

(2000-2003)

13



35 MultipleGfounderGeffectsGandGgeographicalGclusteringGofGpβqoXGandGpβqoZGfamiliesGinGtinlandUG
EuropeangJournalgofgHumangGeneticsSG2000SGfSGeceTda 5.3 64

34
qytogeneticGheterogeneityGandGclonalGevolutionGinGsynchronousGbilateralGbreastGcarcinomasGandG
theirGlymphGnodeGmetastasesGfromGaGmaleGpatientGwithoutGanyGdetectableGpβqoZGgermlineG
mutationUGCancergGeneticsgandgCytogeneticsSG2000SGXXfSGbZTe

16

33
omplificationGandGdeletionGofGtopoisomeraseGwwalphaGassociateGwithGsrbpTZGamplificationGandGaffectG
sensitivityGtoGtopoisomeraseGwwGinhibitorGdoxorubicinGinGbreastGcancerUGAmericangJournalgofgPathology
SG2000SGXcdSGfagTbe

5.8 333

32
pβqoXGXdecdeloGandGXXacinsoGaccountGforGoneGthirdGofG’orwegianGfamilialGbreastTovarianGcancerG
andGareGassociatedGwithGlaterGdiseaseGonsetGthanGlessGfrequentGmutationsUGDiseasegMarkersSG1999SG
XcSGegTfb

3.2 27

31 SomaticGgeneticGalterationsGinGpβqoZTassociatedGandGsporadicGmaleGbreastGcancerUGGenesg
ChromosomesgandgCancerSG1999SGZbSGcdTdX 5 47

30 oGsomaticGpβqoZGmutationGinGβsβRGendometrialGcarcinomasGthatGspecificallyGdeletesGtheG
aminoTterminalGtransactivationGdomainUGGenesgChromosomesgandgCancerSG1999SGZbSGZWeTXZ 5 20

29 qhromosomalGaberrationsGinGbreastGcancerhGoGcomparisonGbetweenGcytogeneticsGandGcomparativeG
genomicGhybridizationG1999SGZcSGXXcTXZZ 29

28 zossGofGheterozygosityGatGXXqZaUXGandGsurvivalGinGbreastGcancerhGβesultsGofGaGlargeGsuropeanGstudyUG
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