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Pharmacogenomics of NAT2 and ABCG2 influence the toxicity and efficacy of sulphasalazine
containing DMARD regimens in early rheumatoid arthritis. Pharmacogenomics Journal, 2014, 14, 0.9 25
350-355.

Individualization of leflunomide dosing in rheumatoid arthritis patients. Personalized Medicine, 2014,
11, 449-461.

Pharmacogenomics of interferon beta and glatiramer acetate response: A review of the literature. 95 52
Autoimmunity Reviews, 2014, 13, 178-186. :

The rheumatoid arthritis susceptibility polymorphism<i>PTPN22</[i>C1858T is not associated with
leflunomide response or toxicity. Journal of Clinical Pharmacy and Therapeutics, 2014, 39, 555-560.

SCN1A variations and response to multiple antiepileptic drugs. Pharmacogenomics Journal, 2014, 14, 0.9 20
385-389. ’

Metabolic and safety issues for multiple sclerosis pharmacotherapy &€* opportunities for personalised

medicine. Expert Opinion on Drug Metabolism and Toxicology, 2014, 10, 1145-1159.

Pharmacokinetic evaluation of teriflunomide for the treatment of multiple sclerosis. Expert Opinion 15 40
on Drug Metabolism and Toxicology, 2013, 9, 1025-1035. :



20

22

24

26

28

30

32

CATHERINE KING

ARTICLE IF CITATIONS

Identification of Shared Genes and Pathways: A Comparative Study of Multiple Sclerosis Susceptibility,
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