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Retinoblastoma protein regulates carcinogen susceptibility at heterochromatic cancer driver loci.
Life Science Alliance, 2022, 5, e202101134.
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Genome-wide profiles of UV lesion susceptibility, repair, and mutagenic potential in melanoma.
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Endothelial deletion of Ino80 disrupts coronary angiogenesis and causes congenital heart disease.
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Carcinogen susceptibility is regulated by genome architecture and predicts cancer mutagenesis. EMBO
Journal, 2017, 36, 2829-2843.

The INO80 Complex Requires the Arp5-les6 Subcomplex for Chromatin Remodeling and Metabolic 9.3 48
Regulation. Molecular and Cellular Biology, 2016, 36, 979-991. :
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