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Evolvin origin-of-transfer sequences on staphylococcal conjugative and mobilizable

plasmidsa€”who&€™s mimicking whom?. Nucleic Acids Research, 2021, 49, 5177-5188. 14.5 8

Classifying mobile genetic elements and their interactions from sequence data: The importance of
existing biological knowledge. Proceedings of the National Academy of Sciences of the United States
of America, 2021, 118, e2104685118.

Evolution of a 72-Kilobase Cointegrant, Conjugative Multiresistance Plasmid in Community-Associated
Methicillin-Resistant Staphylococcus aureus Isolates from the Early 1990s. Antimicrobial Agents and 3.2 12
Chemotherapy, 2019, 63, .
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Replication of Staphylococcal Resistance Plasmids. Frontiers in Microbiology, 2017, 8, 2279. 3.5 49
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Microbiology (United Kingdom), 2012, 158, 1456-1467.
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