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i Paper IF Citations

169 vhromosomeZLevelLzenomeLtssemblyLofLaLHumanLyungalLPathogenLRevealsLSyntenyLamongL
zeographicallyLwistinctLSpeciesaaLMBioYL2022YLecehjged 7.8 1

168 InterZspeciesLgeographicLsignaturesLforLtracingLhorizontalLgeneLtransferLandLlongZtermLpersistenceL
ofLcarbapenemLresistanceaaLGenomedMedicineYL2022YLdgYLfj 14.4 2

167 MycoSNPmLtLPortableLWorkflowLforLPerformingLWholeZzenomeLSequencingLtnalysisLofLvandidaL
aurisaLMethodsdindMoleculardBiologyYL2022YLedhZeek 1.4 1

166 zeneratingLvompleteLzenomeLtssembliesLofLvandidaLaurisaLMethodsdindMoleculardBiologyYL2022YLechZedg1.4

165 zeneLxxpressionLofLwiverseLvryptococcusLIsolatesLduringLInfectionLofLtheLHumanLventralLNervousL
SystemaLMBioYL2021YLecefdfed 7.8 3

164 wiversityYLmultifacetedLevolutionYLandLfacultativeLsaprotrophismLinLtheLxuropeanLuatrachochytriumL
salamandrivoransLepidemicaLNaturedCommunicationsYL2021YLdeYLiikk 17.4 2

163 PhylogenomicLtnalysisLofLaLhhadZkbLdlZzeneLwatasetLResolvesLaLMonophyleticLthatLIncludesLtheL
SpeciesLvomplexaLPhytopathologyYL2021YLdddYLdcigZdcjl 3.8 39

162 ulastomycosisLinLtfricaLandLtheLMiddleLxastmLtLvomprehensiveLReviewLofLReportedLvasesLandL
ReanalysisLofLHistoricalLIsolatesLuasedLonLMolecularLwataaLClinicaldInfectiousdDiseasesYL2021YLjfYLedhicZedhil11.6 8

161 vladeZspecificLchromosomalLrearrangementsLandLlossLofLsubtelomericLadhesinsLinLvandidaLaurisaL
GeneticsYL2021YLedkYL 4 22

160 zenomicLinsightsLintoLtheLhostLspecificLadaptationLofLtheLPneumocystisLgenusaLCommunicationsd
BiologyYL2021YLgYLfch 6.7 5

159 zenomicLepidemiologyLofLaLcaseLclusterLinLzlasgowYLScotlandYLecdkaLMicrobialdGenomicsYL2021YLjYL 4.4 2

158 tmoebaLPredationLofLvryptococcusLneoformansLResultsLinLPleiotropicLvhangesLtoLTraitsLtssociatedL
withLVirulenceaLMBioYL2021YLdeYL 7.8 4

157 zenomeZWideLtnalysisLofLxxperimentallyLxvolvedLvandidaLaurisLRevealsLMultipleLNovelL
MechanismsLofLMultidrugLResistanceaLMBioYL2021YLdeYL 7.8 19

156 uestLpracticesLonLtheLdifferentialLexpressionLanalysisLofLmultiZspeciesLRNtZseqaLGenomedBiologyYL
2021YLeeYLded 18.3 6

155 WholeZgenomeLsequencingLofLmultipleLisolatesLofLPucciniaLtriticinaLrevealsLasexualLlineagesL
evolvingLbyLrecurrentLmutationsaLGz:dGenesrdGenomesrdGeneticsYL2021YLddYL 3.2 2

154 vomparativeLgenomicsLofLwhiteLandLopaqueLcellLstatesLsupportsLanLepigeneticLmechanismLofL
phenotypicLswitchingLinLvandidaLalbicansaLGz:dGenesrdGenomesrdGeneticsYL2021YLddYL 3.2 1

153 wiagnosticLtlleleZSpecificLPvRLforLtheLIdentificationLofLvladesaLJournaldofdFungidmBaselrdSwitzerlandnYL
2021YLjYL 5.6 1
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152
tpplicationLofLanLoptimizedLannotationLpipelineLtoLtheLvryptococcusLdeuterogattiiLgenomeLrevealsL
dynamicLprimaryLmetabolicLgeneLclustersLandLgenomicLimpactLofLRNtiLlossaLGz:dGenesrdGenomesrd
GeneticsYL2021YLddYL

3.2 4

151 InLvivoLemergenceLofLhighZlevelLresistanceLduringLtreatmentLrevealsLtheLfirstLidentifiedLmechanismL
ofLamphotericinLuLresistanceLinLvandidaLaurisaaLClinicaldMicrobiologydanddInfectionYL2021YL 9.5 4

150 tnLoxindoleLeffluxLinhibitorLpotentiatesLazolesLandLimpairsLvirulenceLinLtheLfungalLpathogenL
vandidaLaurisaLNaturedCommunicationsYL2020YLddYLigel 17.4 15

149 ThreatsLPosedLbyLtheLyungalLKingdomLtoLHumansYLWildlifeYLandLtgricultureaLMBioYL2020YLddYL 7.8 94

148 MutationsLinLmLaLNovelLzeneticLweterminantLofLvlinicalLyluconazoleLResistanceLinLvandidaLaurisaL
MBioYL2020YLddYL 7.8 52

147 UnderstandingLtheLxmergenceLofLMultidrugZResistantLmLUsingLWholeZzenomeLSequencingLtoL
wescribeLtheLPopulationLStructureLofLSpeciesLvomplexaLFrontiersdindGeneticsYL2020YLddYLhhg 4.5 9

146 xvolutionaryLPersistenceLofLwNtLMethylationLforLMillionsLofLYearsLafterLtncientLLossLofLaLweLNovoL
MethyltransferaseaLCellYL2020YLdkcYLeifZejjaeec 56.2 46

145 TracingLtheLxvolutionaryLHistoryLandLzlobalLxxpansionLofLvandidaLaurisLUsingLPopulationLzenomicL
tnalysesaLMBioYL2020YLddYL 7.8 92

144 vompleteLzenomeLSequencesLforLTwoLvlinicalLIsolatesLfromLNorthernLandLSouthernLVietnamaL
MicrobiologydResourcedAnnouncementsYL2020YLlYL 1.3 1

143 zenomicLdiversityLofLtheLhumanLpathogenLParacoccidioidesLacrossLtheLSouthLtmericanLcontinentaL
FungaldGeneticsdanddBiologyYL2020YLdgcYLdcfflh 3.9 20

142 jfkaLtLNovelLMolecularLwiagnosticLtssayLforLIdentificationLofLyungalLPathogensaLOpendForumd
InfectiousdDiseasesYL2020YLjYLSgdkZSgdl 1

141 TrackingLaLzlobalLThreatmLaLNewLzenotypingLMethodLforLvandidaLaurisaLMBioYL2020YLddYL 7.8 6

140 LandscapeLofLgeneLexpressionLvariationLofLnaturalLisolatesLofLinLresponseLtoLbiologicallyLrelevantL
stressesaLMicrobialdGenomicsYL2020YLiYL 4.4 12

139 HumanLulastomycosisLinLSouthLtfricaLvausedLbyLandLspaLnovaYLdlijLtoLecdgaLJournaldofdClinicald
MicrobiologyYL2020YLhkYL 9.7 20

138 xxperimentalLxvolutionLIdentifiesLtdaptiveLtneuploidyLasLaLMechanismLofLyluconazoleLResistanceL
inLvandidaLaurisaLAntimicrobialdAgentsdanddChemotherapyYL2020YLihYL 5.9 16

137 wiversityLandLvomplexityLofLtheLLargeLSurfaceLProteinLyamilyLinLtheLvompactedLzenomesLofL
MultipleLSpeciesaLMBioYL2020YLddYL 7.8 3

136 xmergomycesmLTheLglobalLriseLofLnewLdimorphicLfungalLpathogensaLPLoSdPathogensYL2019YLdhYLedccjljj 7.6 26

135 zenomeLSequenceLofLtheLulackLYeastLxxophialaLlecaniiZcorniaLMicrobiologydResourcedAnnouncements
YL2019YLkYL 1.3 4

(2019-2021)
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134 zeneticLtnalysisLofLImplicatesLHsplcLinLMorphogenesisLandLtzoleLToleranceLandLvdrdLinLtzoleL
ResistanceaLMBioYL2019YLdcYL 7.8 49

133 zeneticLandLzenomicLtnalysesLRevealLuoundariesLbetweenLSpeciesLvloselyLRelatedLtoLPathogensaL
MBioYL2019YLdcYL 7.8 17

132 zenomeLSequenceLforLvandidaLalbicansLvlinicalLOralLIsolateLhelLaLMicrobiologydResourced
AnnouncementsYL2019YLkYL 1.3 5

131 voordinatedLhostZpathogenLtranscriptionalLdynamicsLrevealedLusingLsortedLsubpopulationsLandL
singleLmacrophagesLinfectedLwithLvandidaLalbicansaLNaturedCommunicationsYL2019YLdcYLdicj 17.4 35

130 IdentificationLofLvandidaLaurisLbyLUseLofLtheLUpdatedLVitekLeLYeastLIdentificationLSystemYLVersionL
kacdmLaLMultilaboratoryLxvaluationLStudyaLJournaldofdClinicaldMicrobiologyYL2019YLhjYL 9.7 29

129 tLNewLLineageLofLvryptococcusLgattiiLTVzVULwiscoveredLinLtheLventralLZambezianLMiomboL
WoodlandsaLMBioYL2019YLdcYL 7.8 34

128 RecoveredLyromLOliveLTreesLTULinLTurkeyLRevealLtllopatryLWithLtfricanLandLSouthLtmericanL
LineagesaLFrontiersdindCellulardanddInfectiondMicrobiologyYL2019YLlYLfkg 5.9 4

127 tntagonisticLparalogsLcontrolLaLswitchLbetweenLgrowthLandLpathogenLresistanceLinLvaLelegansaLPLoSd
PathogensYL2019YLdhYLedccjhek 7.6 37

126 RNtiLisLaLcriticalLdeterminantLofLcentromereLevolutionLinLcloselyLrelatedLfungiaLProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL2018YLddhYLfdckZfddf 11.5 69

125 WholeZzenomeLtnalysisLIllustratesLzlobalLvlonalLPopulationLStructureLofLtheLUbiquitousL
wermatophyteLPathogenaLGeneticsYL2018YLeckYLdihjZdiil 4 36

124 zenomicLepidemiologyLofLtheLUKLoutbreakLofLtheLemergingLhumanLfungalLpathogenLvandidaLaurisaL
EmergingdMicrobesdanddInfectionsYL2018YLjYLgf 18.9 117

123 zenomeLanalysisLrevealsLevolutionaryLmechanismsLofLadaptationLinLsystemicLdimorphicLfungiaL
ScientificdReportsYL2018YLkYLggjf 4.9 19

122 zenomicLUnderstandingLofLanLInfectiousLurainLwiseaseLfromLtheLwesertaLGz:dGenesrdGenomesrd
GeneticsYL2018YLkYLlclZlee 3.2 18

121 TitanLcellsLformationLinLvryptococcusLneoformansLisLfinelyLtunedLbyLenvironmentalLconditionsLandL
modulatedLbyLpositiveLandLnegativeLgeneticLregulatorsaLPLoSdPathogensYL2018YLdgYLedccilke 7.6 65

120 vomparativeLPopulationLzenomicsLtnalysisLofLtheLMammalianLyungalLPathogenaLMBioYL2018YLlYL 7.8 19

119 tdvancesLinLvryptococcusLgenomicsmLinsightsLintoLtheLevolutionLofLpathogenesisaLMemoriasdDod
InstitutodOswaldodCruzYL2018YLddfYLedjcgjf 2.6 13

118 mLtnLIntricateLwanceLofLtntherLSmutLandLItsLHostaLGz:dGenesrdGenomesrdGeneticsYL2018YLkYLhchZhdk 3.2 4

117 TranscriptionalLHeterogeneityLofLVzIILvomparedLwithLNonZVzIILLineagesLUnderpinsLKeyL
PathogenicityLPathwaysaLMSphereYL2018YLfYL 5 9

Christina A Cuomo

4



116 zenomicLinsightsLintoLmultidrugZresistanceYLmatingLandLvirulenceLinLvandidaLaurisLandLrelatedL
emergingLspeciesaLNaturedCommunicationsYL2018YLlYLhfgi 17.4 174

115 PathwaysLofLPathogenicitymLTranscriptionalLStagesLofLzerminationLinLtheLyatalLyungalLPathogenaL
MSphereYL2018YLfYL 5 9

114 PhenotypicLVariabilityLvorrelatesLwithLvlinicalLOutcomeLinLIsolatesLObtainedLfromLuotswananL
HIVbtIwSLPatientsaLMBioYL2018YLlYL 7.8 24

113 zlobalLanalysisLofLmutationsLdrivingLmicroevolutionLofLaLheterozygousLdiploidLfungalLpathogenaL
ProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL2018YLddhYLxkikkZxkilj11.5 52

112 zenomicLcharacterizationLofLrecurrentLmoldLinfectionsLinLthoracicLtransplantLrecipientsaLTransplantd
InfectiousdDiseaseYL2018YLecYLedelfh 2.7 2

111 ParacoccidioidesLsppaLcatalasesLandLtheirLroleLinLantioxidantLdefenseLagainstLhostLdefenseL
responsesaLFungaldGeneticsdanddBiologyYL2017YLdccYLeeZfe 3.9 12

110 TheLvaseLforLtdoptingLtheLNSpeciesLvomplexNLNomenclatureLforLtheLxtiologicLtgentsLofL
vryptococcosisaLMSphereYL2017YLeYL 5 185

109 vomparativeLtnalysisLHighlightsLVariableLzenomeLvontentLofLWheatLRustsLandLwivergenceLofLtheL
MatingLLociaLGz:dGenesrdGenomesrdGeneticsYL2017YLjYLfidZfji 3.2 67

108 xxploringLtheLgenomicLdiversityLofLblackLyeastsLandLrelativesLTYLUaLStudiesdindMycologyYL2017YLkiYLdZek 22.2 93

107 NovelLtaxaLofLthermallyLdimorphicLsystemicLpathogensLinLtheLtjellomycetaceaeLTOnygenalesUaL
MycosesYL2017YLicYLeliZfcl 5.2 82

106 PopulationLgenomicsLandLtheLevolutionLofLvirulenceLinLtheLfungalLpathogenaLGenomedResearchYL2017
YLejYLdecjZdedl 9.7 85

105 HarnessingLWholeLzenomeLSequencingLinLMedicalLMycologyaLCurrentdFungaldInfectiondReportsYL2017YL
ddYLheZhl 1.4 14

104 zenomicLinnovationsLlinkedLtoLinfectionLstrategiesLacrossLemergingLpathogenicLchytridLfungiaL
NaturedCommunicationsYL2017YLkYLdgjge 17.4 55

103 MicroevolutionLofLSerialLvlinicalLIsolatesLofLvaraLandaLMBioYL2017YLkYL 7.8 44

102 ZincLvlusterLTranscriptionLyactorsLtlterLVirulenceLinLvandidaLalbicansaLGeneticsYL2017YLechYLhhlZhji 4 16

101 WholeLzenomeLSequenceLofLtheLHeterozygousLvlinicalLIsolateLkdZuZhaLGz:dGenesrdGenomesrdGeneticsYL
2017YLjYLekkfZekkl 3.2 12

100 TracingLzeneticLxxchangeLandLuiogeographyLofLvaraLatLtheLzlobalLPopulationLLevelaLGeneticsYL2017YL
ecjYLfejZfgi 4 57

99 SimultaneousLxmergenceLofLMultidrugZResistantLvandidaLaurisLonLfLvontinentsLvonfirmedLbyL
WholeZzenomeLSequencingLandLxpidemiologicalLtnalysesaLClinicaldInfectiousdDiseasesYL2017YLigYLdfgZdgc11.6 753

(2017-2018)
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98 vomparativeLzenomicsLIntegratedLwithLtssociationLtnalysisLIdentifiesLvandidateLxffectorLzenesL
vorrespondingLtoLinLPhenotypeZPairedLIsolatesLfromLtustraliaaLFrontiersdindPlantdScienceYL2017YLkYLdgk 6.2 26

97 yungalLgenomeLandLmatingLsystemLtransitionsLfacilitatedLbyLchromosomalLtranslocationsLinvolvingL
intercentromericLrecombinationaLPLoSdBiologyYL2017YLdhYLeeccehej 9.7 44

96 TranscriptionalLanalysisLofLmatingLandLpreZinfectionLstagesLofLtheLantherLsmutYaLMicrobiologyd
mUniteddKingdomnYL2017YLdifYLgdcZgec 2.9 7

95 zenomeLanalysisLofLthreeLPneumocystisLspeciesLrevealsLadaptationLmechanismsLtoLlifeLexclusivelyL
inLmammalianLhostsaLNaturedCommunicationsYL2016YLjYLdcjgc 17.4 93

94 HsfdLandLHsplcLorchestrateLtemperatureZdependentLglobalLtranscriptionalLremodellingLandL
chromatinLarchitectureLinLvandidaLalbicansaLNaturedCommunicationsYL2016YLjYLddjcg 17.4 55

93 tLMultistateLToggleLSwitchLwefinesLyungalLvellLyatesLandLIsLRegulatedLbyLSynergisticLzeneticLvuesaL
PLoSdGeneticsYL2016YLdeYLedccifhf 6 17

92 LowerLprevalenceLbutLsimilarLfitnessLinLaLparasiticLfungusLatLhigherLradiationLlevelsLnearLvhernobylaL
MoleculardEcologyYL2016YLehYLffjcZkf 5.7 8

91 zenomeLSequenceLofLSpizellomycesLpunctatusaLGenomedAnnouncementsYL2016YLgYL 16

90 MicroevolutionaryLtraitsLandLcomparativeLpopulationLgenomicsLofLtheLemergingLpathogenicLfungusL
vryptococcusLgattiiaLPhilosophicaldTransactionsdofdthedRoyaldSocietydB:dBiologicaldSciencesYL2016YLfjdYL 5.8 20

89
UseLofLMultipleLSequencingLTechnologiesLToLProduceLaLHighZQualityLzenomeLofLtheLyungusL
PseudogymnoascusLdestructansYLtheLvausativeLtgentLofLuatLWhiteZNoseLSyndromeaLGenomed
AnnouncementsYL2016YLgYL

16

88 IntracellularLtctionLofLaLSecretedLPeptideLRequiredLforLyungalLVirulenceaLCelldHostdanddMicrobeYL
2016YLdlYLkglZig 23.4 59

87 zenomeLwiversityYLRecombinationYLandLVirulenceLacrossLtheLMajorLLineagesLofaLMSphereYL2016YLdYL 5 67

86 vhaosLofLRearrangementsLinLtheLMatingZTypeLvhromosomesLofLtheLtntherZSmutLyungusL
MicrobotryumLlychnidisZdioicaeaLGeneticsYL2015YLeccYLdejhZkg 4 60

85 SexLandLparasitesmLgenomicLandLtranscriptomicLanalysisLofLMicrobotryumLlychnidisZdioicaeYLtheL
biotrophicLandLplantZcastratingLantherLsmutLfungusaLBMCdGenomicsYL2015YLdiYLgid 4.5 44

84 vontrastingLhostZpathogenLinteractionsLandLgenomeLevolutionLinLtwoLgeneralistLandLspecialistL
microsporidianLpathogensLofLmosquitoesaLNaturedCommunicationsYL2015YLiYLjded 17.4 56

83 zenomeLxvolutionLandLInnovationLacrossLtheLyourLMajorLLineagesLofLvryptococcusLgattiiaLMBioYL
2015YLiYLecckikZdh 7.8 70

82 zeneticLandLphenotypicLintraZspeciesLvariationLinLvandidaLalbicansaLGenomedResearchYL2015YLehYLgdfZeh 9.7 166

81 TheLwynamicLzenomeLandLTranscriptomeLofLtheLHumanLyungalLPathogenLulastomycesLandLvloseL
RelativeLxmmonsiaaLPLoSdGeneticsYL2015YLddYLedcchglf 6 51
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80 hcLYearsLofLxmmonsiaLwiseaseLinLHumansmLTheLwramaticLxmergenceLofLaLvlusterLofLNovelLyungalL
PathogensaLPLoSdPathogensYL2015YLddYLedcchdlk 7.6 41

79 wraftLzenomeLSequenceLofLtheLvellulolyticLyungusLvhaetomiumLglobosumaLGenomed
AnnouncementsYL2015YLfYL 21

78 wegenerationLofLtheLnonrecombiningLregionsLinLtheLmatingZtypeLchromosomesLofLtheLantherZsmutL
fungiaLMoleculardBiologydanddEvolutionYL2015YLfeYLlekZgf 8.3 36

77 yindingLaLMissingLzenemLxyzdLRegulatesLMorphogenesisLinLvandidaLtropicalisaLGz:dGenesrdGenomesrd
GeneticsYL2015YLhYLkglZhi 3.2 31

76 TheLevolutionLofLdrugLresistanceLinLclinicalLisolatesLofLvandidaLalbicansaLELifeYL2015YLgYLecciie 8.9 168

75
vomparativeLgenomicsLofLtustralianLisolatesLofLtheLwheatLstemLrustLpathogenLPucciniaLgraminisLfaL
spaLtriticiLrevealsLextensiveLpolymorphismLinLcandidateLeffectorLgenesaLFrontiersdindPlantdScienceYL
2014YLhYLjhl

6.2 64

74 yungiLonLtheLskinmLdermatophytesLandLMalasseziaaLColddSpringdHarbordPerspectivesdindMedicineYL2014YL
gYL 5.4 90

73 zenomicsLofLSclerotiniaLsclerotiorumL2014YLdZdj 1

72 zenomeLSequenceLofLtheLMicrosporidianLSpeciesLNematocidaLspdLStrainLxRTmiLTtTvvLPRtZfjeUaL
GenomedAnnouncementsYL2014YLeYL 14

71 StandardizedLmetadataLforLhumanLpathogenbvectorLgenomicLsequencesaLPLoSdONEYL2014YLlYLellljl 3.7 25

70 tnalysisLofLaLfoodZborneLfungalLpathogenLoutbreakmLvirulenceLandLgenomeLofLaLMucorLcircinelloidesL
isolateLfromLyogurtaLMBioYL2014YLhYLecdflcZdg 7.8 82

69 zenomeLupdateLofLtheLdimorphicLhumanLpathogenicLfungiLcausingLparacoccidioidomycosisaLPLoSd
NeglecteddTropicaldDiseasesYL2014YLkYLeffgk 4.8 31

68 UbiquitinZmediatedLresponseLtoLmicrosporidiaLandLvirusLinfectionLinLvaLelegansaLPLoSdPathogensYL
2014YLdcYLedccgecc 7.6 118

67 UsingLtranscriptionLofLsixLPucciniaLtriticinaLracesLtoLidentifyLtheLeffectiveLsecretomeLduringL
infectionLofLwheataLFrontiersdindPlantdScienceYL2014YLgYLhec 6.2 45

66 tnalysisLofLtheLgenomeLandLtranscriptomeLofLvryptococcusLneoformansLvaraLgrubiiLrevealsLcomplexL
RNtLexpressionLandLmicroevolutionLleadingLtoLvirulenceLattenuationaLPLoSdGeneticsYL2014YLdcYLedccgeid6 260

65 HighlyLrecombinantLVzIILvryptococcusLgattiiLpopulationLdevelopsLclonalLoutbreakLclustersLthroughL
bothLsexualLmacroevolutionLandLasexualLmicroevolutionaLMBioYL2014YLhYLecdglgZdg 7.8 63

64
vomparativeLgenomicLandLtranscriptomicLanalysisLofLwangiellaLdermatitidisYLaLmajorLcauseLofL
phaeohyphomycosisLandLaLmodelLblackLyeastLhumanLpathogenaLGz:dGenesrdGenomesrdGeneticsYL2014YL
gYLhidZjk

3.2 38

63 zenomeLSequenceLofLtheLPathogenicLyungusLSporothrixLschenckiiLTtTvvLhkehdUaLGenomed
AnnouncementsYL2014YLeYL 26

(2014-2015)
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62 PilonmLanLintegratedLtoolLforLcomprehensiveLmicrobialLvariantLdetectionLandLgenomeLassemblyL
improvementaLPLoSdONEYL2014YLlYLeddelif 3.7 3418

61 PucciniaLgraminisL2014YLdjjZdli 5

60 vonservedLlociLofLleafLandLstemLrustLfungiLofLwheatLshareLsyntenyLinterruptedLbyLlineageZspecificL
influxLofLrepeatLelementsaLBMCdGenomicsYL2013YLdgYLic 4.5 12

59 IdentificationLofLtheLmatingZtypeLTMtTULlocusLthatLcontrolsLsexualLreproductionLofLulastomycesL
dermatitidisaLEukaryoticdCellYL2013YLdeYLdclZdj 30

58
SequencingLandLcharacterizationLofLtheLcompleteLmitochondrialLgenomesLofLthreeLPneumocystisL
speciesLprovideLnewLinsightsLintoLdivergenceLbetweenLhumanLandLrodentLPneumocystisaLFASEBd
JournalYL2013YLejYLdlieZje

0.9 36

57 IsolationLofLulastomycesLdermatitidisLyeastLfromLlungLtissueLduringLmurineLinfectionLforLinLvivoL
transcriptionalLprofilingaLFungaldGeneticsdanddBiologyYL2013YLhiYLdZk 3.9 7

56 OneLfungusYLoneLnamemLdefiningLtheLgenusLyusariumLinLaLscientificallyLrobustLwayLthatLpreservesL
longstandingLuseaLPhytopathologyYL2013YLdcfYLgccZk 3.8 155

55 vompleteLgenomeLsequencesLfromLthreeLgeneticallyLdistinctLstrainsLrevealLhighLintraspeciesL
geneticLdiversityLinLtheLmicrosporidianLxncephalitozoonLcuniculiaLEukaryoticdCellYL2013YLdeYLhcfZdd 43

54 LinkageLtoLtheLmatingZtypeLlocusLacrossLtheLgenusLMicrobotryummLinsightsLintoLnonrecombiningL
chromosomesaLEvolution;dInternationaldJournaldofdOrganicdEvolutionYL2012YLiiYLfhdlZff 3.8 27

53 tdaptationLofLtheLblackLyeastLWangiellaLdermatitidisLtoLionizingLradiationmLmolecularLandLcellularL
mechanismsaLPLoSdONEYL2012YLjYLegkijg 3.7 61

52 MicrosporidianLgenomeLanalysisLrevealsLevolutionaryLstrategiesLforLobligateLintracellularLgrowthaL
GenomedResearchYL2012YLeeYLegjkZkk 9.7 191

51 NovelYLpanzooticLandLhybridLgenotypesLofLamphibianLchytridiomycosisLassociatedLwithLtheLbullfrogL
tradeaLMoleculardEcologyYL2012YLedYLhdieZjj 5.7 183

50 vomparativeLgenomeLanalysisLofLTrichophytonLrubrumLandLrelatedLdermatophytesLrevealsL
candidateLgenesLinvolvedLinLinfectionaLMBioYL2012YLfYLeccehlZde 7.8 162

49 zenomicLanalysisLofLtheLnecrotrophicLfungalLpathogensLSclerotiniaLsclerotiorumLandLuotrytisL
cinereaaLPLoSdGeneticsYL2011YLjYLedcceefc 6 659

48 ObligateLbiotrophyLfeaturesLunraveledLbyLtheLgenomicLanalysisLofLrustLfungiaLProceedingsdofdthed
NationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaYL2011YLdckYLldiiZjd 11.5 479

47 zenomeLvariationLinLvryptococcusLgattiiYLanLemergingLpathogenLofLimmunocompetentLhostsaLMBioYL
2011YLeYLeccfgeZdc 7.8 137

46 vomparativeLgenomicLanalysisLofLhumanLfungalLpathogensLcausingLparacoccidioidomycosisaLPLoSd
GeneticsYL2011YLjYLedccefgh 6 132

45 vomparativeLgenomicsLyieldsLinsightsLintoLnicheLadaptationLofLplantLvascularLwiltLpathogensaLPLoSd
PathogensYL2011YLjYLedccedfj 7.6 335
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44 tpproachesLtoLyungalLzenomeLtnnotationaLMycologyYL2011YLeYLddkZdgd 3.7 92

43 vomparativeLgenomicsLrevealsLmobileLpathogenicityLchromosomesLinLyusariumaLNatureYL2010YLgigYLfijZjf50.4 1085

42 TheLfungalLgenomeLinitiativeLandLlessonsLlearnedLfromLgenomeLsequencingaLMethodsdindEnzymology
YL2010YLgjcYLkffZhh 1.7 43

41 SRxuYLaLztTtLtranscriptionLfactorLthatLdirectsLdisparateLfatesLinLulastomycesLdermatitidisLincludingL
morphogenesisLandLsiderophoreLbiosynthesisaLPLoSdPathogensYL2010YLiYLedccckgi 7.6 52

40 zenomicLanalysisLofLtheLbasalLlineageLfungusLRhizopusLoryzaeLrevealsLaLwholeZgenomeLduplicationaL
PLoSdGeneticsYL2009YLhYLedccchgl 6 273

39 xvolutionLofLpathogenicityLandLsexualLreproductionLinLeightLvandidaLgenomesaLNatureYL2009YLghlYLihjZie50.4 764

38 vandidawumLaLmultiZgenomeLdatabaseLforLvandidaLspeciesLandLrelatedLSaccharomycotinaaLNucleicd
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