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identified through genome-wide analyses. Nature Genetics, 2016, 48, 624-633. 9.4 870
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14 New loci associated with kidney function and chronic kidney disease. Nature Genetics, 2010, 42,
376-384. 9.4 710
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16 Genome-wide association analyses identify 18 new loci associated with serum urate concentrations.
Nature Genetics, 2013, 45, 145-154. 9.4 675
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2010, 42, 36-44. 9.4 518

25 Genome-wide association analysis identifies novel blood pressure loci and offers biological insights
into cardiovascular risk. Nature Genetics, 2017, 49, 403-415. 9.4 492
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27 Exome-wide association study of plasma lipids in &gt;300,000 individuals. Nature Genetics, 2017, 49,
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28 Thirty new loci for age at menarche identified by a meta-analysis of genome-wide association studies.
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29
High Throughput Isolation and Glycosylation Analysis of IgGâ€“Variability and Heritability of the IgG
Glycome in Three Isolated Human Populations. Molecular and Cellular Proteomics, 2011, 10,
M111.010090.

2.5 443

30 Genomic analyses identify hundreds of variants associated with age at menarche and support a role
for puberty timing in cancer risk. Nature Genetics, 2017, 49, 834-841. 9.4 426

31 Novel Loci for Adiponectin Levels and Their Influence on Type 2 Diabetes and Metabolic Traits: A
Multi-Ethnic Meta-Analysis of 45,891 Individuals. PLoS Genetics, 2012, 8, e1002607. 1.5 419

32 Genetic associations at 53 loci highlight cell types and biological pathways relevant for kidney
function. Nature Communications, 2016, 7, 10023. 5.8 412

33 Genome-wide association study identifies six new loci influencing pulse pressure and mean arterial
pressure. Nature Genetics, 2011, 43, 1005-1011. 9.4 403

34 Genome-wide meta-analyses of multiancestry cohorts identify multiple new susceptibility loci for
refractive error and myopia. Nature Genetics, 2013, 45, 314-318. 9.4 398

35 Common Variants at 10 Genomic Loci Influence Hemoglobin A1C Levels via Glycemic and Nonglycemic
Pathways. Diabetes, 2010, 59, 3229-3239. 0.3 387

36 FTO genotype is associated with phenotypic variability of body mass index. Nature, 2012, 490, 267-272. 13.7 383
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37 Genome-wide association and large-scale follow up identifies 16 new loci influencing lung function.
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38 Large-scale genomic analyses link reproductive aging to hypothalamic signaling, breast cancer
susceptibility and BRCA1-mediated DNA repair. Nature Genetics, 2015, 47, 1294-1303. 9.4 357

39 The power of genetic diversity in genome-wide association studies of lipids. Nature, 2021, 600, 675-679. 13.7 353

40 New genetic signals for lung function highlight pathways and chronic obstructive pulmonary disease
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Novel insights into the genetics of smoking behaviour, lung function, and chronic obstructive
pulmonary disease (UK BiLEVE): a genetic association study in UK Biobank. Lancet Respiratory
Medicine,the, 2015, 3, 769-781.

5.2 346

42 Genetic contributions to variation in general cognitive function: a meta-analysis of genome-wide
association studies in the CHARGE consortium (N=53â€‰949). Molecular Psychiatry, 2015, 20, 183-192. 4.1 344
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Impact of common genetic determinants of Hemoglobin A1c on type 2 diabetes risk and diagnosis in
ancestrally diverse populations: A transethnic genome-wide meta-analysis. PLoS Medicine, 2017, 14,
e1002383.

3.9 341
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45 Genome-Wide Association Identifies Nine Common Variants Associated With Fasting Proinsulin Levels
and Provides New Insights Into the Pathophysiology of Type 2 Diabetes. Diabetes, 2011, 60, 2624-2634. 0.3 335
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47 Genomic and drug target evaluation of 90 cardiovascular proteins in 30,931 individuals. Nature
Metabolism, 2020, 2, 1135-1148. 5.1 327

48 Loci Associated with N-Glycosylation of Human Immunoglobulin G Show Pleiotropy with Autoimmune
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53 Meta-analysis of Genome-wide Association Studies for Neuroticism, and the Polygenic Association
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54 Association of Low-Frequency and Rare Coding-Sequence Variants with Blood Lipids and Coronary
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55 Protein-altering variants associated with body mass index implicate pathways that control energy
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56 Genome-wide analysis identifies 12 loci influencing human reproductive behavior. Nature Genetics,
2016, 48, 1462-1472. 9.4 284

57 Identification of heart rateâ€“associated loci and their effects on cardiac conduction and rhythm
disorders. Nature Genetics, 2013, 45, 621-631. 9.4 282

58 Genetic association study of QT interval highlights role for calcium signaling pathways in myocardial
repolarization. Nature Genetics, 2014, 46, 826-836. 9.4 281

59 Genome-wide association analyses identify multiple loci associated with central corneal thickness
and keratoconus. Nature Genetics, 2013, 45, 155-163. 9.4 269

60 Trans-ancestry meta-analyses identify rare and common variants associated with blood pressure and
hypertension. Nature Genetics, 2016, 48, 1151-1161. 9.4 261

61 Genome-wide association analyses for lung function and chronic obstructive pulmonary disease
identify new loci and potential druggable targets. Nature Genetics, 2017, 49, 416-425. 9.4 257

62 Target genes, variants, tissues and transcriptional pathways influencing human serum urate levels.
Nature Genetics, 2019, 51, 1459-1474. 9.4 251

63 New loci for body fat percentage reveal link between adiposity and cardiometabolic disease risk.
Nature Communications, 2016, 7, 10495. 5.8 245

64 Genome-wide association meta-analysis highlights light-induced signaling as a driver for refractive
error. Nature Genetics, 2018, 50, 834-848. 9.4 239

65 Genomics Meets Glycomicsâ€”The First GWAS Study of Human N-Glycome Identifies HNF1Î± as a Master
Regulator of Plasma Protein Fucosylation. PLoS Genetics, 2010, 6, e1001256. 1.5 213

66 Variability, Heritability and Environmental Determinants of Human Plasma N-Glycome. Journal of
Proteome Research, 2009, 8, 694-701. 1.8 212

67 CUBN Is a Gene Locus for Albuminuria. Journal of the American Society of Nephrology: JASN, 2011, 22,
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68 Effects of aging, body mass index, plasma lipid profiles, and smoking on human plasma N-glycans.
Glycobiology, 2010, 20, 959-969. 1.3 207

69 Genetic Determinants of Circulating Sphingolipid Concentrations in European Populations. PLoS
Genetics, 2009, 5, e1000672. 1.5 184

70 Genetic insights into biological mechanisms governing human ovarian ageing. Nature, 2021, 596,
393-397. 13.7 183

71 Genome-Wide Association Study Identifies Novel Loci Associated with Circulating Phospho- and
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72 Meta-analysis of Genome-Wide Association Studies for Extraversion: Findings from the Genetics of
Personality Consortium. Behavior Genetics, 2016, 46, 170-182. 1.4 178
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Human Molecular Genetics, 2007, 16, 233-241. 1.4 176

74 Low-frequency and rare exome chip variants associate with fasting glucose and type 2 diabetes
susceptibility. Nature Communications, 2015, 6, 5897. 5.8 173
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76
Comparative Performance of Four Methods for High-throughput Glycosylation Analysis of
Immunoglobulin G in Genetic and Epidemiological Research. Molecular and Cellular Proteomics, 2014,
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2.5 169

77 Genome-wide meta-analysis of 241,258 adults accounting for smoking behaviour identifies novel loci
for obesity traits. Nature Communications, 2017, 8, 14977. 5.8 169

78 Association of genetic variation with systolic and diastolic blood pressure among African Americans:
the Candidate Gene Association Resource study. Human Molecular Genetics, 2011, 20, 2273-2284. 1.4 168

79 Genome-Wide Association and Functional Follow-Up Reveals New Loci for Kidney Function. PLoS
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Genetics, 2017, 13, e1006528. 1.5 158
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82 Meta-Analysis of Genome-Wide Association Studies Identifies Six New Loci for Serum Calcium
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83 Nine Loci for Ocular Axial Length Identified through Genome-wide Association Studies, Including
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84 New loci associated with central cornea thickness include COL5A1, AKAP13 and AVGR8. Human
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Diabetes, 2016, 65, 803-817. 0.3 131
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Multiethnic Meta-Analysis of Genome-Wide Association Studies in &gt;100 000 Subjects Identifies 23
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90 A Large-Scale Multi-ancestry Genome-wide Study Accounting for Smoking Behavior Identifies Multiple
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114 Protein-coding variants implicate novel genes related to lipid homeostasis contributing to body-fat
distribution. Nature Genetics, 2019, 51, 452-469. 9.4 89
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