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ARTICLE

An improved Raphanus sativus cv. WK10039 genome localizes centromeres, uncovers variation of DNA
methylation and resolves arrangement of the ancestral Brassica genome blocks in radish
chromosomes. Theoretical and Applied Genetics, 2022, 135, 1731-1750.

Marker integration and development of Fluidigm/KASP assays for high-throughput genotyping of
radish. Horticulture Environment and Biotechnology, 2020, 61, 767-777.

Draft genome sequence of wild Prunus yedoensis reveals massive inter-specific hybridization between

sympatric flowering cherries. Genome Biology, 2018, 19, 127.
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