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l Paper IF Citations

370 UniformityKofKrotavirusKstrainKnomenclatureKproposedKbyKtheKRotavirusKrlassificationKWorkingK
vroupKSRrWvTZKArchivesgofgVirologyWK2011WK_deWK_bhfYc_b 2.6 699

369 RecommendationsKforKtheKclassificationKofKgroupKpKrotavirusesKusingKallK__KgenomicKR pKsegmentsZK
ArchivesgofgVirologyWK2008WK_dbWK_ea_Yh 2.6 523

368 ΑroposalKforKaKunifiedKnorovirusKnomenclatureKandKgenotypingZKArchivesgofgVirologyWK2013WK_dgWKa]dhYeg 2.6 428

367 ZoonoticKaspectsKofKrotavirusesZKVeterinarygMicrobiologyWK2010WK_c]WKaceYdd 3.3 411

366 tvidenceKforKevolutionKofKcanineKparvovirusKtypeKaKinKxtalyZKJournalgofgGeneralgVirologyWK2001WKgaWKb]a_Yb]ad4.9 345

365 UpdatedKclassificationKofKnorovirusKgenogroupsKandKgenotypesZKJournalgofgGeneralgVirologyWK2019WK
_]]WK_bhbY_c]e 4.9 276

364 RotavirusKdiseaseKandKvaccinationiKimpactKonKgenotypeKdiversityZKFuturegMicrobiologyWK2009WKcWK_b]bY_e 2.9 248

363 preKhumanKΑ[_c]KrotavirusKstrainsKtheKresultKofKinterspeciesKtransmissionsKfromKsheepKorKotherK
ungulatesKthatKbelongKtoKtheKmammalianKorderKprtiodactylanZKJournalgofgVirologyWK2009WKgbWKah_fYah 6.6 185

362 uullKgenomicKanalysisKofKhumanKrotavirusKstrainKqc_]eKandKlapineKrotavirusKstrainKb][heKprovidesK
evidenceKforKinterspeciesKtransmissionZKJournalgofgVirologyWK2006WKg]WKbg]_Y_] 6.6 182

361 tmergenceKofKaKnovelKvxxZ_fKnorovirusKâ��KtndKofKtheKvxxZcKeranZKEurosurveillanceWK2015WKa]WK 19.8 180

360 tvidenceKofKexposureKtoKSpRSYroVYaKinKcatsKandKdogsKfromKhouseholdsKinKxtalyZKNatureg
CommunicationsWK2020WK__WKeab_ 17.4 167

359 pKrealYtimeKΑrRKassayKforKrapidKdetectionKandKquantitationKofKcanineKparvovirusKtypeKaKinKtheKfecesK
ofKdogsZKVeterinarygMicrobiologyWK2005WK_]dWK_hYag 3.3 154

358 ViralKgastroenteritisZKLancetugTheWK2018WKbhaWK_fdY_ge 40 152

357 ReviewKofKgroupKpKrotavirusKstrainsKreportedKinKswineKandKcattleZKVeterinarygMicrobiologyWK2013WK
_edWK_h]Yh 3.3 150

356 randidateKnewKrotavirusKspeciesKinKshelteredKdogsWKwungaryZKEmerginggInfectiousgDiseasesWK2015WKa_WKee]Yb10.2 149

355 ™olecularKsurveillanceKofKnorovirusWKa]]dY_eiKanKepidemiologicalKanalysisKofKdataKcollectedKfromKtheK
 oro etKnetworkZKLancetgInfectiousgDiseasesugTheWK2018WK_gWKdcdYddb 25.5 136

354
ReviewKofKglobalKrotavirusKstrainKprevalenceKdataKfromKsixKyearsKpostKvaccineKlicensureKsurveillanceiK
isKthereKevidenceKofKstrainKselectionKfromKvaccineKpressurenZKInfectionugGeneticsgandgEvolutionWK2014WK
agWKcceYe_

4.5 131

Vito Martella

2



353 TheKstudyKmolecularKepidemiologyKofKcanineKparvovirusWKturopeZKEmerginggInfectiousgDiseasesWK2007WK
_bWK_aaaYc 10.2 126

352 ranineKdistemperKvirusZKVeterinarygClinicsgofgNorthgAmericagvgSmallgAnimalgPracticeWK2008WKbgWKfgfYhfWKviiYviii2.4 123

351 ranineKparvovirusKinfectioniKwhichKdiagnosticKtestKforKvirusnZKJournalgofgVirologicalgMethodsWK2005WK
_aeWK_fhYgd 2.6 122

350 setectionKofKcanineKdistemperKvirusKinKdogsKbyKrealYtimeKRTYΑrRZKJournalgofgVirologicalgMethodsWK
2006WK_beWK_f_Ye 2.6 118

349 setectionKandKmolecularKcharacterizationKofKaKcanineKnorovirusZKEmerginggInfectiousgDiseasesWK2008WK
_cWK_b]eYg 10.2 117

348 ranineKcoronavirusKhighlyKpathogenicKforKdogsZKEmerginggInfectiousgDiseasesWK2006WK_aWKchaYc 10.2 113

347 xndomethacinKwasKaKΑotentKpntiviralKpctivityKagainstKSarsKroronavirusZKAntiviralgTherapyWK2006WK__WK_]a_Y_]b]1.6 111

346 RelationshipsKamongKporcineKandKhumanKΑ[e]KrotavirusesiKevidenceKthatKtheKdifferentKhumanKΑ[e]K
lineagesKhaveKoriginatedKfromKmultipleKinterspeciesKtransmissionKeventsZKVirologyWK2006WKbccWKd]hY_h 3.6 108

345 weterogeneityKandKtemporalKdynamicsKofKevolutionKofKv_KhumanKrotavirusesKinKaKsettledK
populationZKJournalgofgVirologyWK2006WKg]WK_]facYbb 6.6 107

344 xdentificationKofKaKnovelKVΑcKgenotypeKcarriedKbyKaKserotypeKvdKporcineKrotavirusKstrainZKVirologyWK
2006WKbceWKb]_Y__ 3.6 104

343 ranineKrespiratoryKvirusesZKVeterinarygResearchWK2007WKbgWKbddYfb 3.8 104

342 weterogeneityKwithinKtheKhemagglutininKgenesKofKcanineKdistemperKvirusKSrsVTKstrainsKdetectedKinK
xtalyZKVeterinarygMicrobiologyWK2006WK__eWKb]_Yh 3.3 103

341 RecombinantKcanineKcoronavirusesKrelatedKtoKtransmissibleKgastroenteritisKvirusKofKSwineKareK
circulatingKinKdogsZKJournalgofgVirologyWK2009WKgbWK_dbaYf 6.6 96

340 rharacterisationKofKtheKcanineKparvovirusKtypeKaKvariantsKusingKminorKgrooveKbinderKprobeK
technologyZKJournalgofgVirologicalgMethodsWK2006WK_bbWKhaYh 2.6 96

339 uirstKdetectionKofKcanineKparvovirusKtypeKacKinKpupsKwithKhaemorrhagicKenteritisKinKSpainZKZoonosesg
andgPublicgHealthWK2006WKdbWKcegYfa 96

338 veneticKanalysisKofKcanineKparvovirusKtypeKacZKVirologyWK2009WKbgdWKdY_] 3.6 94

337 ™olecularKanalysisKofKtheKVΑfKgeneKofKpheasantKrotavirusesKidentifiesKaKnewKgenotypeWKdesignatedK
vabZKArchivesgofgVirologyWK2009WK_dcWK_bedYh 2.6 92

336 pKminorKgrooveKbinderKprobeKrealYtimeKΑrRKassayKforKdiscriminationKbetweenKtypeKaYbasedKvaccinesK
andKfieldKstrainsKofKcanineKparvovirusZKJournalgofgVirologicalgMethodsWK2006WK_beWKedYf] 2.6 92
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335 rlinicalKandKvirologicalKfindingsKinKpupsKnaturallyKinfectedKbyKcanineKparvovirusKtypeKaKvluYcaeK
mutantZKJournalgofgVeterinarygDiagnosticgInvestigationWK2005WK_fWK_bbYg 1.5 89

334
™ultipleKreassortmentKandKinterspeciesKtransmissionKeventsKcontributeKtoKtheKdiversityKofKfelineWK
canineKandKfeline[canineYlikeKhumanKgroupKpKrotavirusKstrainsZKInfectionugGeneticsgandgEvolutionWK
2011WK__WK_bheYc]e

4.5 88

333 ranineKadenovirusesKandKherpesvirusZKVeterinarygClinicsgofgNorthgAmericagvgSmallgAnimalgPracticeWK
2008WKbgWKfhhYg_cWKviii 2.4 84

332  orovirusKinKcaptiveKlionKcubKSΑantheraKleoTZKEmerginggInfectiousgDiseasesWK2007WK_bWK_]f_Yb 10.2 83

331 veneticKdiversityKofKaKcanineKcoronavirusKdetectedKinKpupsKwithKdiarrhoeaKinKxtalyZKJournalgofg
VirologicalgMethodsWK2003WK__]WKhY_f 2.6 77

330 pKcanineKparvovirusKmutantKisKspreadingKinKxtalyZKJournalgofgClinicalgMicrobiologyWK2004WKcaWK_bbbYe 9.7 75

329 sevelopmentKofKaKnestedKΑrRKassayKforKtheKdetectionKofKcanineKcoronavirusZKJournalgofgVirologicalg
MethodsWK1999WKg]WK__Yd 2.6 74

328 tvidenceKforKimmunisationKfailureKinKvaccinatedKadultKdogsKinfectedKwithKcanineKparvovirusKtypeKacZK
NewgMicrobiologicaWK2008WKb_WK_adYb] 1.1 74

327
venotypeYspecificKfluorogenicKRTYΑrRKassaysKforKtheKdetectionKandKquantitationKofKcanineK
coronavirusKtypeKxKandKtypeKxxKR pKinKfaecalKsamplesKofKdogsZKJournalgofgVirologicalgMethodsWK2005WK
_b]WKfaYg

2.6 73

326 RecombinantKcanineKcoronavirusesKinKdogsWKturopeZKEmerginggInfectiousgDiseasesWK2010WK_eWKc_Yf 10.2 71

325 veneticKheterogeneityKandKrecombinationKinKcanineKnorovirusesZKJournalgofgVirologyWK2009WKgbWK__bh_Ye 6.6 70

324 veneticKdiversityKandKzoonoticKpotentialKofKhumanKrotavirusKstrainsWKa]]bYa]]eWKwungaryZKJournalgofg
MedicalgVirologyWK2009WKg_WKbeaYf] 19.7 68

323 ZoonoticKtransmissionKofKrotavirusiKsurveillanceKandKcontrolZKExpertgReviewgofgAntivInfectivegTherapyWK
2015WK_bWK_bbfYd] 5.5 66

322 xdentificationKofKgroupKpKporcineKrotavirusKstrainsKbearingKaKnovelKVΑcKSΑTKvenotypeKinKxtalianKswineK
herdsZKJournalgofgClinicalgMicrobiologyWK2007WKcdWKdffYg] 9.7 66

321 ΑhylogeneticKanalysisKofKtheKhaemagglutininKgeneKofKcanineKdistemperKvirusKstrainsKdetectedKfromK
breedingKfoxesWKraccoonKdogsKandKminksKinKrhinaZKVeterinarygMicrobiologyWK2010WK_c]WKbcYca 3.3 65

320 ıccurrenceKofKsevereKgastroenteritisKinKpupsKafterKcanineKparvovirusKvaccineKadministrationiKaK
clinicalKandKlaboratoryKdiagnosticKdilemmaZKVaccineWK2007WKadWK__e_Ye 4.1 65

319 ™olecularKcharacterizationKofKtheKVΑcWKVΑeWKVΑfWKandK SΑcKgenesKofKlapineKrotavirusesKidentifiedKinK
italyiKemergenceKofKaKnovelKVΑcKgenotypeZKVirologyWK2003WKb_cWKbdgYf] 3.6 65

318 WesternKturopeanKepidemiologicalKsurveyKforKparvovirusKandKcoronavirusKinfectionsKinKdogsZK
VeterinarygJournalWK2011WK_gfWK_hdYh 2.5 63
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317 SevereKentericKdiseaseKinKanKanimalKshelterKassociatedKwithKdualKinfectionsKbyKcanineKadenovirusK
typeK_KandKcanineKcoronavirusZKZoonosesgandgPublicgHealthWK2001WKcgWKbgdYha 63

316 WholeKgenomeKsequencingKandKphylogeneticKanalysisKofKaKzoonoticKhumanKvgΑ[_c]KrotavirusKstrainZK
InfectionugGeneticsgandgEvolutionWK2010WK_]WK__c]Yc 4.5 62

315 venomicKcharacterizationKofKpestivirusesKisolatedKfromKlambsKandKkidsKinKsouthernKxtalyZKJournalgofg
VirologicalgMethodsWK2001WKhcWKg_Yd 2.6 62

314 QuantitationKofKcanineKcoronavirusKR pKinKtheKfaecesKofKdogsKbyKTaq™anKRTYΑrRZKJournalgofg
VirologicalgMethodsWK2004WK__hWK_cdYd] 2.6 61

313 SequenceKanalysisKofKtheKVΑfKandKVΑcKgenesKidentifiesKaKnovelKVΑfKgeneKalleleKofKporcineK
rotavirusesWKsharingKaKcommonKevolutionaryKoriginKwithKhumanKvaKrotavirusesZKVirologyWK2005WKbbfWK___Yab3.6 60

312 wobiYlikeKpestivirusKinKabortedKbovineKfetusesZKJournalgofgClinicalgMicrobiologyWK2012WKd]WKd]hY_a 9.7 58

311 venogroupKxKpicobirnavirusesKinKpigsiKevidenceKforKgeneticKdiversityKandKrelatednessKtoKhumanK
strainsZKJournalgofgGeneralgVirologyWK2008WKghWKdbcYdbh 4.9 58

310 RespiratoryKdiseaseKassociatedKwithKbovineKcoronavirusKinfectionKinKcattleKherdsKinKSouthernKxtalyZK
JournalgofgVeterinarygDiagnosticgInvestigationWK2008WKa]WKagYba 1.5 58

309 venomicKcharacterizationKofKaKcircovirusKassociatedKwithKfatalKhemorrhagicKenteritisKinKdogWKxtalyZK
PLoSgONEWK2014WKhWKe_]dh]h 3.7 57

308 SerologicalKandKmolecularKevidenceKthatKcanineKrespiratoryKcoronavirusKisKcirculatingKinKxtalyZK
VeterinarygMicrobiologyWK2007WK_a_WKaadYb] 3.3 57

307 rıVxsY_hKfromKveterinaryKmedicineKandKoneKhealthKperspectivesiKWhatKanimalKcoronavirusesKhaveK
taughtKusZKResearchgingVeterinarygScienceWK2020WK_b_WKa_Yab 2.5 56

306 rharacterisationKofKcanineKparvovirusKstrainsKisolatedKfromKcatsKwithKfelineKpanleukopeniaZKResearchg
ingVeterinarygScienceWK2010WKghWKafdYg 2.5 54

305 ™olecularKcharacterisationKofKtheKvirulentKcanineKcoronavirusKrq[]dKstrainZKVirusgResearchWK2007WK
_adWKdcYe] 6.4 54

304 veneticKanalysisKofKfelineKpanleukopeniaKvirusesKfromKcatsKwithKgastroenteritisZKJournalgofgGeneralg
VirologyWK2008WKghWKaah]Yaahg 4.9 53

303 venotypingKcanineKdistemperKvirusKSrsVTKbyKaKhemiYnestedKmultiplexKΑrRKprovidesKaKrapidK
approachKforKinvestigationKofKrsVKoutbreaksZKVeterinarygMicrobiologyWK2007WK_aaWKbaYca 3.3 53

302 TwoKgenotypesKofKcanineKcoronavirusKsimultaneouslyKdetectedKinKtheKfecalKsamplesKofKdogsKwithK
diarrheaZKJournalgofgClinicalgMicrobiologyWK2004WKcaWK_fhfYh 9.7 53

301 xrTVKVirusKTaxonomyKΑrofileiZKJournalgofgGeneralgVirologyWK2019WK_]]WK_cehY_cf] 4.9 53

300 tvaluationKofKtheKantigenicKrelationshipsKamongKcanineKparvovirusKtypeKaKvariantsZKVaccinegJournalWK
2008WK_dWKdbcYh 51
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299 SurveillanceKactivityKforKcanineKparvovirusKinKxtalyZKZoonosesgandgPublicgHealthWK2005WKdaWKb_aYd 51

298 siscoveryKandKgenomicKcharacterizationKofKnorovirusesKfromKaKgastroenteritisKoutbreakKinKdomesticK
catsKinKtheKUSZKPLoSgONEWK2012WKfWKebafbh 3.7 51

297 ZoonoticKtransmissionKofKreassortantKporcineKvcΑ[e]KrotavirusesKinKwungarianKpediatricKpatientsK
identifiedKsporadicallyKoverKaK_dKyearKperiodZKInfectionugGeneticsgandgEvolutionWK2013WK_hWKf_Yg] 4.5 50

296 VirologicalKandKmolecularKcharacterizationKofKaKmammalianKorthoreovirusKtypeKbKstrainKisolatedK
fromKaKdogKinKxtalyZKVeterinarygMicrobiologyWK2005WK_]hWK_hYaf 3.3 50

295 ranineKparvovirusKSrΑVTKvaccinationiKcomparisonKofKneutralizingKantibodyKresponsesKinKpupsKafterK
inoculationKwithKrΑVaKorKrΑVabKmodifiedKliveKvirusKvaccineZKVaccinegJournalWK2001WKgWKe_aYd 50

294 setectionKandKcharacterisationKofKgroupKpKrotavirusKinKasymptomaticKpigletsKinKsouthernKxrelandZK
ArchivesgofgVirologyWK2010WK_ddWK_acfYdh 2.6 49

293 ΑrevalenceKofKgroupKrKrotavirusesKinKweaningKandKpostYweaningKpigsKwithKenteritisZKVeterinaryg
MicrobiologyWK2007WK_abWKaeYbb 3.3 49

292 ™aternallyYderivedKantibodiesKinKpupsKandKprotectionKfromKcanineKparvovirusKinfectionZKBiologicalsWK
2005WKbbWKae_Yf 1.8 48

291 xdentificationKofKtheKnovelKzawasakiKa]_cKvxxZ_fKhumanKnorovirusKstrainKinKxtalyWKa]_dZK
EurosurveillanceWK2015WKa]WKb]]_] 19.8 48

290 pntigenicKanalysisKofKcanineKparvovirusKstrainsKisolatedKinKxtalyZKNewgMicrobiologicaWK2000WKabWKhbYe 1.1 47

289 ıccurrenceKofKhepatitisKpKandKtKandKnorovirusKvxKandKvxxKinKreadyYtoYeatKvegetablesKinKxtalyZK
InternationalgJournalgofgFoodgMicrobiologyWK2017WKachWKe_Yed 5.8 46

288 ΑicobirnavirusKinfectionsiKviralKpersistenceKandKzoonoticKpotentialZKReviewsgingMedicalgVirologyWK2012
WKaaWKacdYde 11.7 46

287 setectionKandKcharacterizationKofKgroupKrKrotavirusesKinKasymptomaticKpigletsKinKxrelandZKJournalgofg
ClinicalgMicrobiologyWK2008WKceWKahfbYh 9.7 46

286 veneticKvariabilityKamongKserotypeKvcKxtalianKhumanKrotavirusesZKJournalgofgClinicalgMicrobiologyWK
2005WKcbWK_ca]Yd 9.7 46

285 ™olecularKsurveyKofKR pKvirusesKinKwungarianKbatsiKdiscoveringKnovelKastrovirusesWKcoronavirusesWK
andKcalicivirusesZKVectorvBornegandgZoonoticgDiseasesWK2014WK_cWKgceYdd 2.4 45

284 SevereKparvovirusKinKaK_aYyearYoldKdogKthatKhadKbeenKrepeatedlyKvaccinatedZKVeterinarygRecordWK
2009WK_ecWKdhbYd 0.9 44

283 xdentificationKofKaKporcineKcalicivirusKrelatedKgeneticallyKtoKhumanKsapovirusesZKJournalgofgClinicalg
MicrobiologyWK2008WKceWK_h]fY_b 9.7 44

282
pnKoutbreakKofKequineKinfluenzaKvirusKinKvaccinatedKhorsesKinKxtalyKisKdueKtoKanKwb gKstrainKcloselyK
relatedKtoKrecentK orthKpmericanKrepresentativesKofKtheKuloridaKsubYlineageZKVeterinaryg
MicrobiologyWK2007WK_a_WKdeYeb

3.3 44
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281 siagnosticKtoolsKbasedKonKminorKgrooveKbinderKprobeKtechnologyKforKrapidKidentificationKofKvaccinalK
andKfieldKstrainsKofKcanineKparvovirusKtypeKabZKJournalgofgVirologicalgMethodsWK2006WK_bgWK_]Ye 2.6 44

280 xdentificationKofKaKvaYlikeKporcineKrotavirusKbearingKaKnovelKVΑcKtypeWKΑ[ba]ZKVeterinarygResearchWK
2010WKc_WKfb 3.8 44

279 venotypingKofKcanineKdistemperKvirusKstrainsKcirculatingKinKqrazilKfromKa]]gKtoKa]_aZKVirusgResearchWK
2014WK_g]WKfeYgb 6.4 43

278 tmergenceKofKserotypeKv_aKrotavirusesWKwungaryZKEmerginggInfectiousgDiseasesWK2007WK_bWKh_eYh 10.2 43

277 txperimentalKinfectionKofKdogsKwithKaKnovelKstrainKofKcanineKcoronavirusKcausingKsystemicKdiseaseK
andKlymphopeniaZKVeterinarygMicrobiologyWK2008WK_agWKadbYe] 3.3 42

276 xmmunogenicityKofKanKintranasallyKadministeredKmodifiedKliveKcanineKparvovirusKtypeKabKvaccineKinK
pupsKwithKmaternallyKderivedKantibodiesZKVaccinegJournalWK2005WK_aWK_acbYd 42

275 tvidenceKforKrecombinationKbetweenKpandemicKvxxZcKnorovirusKstrainsK ewKırleansKa]]hKandK
SydneyKa]_aZKJournalgofgClinicalgMicrobiologyWK2013WKd_WKbgddYf 9.7 41

274 SevereKoutbreakKofKbovineKcoronavirusKinfectionKinKdairyKcattleKduringKtheKwarmerKseasonZK
VeterinarygMicrobiologyWK2008WK_aeWKb]Yh 3.3 41

273 tvolutionKofKrΑVYaKandKimplicationKforKantigenic[geneticKcharacterizationZKVirusgGenesWK2006WKbbWK__Yb 2.3 41

272 veneticKheterogeneityKofKporcineKentericKcalicivirusesKidentifiedKfromKdiarrhoeicKpigletsZKVirusgGenes
WK2008WKbeWKbedYfb 2.3 40

271 UnusualKassortmentKofKsegmentsKinKaKrareKhumanKrotavirusKgenomesZKEmerginggInfectiousgDiseasesWK
2010WK_eWKgdhYea 10.2 39

270 veneticKheterogeneityKinKhumanKveΑ[_c]KrotavirusKstrainsKdetectedKinKwungaryKsuggestsK
independentKzoonoticKoriginZKJournalgofgInfectionWK2009WKdhWKa_bYd 18.9 39

269 pKfelineKrotavirusKvbΑ[h]KcarriesKtracesKofKmultipleKreassortmentKeventsKandKresemblesKrareKhumanK
vbΑ[h]KrotavirusesZKJournalgofgGeneralgVirologyWK2011WKhaWK_a_cY_aa_ 4.9 39

268 roronavirusKassociatedKwithKanKentericKsyndromeKonKaKquailKfarmZKAviangPathologyWK2007WKbeWKad_Yg 2.4 39

267 setectionKofKtheKemergingKrotavirusKvhKserotypeKatKhighKfrequencyKinKxtalyZKJournalgofgClinicalg
MicrobiologyWK2003WKc_WKbhe]Yb 9.7 39

266 –ightsKandKshadesKonKanKhistoricalKvaccineKcanineKdistemperKvirusWKtheKRockbornKstrainZKVaccineWK
2011WKahWK_aaaYf 4.1 38

265 venomicKcharacterizationKofKaKnovelKgroupKpKlambKrotavirusKisolatedKinKZaragozaWKSpainZKVirusgGenesWK
2008WKbfWKad]Yed 2.3 38

264 SpecificKidentificationKofKfelineKpanleukopeniaKvirusKandKitsKrapidKdifferentiationKfromKcanineK
parvovirusesKusingKminorKgrooveKbinderKprobesZKJournalgofgVirologicalgMethodsWK2008WK_cfWKefYf_ 2.6 37

(2008-2006)
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263 ranineYoriginKvbΑ[b]KrotavirusKstrainKinKchildKwithKacuteKgastroenteritisZKEmerginggInfectiousg
DiseasesWK2007WK_bWK_]h_Yb 10.2 37

262
SequencingKandKphylogeneticKanalysisKofKhumanKgenotypeKΑ[e]KrotavirusKstrainsKdetectedKinK
wungaryKprovidesKevidenceKforKgeneticKheterogeneityKwithinKtheKΑ[e]KVΑcKgeneZKJournalgofgClinicalg
MicrobiologyWK2004WKcaWKcbbgYcb

9.7 37

261 tvolutionKofKsSY_YlikeKhumanKvaΑ[c]KrotavirusesKassessedKbyKcompleteKgenomeKanalysesZKJournalgofg
GeneralgVirologyWK2014WKhdWKh_Y_]h 4.9 36

260 ™ucosalKdiseaseYlikeKsyndromeKinKaKcalfKpersistentlyKinfectedKbyKwobiYlikeKpestivirusZKJournalgofg
ClinicalgMicrobiologyWK2014WKdaWKahceYdc 9.7 36

259 setectionKandKcharacterizationKofKcanineKastrovirusesZKJournalgofgGeneralgVirologyWK2011WKhaWK_gg]Y_ggf 4.9 36

258  orovirusKinKretailKshellfishZKFoodgMicrobiologyWK2010WKafWKahYba 6 36

257 ™olecularKcharacterizationKofKequineKrotavirusKinKxrelandZKJournalgofgClinicalgMicrobiologyWK2008WKceWKbbceYdc9.7 36

256 veneticKheterogeneityKinKtheKVΑfKofKgroupKrKrotavirusesZKVirologyWK2007WKbefWKbdgYee 3.6 36

255 ΑathogenesisKofKcanineKdistemperKvirusKinKexperimentallyKinfectedKraccoonKdogsWKfoxesWKandKminksZK
AntiviralgResearchWK2015WK_aaWK_Y__ 10.8 35

254 ™olecularKcharacterizationKofKaKcanineKrespiratoryKcoronavirusKstrainKdetectedKinKxtalyZKVirusg
ResearchWK2009WK_c_WKheY_]] 6.4 35

253 qiologicalKandKgeneticKanalysisKofKaKbovineYlikeKcoronavirusKisolatedKfromKwaterKbuffaloKSqubalusK
bubalisTKcalvesZKVirologyWK2008WKbf]WKa_bYaa 3.6 35

252 xnKvitroKefficacyKofKribavirinKagainstKcanineKdistemperKvirusZKAntiviralgResearchWK2008WKffWK_]gY_b 10.8 35

251  ucleotideKvariationKinKtheKVΑfKgeneKaffectsKΑrRKgenotypingKofKvhKrotavirusesKidentifiedKinKxtalyZK
JournalgofgMedicalgVirologyWK2004WKfaWK_cbYg 19.7 35

250
™olecularKanalysisKofKtheKVΑfWKVΑcWKVΑeWK SΑcWKandK SΑd[eKgenesKofKaKbuffaloKrotavirusKstrainiK
identificationKofKtheKrareKΑ[b]KrhesusKrotavirusYlikeKVΑcKgeneKalleleZKJournalgofgClinicalgMicrobiologyWK
2003WKc_WKdeedYfd

9.7 35

249 pstrovirusesKinKrabbitsZKEmerginggInfectiousgDiseasesWK2011WK_fWKaagfYhb 10.2 34

248 ıutbreakKofKcanineKnorovirusKinfectionKinKyoungKdogsZKJournalgofgClinicalgMicrobiologyWK2010WKcgWKae]dYg 9.7 34

247 tntericKdiseaseKinKdogsKnaturallyKinfectedKbyKaKnovelKcanineKastrovirusZKJournalgofgClinicalg
MicrobiologyWK2012WKd]WK_]eeYh 9.7 34

246 venomicKcharacterizationKofKporcineKrotavirusesKinKxtalyZKVaccinegJournalWK2001WKgWK_ahYba 34
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245 ™olecularKsurveillanceKofKtraditionalKandKemergingKpathogensKassociatedKwithKcanineKinfectiousK
respiratoryKdiseaseZKVeterinarygMicrobiologyWK2016WK_haWKa_Yad 3.3 33

244 turopeanKsurveillanceKforKpantropicKcanineKcoronavirusZKJournalgofgClinicalgMicrobiologyWK2013WKd_WKgbYg 9.7 33

243 sistributionKofKvKSVΑfTKandKΑKSVΑcTKgenotypesKofKgroupKpKbovineKrotavirusesKfromKTurkishKcalvesK
withKdiarrheaWK_hhfYa]]gZKVeterinarygMicrobiologyWK2010WK_c_WKab_Yf 3.3 33

242 ΑrevalenceKofKcanineKcoronavirusKantibodiesKbyKanKenzymeYlinkedKimmunosorbentKassayKinKdogsKinK
theKsouthKofKxtalyZKJournalgofgVirologicalgMethodsWK2002WK_]aWKefYf_ 2.6 33

241 setectionKandKquantificationKofKgroupKrKrotavirusesKinKcommunalKsewageZKAppliedgandg
EnvironmentalgMicrobiologyWK2008WKfcWKbbhcYh 4.8 32

240 vxVK orovirusesKinKWastewatersKandKinKStoolKSpecimensKfromKwospitalizedKΑatientsZKFoodgandg
EnvironmentalgVirologyWK2013WKdWK_hc 4 31

239  ovelK SΑcKgenotypeKinKaKcamelKv_]Α[_d]KrotavirusKstrainZKActagMicrobiologicagEtgImmunologicag
HungaricaWK2012WKdhWKc__Ya_ 1.8 31

238 sevelopmentKandKvalidationKofKaKrealYtimeKΑrRKassayKforKspecificKandKsensitiveKdetectionKofKcanidK
herpesvirusK_ZKJournalgofgVirologicalgMethodsWK2010WK_ehWK_feYg] 2.6 31

237 vlobalKdistributionKofKgroupKpKrotavirusKstrainsKinKhorsesiKaKsystematicKreviewZKVaccineWK2013WKb_WKdeafYbb4.1 30

236 xdentificationKofKcoronavirusesKinKdogsKthatKsegregateKseparatelyKfromKtheKcanineKcoronavirusK
genotypeZKJournalgofgVirologicalgMethodsWK2003WK_]fWKa_bYaa 2.6 30

235 setectionKofKhepatitisKtKvirusKSwtVTKinKgoatsZKVirusgResearchWK2016WKaadWKehYfa 6.4 30

234 uoodYqorneKVirusesKinKShellfishiKxnvestigationKonK orovirusKandKwpVKΑresenceKinKppuliaKSStKxtalyTZK
FoodgandgEnvironmentalgVirologyWK2017WKhWK_fhY_ge 4 29

233  ationwideKsurveillanceKstudyKofKhumanKastrovirusKinfectionsKinKanKxtalianKpaediatricKpopulationZK
EpidemiologygandgInfectionWK2013WK_c_WKdacYg 4.3 29

232 ΑersistentKinfectionKcausedKbyKwobiYlikeKpestivirusZKJournalgofgClinicalgMicrobiologyWK2013WKd_WK_ac_Yb 9.7 29

231 veneticKcharacterizationKofKequineKinfluenzaKvirusesKisolatedKinKxtalyKbetweenK_hhhKandKa]]dZKVirusg
ResearchWK2008WK_b_WK_]]Yd 6.4 29

230 ΑrevalenceKandKmolecularKcharacterizationKofKhumanKgroupKrKrotavirusesKinKwungaryZKJournalgofg
ClinicalgVirologyWK2006WKbfWKb_fYaa 14.5 29

229 SafetyKandKefficacyKofKaKmodifiedYliveKcanineKcoronavirusKvaccineKinKdogsZKVeterinarygMicrobiologyWK
2004WKhhWKcbYh 3.3 29

228 RecombinantKnorovirusKvxxZg[vxxZ_aKgastroenteritisKinKchildrenZKInfectionugGeneticsgandgEvolutionWK
2012WK_aWK_ehYfc 4.5 28

(2012-2016)
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227 SurveillanceKofKhumanKastrovirusKcirculationKinKxtalyKa]]aYa]]diKemergenceKofKlineageKacKstrainsZK
ClinicalgMicrobiologygandgInfectionWK2011WK_fWKhfY_]_ 9.5 28

226 veneticKheterogeneityKandKrecombinationKinKhumanKtypeKaKastrovirusesZKJournalgofgClinicalg
MicrobiologyWK2012WKd]WKbfe]Yc 9.7 28

225 setectionKofKequineKherpesvirusKtypeK_KbyKrealKtimeKΑrRZKJournalgofgVirologicalgMethodsWK2006WK_bbWKf]Yd 2.6 28

224 setectionKofKcaprineKherpesvirusK_KinKsacralKgangliaKofKlatentlyKinfectedKgoatsKbyKΑrRZKJournalgofg
ClinicalgMicrobiologyWK1999WKbfWK_dhgYh 9.7 28

223 pKnovelKfelineKnorovirusKinKdiarrheicKcatsZKInfectionugGeneticsgandgEvolutionWK2016WKbgWK_baY_bf 4.5 27

222 VirusKxnfectionsKofKwoneybeesZKItaliangJournalgofgFoodgSafetyWK2015WKcWKdbec 1.2 27

221 ranineKdistemperKepizooticKamongKredKfoxesWKxtalyWKa]]hZKEmerginggInfectiousgDiseasesWK2010WK_eWKa]]fYh 10.2 27

220 pnalysisKofKtheKcapsidKproteinKgeneKofKaKfelineYlikeKcalicivirusKisolatedKfromKaKdogZKVeterinaryg
MicrobiologyWK2002WKgdWKb_dYaa 3.3 27

219 tvidenceKofKexposureKtoKSpRSYroVYaKinKcatsKandKdogsKfromKhouseholdsKinKxtalyK2020WK 27

218 –ineageKdiversificationKandKrecombinationKinKtypeYcKhumanKastrovirusesZKInfectionugGeneticsgandg
EvolutionWK2013WKa]WKbb]Yd 4.5 26

217  ovelKrecombinantKvxxZΑ_e_vxxZ_bKandKvxxZΑ_e_vxxZbKnorovirusKstrainsKinKxtalyZKVirusgResearchWK2014WK
_ggWK_caYd 6.4 26

216 ™olecularKdetectionKofKnovelKastrovirusesKinKwildKandKlaboratoryKmiceZKVirusgGenesWK2012WKcdWKd_gYad 2.3 26

215 vaKrotavirusKinfectionsKinKanKinfantileKpopulationKofKtheKSouthKofKxtalyiKvariabilityKofKviralKstrainsKoverK
timeZKJournalgofgMedicalgVirologyWK2005WKffWKdgfYhc 19.7 26

214 siagnosisKofKcanineKcoronavirusKinfectionKusingKnestedYΑrRZKJournalgofgVirologicalgMethodsWK2000WK
gcWKh_Yc 2.6 26

213
pnalysisKofKtheKıRuaKofKhumanKastrovirusesKrevealsKlineageKdiversificationWKrecombinationKandK
rearrangementKandKprovidesKtheKbasisKforKaKnovelKsubYclassificationKsystemZKArchivesgofgVirologyWK
2014WK_dhWKb_gdYhe

2.6 25

212 ™olecularKdetectionKandKcharacterizationKofKhumanKgyrovirusesKidentifiedKinKtheKferretKfecalK
viromeZKArchivesgofgVirologyWK2014WK_dhWKbc]_Ye 2.6 25

211 xmmunityKafterKnaturalKexposureKtoKentericKcanineKcoronavirusKdoesKnotKprovideKcompleteK
protectionKagainstKinfectionKwithKtheKnewKpantropicKrq[]dKstrainZKVaccineWK2010WKagWKfacYh 4.1 25

210 setectionKofKaKporcineYlikeKrotavirusKinKaKchildKwithKenteritisKinKxtalyZKJournalgofgClinicalgMicrobiologyWK
2008WKceWKbd]_Yf 9.7 25

Vito Martella
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209 ™olecularKcharacterizationKofKtheKgenotypeKvhKhumanKrotavirusKstrainsKrecoveredKinKΑalermoWKxtalyWK
duringKtheKwinterKofK_hhhYa]]]ZKEpidemiologygandgInfectionWK2004WK_baWKbcbYh 4.3 25

208 uullYlengthKgenomeKanalysisKofKvaWKvhKandKv__KporcineKgroupKpKrotavirusesZKVeterinarygMicrobiology
WK2013WK_eaWKhcY_]a 3.3 24

207 SeroprevalenceKofKnorovirusKgenogroupKxVKantibodiesKamongKhumansWKxtalyWKa]_]Ya]__ZKEmergingg
InfectiousgDiseasesWK2014WKa]WK_gagYba 10.2 24

206 ™olecularKcharacterizationKofKgenotypeKveKhumanKrotavirusKstrainsKdetectedKinKxtalyKfromK_hgeKtoK
a]]hZKInfectionugGeneticsgandgEvolutionWK2011WK__WK_cchYdd 4.5 24

205 rlostridiumKperfringensKtoxinYtypesKinKlambsKandKkidsKaffectedKwithKgastroentericKpathologiesKinK
xtalyZKVeterinarygJournalWK2005WK_f]WKbceYd] 2.5 24

204 ™KgeneKevolutionKofKcanineKcoronavirusKinKnaturallyKinfectedKdogsZKVeterinarygRecordWK2002WK_d_WKfdgYe_ 0.9 24

203 venomicKevolutionWKhostYspeciesKbarrierWKreassortmentKandKclassificationKofKrotavirusesZKFutureg
VirologyWK2010WKdWKbgdYbh] 2.4 23

202 TissueKdistributionKofKtheKantigenicKvariantsKofKcanineKparvovirusKtypeKaKinKdogsZKVeterinaryg
MicrobiologyWK2007WK_a_WKbhYcc 3.3 23

201 setectionKandKgeneticKcharacterizationKofKcanineKdistemperKvirusKSrsVTKfromKfreeYrangingKredKfoxesK
inKxtalyZKMoleculargandgCellulargProbesWK2002WK_eWKffYgb 3.3 23

200  ovelKΑarvovirusKRelatedKtoKΑrimateKqufavirusesKinKsogsZKEmerginggInfectiousgDiseasesWK2018WKacWK_]e_Y_]eg10.2 22

199 TrendsKinKtheKepidemiologyKofKhumanKv_Α[g]KrotavirusesiKaKhungarianKstudyZKJournalgofgInfectiousg
DiseasesWK2009WKa]]KSupplK_WKSaaaYf 7 22

198 wighKΑressureKxnactivationKofKwpVKWithinK™usselsZKFoodgandgEnvironmentalgVirologyWK2010WKaWKgbYgg 4 22

197 setectionKofKtheKnorovirusKvariantsKvvxxZcKhunterKandKvvxxb[hilversumKinKxtalianKchildrenKwithK
gastroenteritisZKJournalgofgMedicalgVirologyWK2006WKfgWK_edeYea 19.7 22

196 xsolationKandKgeneticKcharacterizationKofKtwoKvbΑdp[b]KcanineKrotavirusKstrainsKinKxtalyZKJournalgofg
VirologicalgMethodsWK2001WKheWKcbYh 2.6 22

195 setectionKofKaKcanineKparvovirusKtypeKacKwithKaKnonYcodingKmutationKandKitsKimplicationsKforK
molecularKcharacterisationZKVeterinarygJournalWK2013WK_heWKdddYf 2.5 21

194 tmergingKvxxZcKnorovirusKvariantsKaffectKchildrenKwithKdiarrheaKinKΑalermoWKxtalyKinKa]]eZKJournalgofg
MedicalgVirologyWK2009WKg_WK_bhYcd 19.7 21

193 veneticKheterogeneityKandKrecombinationKinKtypeYbKhumanKastrovirusesZKInfectionugGeneticsgandg
EvolutionWK2015WKbaWK_deYe] 4.5 20

192  orovirusKvxxZc[Sydney[a]_aKinKxtalyWKwinterKa]_aYa]_bZKEmerginggInfectiousgDiseasesWK2013WK_hWK_bcgYh 10.2 20

(2013-2004)
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191 xdentificationKofKaKnewKgenotypeKofKcanineKdistemperKvirusKcirculatingKinKpmericaZKVeterinaryg
ResearchgCommunicationsWK2011WKbdWKbg_Yh] 2.9 20

190 setectionKofKantibodiesKagainstKnorovirusKgenogroupKvxVKinKcarnivoresZKVaccinegJournalWK2010WK_fWK_g]Ya 20

189 ™olecularKcharacterizationKofKgroupKpKrotavirusesKdetectedKinKchildrenKwithKgastroenteritisKinK
xrelandKinKa]]eYa]]hZKEpidemiologygandgInfectionWK2012WK_c]WKacfYdh 4.3 20

188 rharacterisationKofKbubalineKcoronavirusKstrainsKassociatedKwithKgastroenteritisKinKwaterKbuffaloK
SqubalusKbubalisTKcalvesZKVeterinarygMicrobiologyWK2010WK_cdWKacdYd_ 3.3 20

187 sistributionKofKvKSVΑfTKandKΑKSVΑcTKgenotypesKinKbuffaloKgroupKpKrotavirusesKisolatedKinKSouthernK
xtalyZKVeterinarygMicrobiologyWK2005WK__]WK_Ye 3.3 20

186 pKduplexKrealYtimeKΑrRKassayKbasedKonKTaq™anKtechnologyKforKsimultaneousKdetectionKandK
differentiationKofKcanineKadenovirusKtypesK_KandKaZKJournalgofgVirologicalgMethodsWK2016WKabcWK_Ye 2.6 20

185 venomeKanalysisKofKcanineKastrovirusesKrevealsKgeneticKheterogeneityKandKsuggestsKpossibleK
interYspeciesKtransmissionZKVirusgResearchWK2017WKabaWK_eaY_f] 6.4 19

184 setectionKofK orovirusKvxxZ_fKzawasakiKa]_cKinKShellfishWK™arineKWaterKandKUnderwaterKSewageK
sischargesKinKxtalyZKFoodgandgEnvironmentalgVirologyWK2017WKhWKbaeYbbb 4 19

183 VirucidalKactivityKofKgingerKessentialKoilKagainstKcaprineKalphaherpesvirusY_ZKVeterinarygMicrobiologyWK
2019WKab]WK_d]Y_dd 3.3 19

182 RiskKforKzoonoticKSalmonellaKtransmissionKfromKpetKreptilesiKpKsurveyKonKknowledgeWKattitudesKandK
practicesKofKreptileYownersKrelatedKtoKreptileKhusbandryZKPreventivegVeterinarygMedicineWK2017WK_ceWKfbYfg3.1 19

181 –argeYscaleKwholeKgenomeKsequencingKidentifiesKcountryYwideKspreadKofKanKemergingKvhΑ[g]K
rotavirusKstrainKinKwungaryWKa]_aZKInfectionugGeneticsgandgEvolutionWK2014WKagWKchdYd_a 4.5 19

180 SurveillanceKofKhumanKrotavirusesKinKa]]fYa]__WKwungaryiKexploringKtheKgeneticKrelatednessK
betweenKvaccineKandKfieldKstrainsZKJournalgofgClinicalgVirologyWK2012WKddWK_c]Ye 14.5 19

179
xdentificationKofKtunaKspeciesKinKcommercialKcansKbyKminorKgrooveKbinderKprobeKrealYtimeK
polymeraseKchainKreactionKanalysisKofKmitochondrialKs pKsequencesZKMoleculargandgCellulargProbesWK
2010WKacWKbdaYe

3.3 19

178 siversityKofKhumanKrotavirusesKdetectedKinKSicilyWKxtalyWKoverKaKdYyearKperiodKSa]]_Ya]]dTZKArchivesgofg
VirologyWK2007WK_daWKgbbYf 2.6 19

177 VariationKofKtheKsequenceKinKtheKgeneKencodingKforKtransmembraneKproteinK™KofKcanineK
coronavirusKSrrVTZKMoleculargandgCellulargProbesWK2001WK_dWKaahYbb 3.3 19

176 pKclassicalKinactivatedKvaccineKinducesKprotectionKagainstKcaprineKherpesvirusK_KinfectionKinKgoatsZK
VaccineWK2001WK_hWKbge]Yc 4.1 19

175 xdentificationKofKaKnovelKparvovirusKinKdomesticKcatsZKVeterinarygMicrobiologyWK2019WKaagWKaceYad_ 3.3 19

174 wepatitisKtKvirusKinKsheepKinKxtalyZKTransboundarygandgEmerginggDiseasesWK2019WKeeWK__a]Y__ad 4.2 18

Vito Martella
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173 ™ultiplexKrealYtimeKRTYΑrRKassayKforKbovineKviralKdiarrheaKvirusKtypeK_WKtypeKaKandKwoqiYlikeK
pestivirusZKJournalgofgVirologicalgMethodsWK2016WKaahWK_Yf 2.6 18

172
tmergenceKofKcanineKdistemperKvirusKstrainsKwithKtwoKaminoKacidKsubstitutionsKinKtheK
haemagglutininKproteinWKdetectedKfromKvaccinatedKcarnivoresKinK orthYtasternKrhinaKinKa]_aYa]_bZK
VeterinarygJournalWK2014WKa]]WK_h_Yc

2.5 18

171 veneticKheterogeneityKofKbovineKnorovirusesKinKxtalyZKArchivesgofgVirologyWK2014WK_dhWKaf_fYaa 2.6 18

170 RotavirusKstrainsKinKneglectedKanimalKspeciesKincludingKlambsWKgoatsKandKcamelidsZKVirusDiseaseWK
2014WKadWKa_dYaa 3.4 18

169  ovelKbocaparvovirusesKinKrabbitsZKVeterinarygJournalWK2015WKa]eWK_b_Yd 2.5 18

168 pnalysisKofKearlyKstrainsKofKtheKnorovirusKpandemicKvariantKvxxZcKSydneyKa]_aKidentifiesKmutationsKinK
adaptiveKsitesKofKtheKcapsidKproteinZKVirologyWK2014WKcd]Ycd_WKbddYg 3.6 18

167 pKpantropicKcanineKcoronavirusKgeneticallyKrelatedKtoKtheKprototypeKisolateKrq[]dZKVeterinaryg
MicrobiologyWK2012WK_dhWKabhYcc 3.3 18

166 tvidenceKforKrecombinationKinKnebovirusesZKVeterinarygMicrobiologyWK2011WK_dbWKbefYfa 3.3 18

165 setectionKofKnewlyKdescribedKastrovirusK™–q_KinKstoolKsamplesKfromKchildrenZKEmerginggInfectiousg
DiseasesWK2010WK_eWK_ehjKauthorKreplyK_ehYf] 10.2 18

164 ™olecularKcharacterizationKofKranineKminuteKvirusKassociatedKwithKneonatalKmortalityKinKaKlitterKofK
yackKRussellKterrierKdogsZKJournalgofgVeterinarygDiagnosticgInvestigationWK2012WKacWKfddYg 1.5 18

163 setectionKofKhepatitisKtKvirusKinKslaughteredKpigsKinKxtalyZKArchivesgofgVirologyWK2010WK_ddWK_]bYe 2.6 18

162 RotavirusYassociatedKdiarrhoeaKinKfoalsKinKvreeceZKVeterinarygMicrobiologyWK2010WK_ccWKce_Yd 3.3 18

161 rharacterizationKofKinterYgenogroupKreassortantKrotavirusKstrainsKdetectedKinKhospitalizedKchildrenK
inKxtalyZKJournalgofgMedicalgVirologyWK2007WKfhWK_c]eY_a 19.7 18

160 txperimentalKinfectionKofKgoatsKatKdifferentKstagesKofKpregnancyKwithKcaprineKherpesvirusK_ZK
ComparativegImmunologyugMicrobiologygandgInfectiousgDiseasesWK2004WKafWKadYba 2.6 18

159 tnterotoxemiaKassociatedKwithKbetaaKtoxinYproducingKrlostridiumKperfringensKtypeKpKinKtwoKpsiaticK
blackKbearsKSSelenarctosKthibetanusTZKJournalgofgVeterinarygDiagnosticgInvestigationWK2005WK_fWK_geYh 1.5 18

158  ucleotideKsequenceKvariationKofKtheKVΑfKgeneKofKtwoKvbYtypeKrotavirusesKisolatedKfromKdogsZK
VirusgResearchWK2001WKfcWK_fYad 6.4 18

157 setectionKandKgeneticKcharacterizationKofKhepatitisKtKvirusKSwtVTKgenotypeKbKsubtypeKcKinKwildKboarsK
inKxtalyZKArchivesgofgVirologyWK2016WK_e_WKagahYbc 2.6 18

156 tvaluationKofKtheKinnateKimmuneKresponseKinKpupsKduringKcanineKparvovirusKtypeK_KinfectionZKNewg
MicrobiologicaWK2002WKadWKah_Yg 1.1 18

(2002-2016)
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155 SequentialKcirculationKofKcanineKadenovirusesK_KandKaKinKcaptiveKwildKcarnivoresWKuranceZKVeterinaryg
MicrobiologyWK2018WKaa_WKefYfb 3.3 17

154 venomeKsequencingKidentifiesKgeneticKandKantigenicKdivergenceKofKporcineKpicobirnavirusesZK
JournalgofgGeneralgVirologyWK2014WKhdWKaabbYaabh 4.9 17

153 ™ixedKinfectionKbyKuelineKastrovirusKandKuelineKpanleukopeniaKvirusKinKaKdomesticKcatKwithK
gastroenteritisKandKpanleukopeniaZKJournalgofgVeterinarygDiagnosticgInvestigationWK2011WKabWKdg_Yc 1.5 17

152 UseKofKrealYtimeKRTYΑrRKasKaKrapidKmolecularKapproachKforKdifferentiationKofKfieldKandKvaccineK
strainsKofKbluetongueKvirusKserotypesKaKandKhZKMoleculargandgCellulargProbesWK2008WKaaWKbgYce 3.3 17

151 RareKpUY_YlikeKvbΑ[h]KhumanKrotavirusesKwithKaKzunYlikeK SΑcKgeneKdetectedKinKchildrenKwithK
diarrheaKinKxtalyZKJournalgofgClinicalgMicrobiologyWK2008WKceWKbdfYe] 9.7 17

150 romparisonKofKmethodsKforKtheKdetectionKofKmethicillinKresistanceKinKStaphylococcusKaureusK
isolatesKfromKfoodKproductsZKLettersgingAppliedgMicrobiologyWK2007WKcdWKdbdYh 2.9 17

149 –apineKrotavirusesKofKtheKgenotypeKΑ[aa]KareKwidespreadKinKxtalianKrabbitriesZKVeterinaryg
MicrobiologyWK2005WK___WK__fYac 3.3 17

148 pKmultiplexYΑrRKforKtheKdiagnosisKofKcontagiousKagalactiaKofKsheepKandKgoatsZKMoleculargandg
CellulargProbesWK2001WK_dWKa_Yd 3.3 17

147 sivergentKSapovirusKStrainsKandKxnfectionKΑrevalenceKinKWildKrarnivoresKinKtheKSerengetiK
tcosystemiKpK–ongYTermKStudyZKPLoSgONEWK2016WK__WKe]_ebdcg 3.7 17

146 setectionKandKuullY–engthKvenomeKrharacterizationKofK ovelKranineKVesivirusesZKEmergingg
InfectiousgDiseasesWK2015WKa_WK_cbbYe 10.2 16

145 setectionKandKcharacterizationKofKporcineKsapovirusesKfromKasymptomaticKanimalsKinKxrishKfarmsZK
VeterinarygMicrobiologyWK2009WK_bhWK_feYga 3.3 16

144 raprineKherpesvirusK_KvaccineKwithKtheK–TzebKmutantKasKaKmucosalKadjuvantKinducesKstrongK
protectionKagainstKgenitalKinfectionKinKgoatsZKVaccineWK2007WKadWKfhafYb] 4.1 16

143 ReptileYassociatedKsalmonellosisKinKmanWKxtalyZKEmerginggInfectiousgDiseasesWK2006WK_aWKbdgYh 10.2 16

142 RecombinantK™KproteinYbasedKt–xSpKtestKforKdetectionKofKantibodiesKtoKcanineKcoronavirusZKJournalg
ofgVirologicalgMethodsWK2003WK_]hWK_bhYca 2.6 16

141 VirologicalKandKserologicalKfindingsKinKdogsKwithKnaturallyKoccurringKdistemperZKJournalgofg
VirologicalgMethodsWK2015WKa_bWK_afYb] 2.6 15

140 xdentificationKofKaKqovineKtntericKralicivirusWKz˜–rklareliKVirusWKsistantlyKRelatedKtoK ebovirusesWKinK
ralvesKwithKtnteritisKinKTurkeyZKJournalgofgClinicalgMicrobiologyWK2015WKdbWKbe_cYf 9.7 15

139 venotypingKofKvxxZcKandKvxxbKnorovirusKRTYΑrRKampliconsKbyKRu–ΑKanalysisZKJournalgofgVirologicalg
MethodsWK2008WK_cfWKad]Ye 2.6 15

138 xdentificationKofKtheKnovelKlapineKrotavirusKgenotypeKΑ[aa]KfromKanKoutbreakKofKenteritisKinKaK
wungarianKrabbitryZKVirusgResearchWK2005WK__bWKfbYg] 6.4 15

Vito Martella
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137 xmmunizationKofKpupsKwithKmaternallyKderivedKantibodiesKtoKcanineKparvovirusKSrΑVTKusingKaK
modifiedYliveKvariantKSrΑVYabTZKZoonosesgandgPublicgHealthWK2000WKcfWKafbYe 15

136 uirstKmolecularKidentificationKofKkobuvirusesKinKwolvesKSranisKlupusTKinKxtalyZKArchivesgofgVirologyWK
2018WK_ebWKd]hYd_b 2.6 15

135 rharacterizationKbyKpolymeraseKchainKreactionKofKruminantKrotavirusesKisolatedKinKxtalyZKNewg
MicrobiologicaWK1999WKaaWK_]dYh 1.1 15

134 tvaluationKofKlactogenicKimmunityKtoKcanineKparvovirusKinKpupsZKNewgMicrobiologicaWK2004WKafWKbfdYh 1.1 15

133 xdentificationKofKaKnovelKcanineKnorovirusZKInfectionugGeneticsgandgEvolutionWK2017WKdaWKfdYg_ 4.5 14

132 wighKmortalityKinKfoalsKassociatedKwithKSalmonellaKentericaKsubspZKentericaKpbortusequiKinfectionKinK
xtalyZKJournalgofgVeterinarygDiagnosticgInvestigationWK2018WKb]WKcgbYcgd 1.5 14

131 WholeKgenomeKsequencingKrevealsKgeneticKheterogeneityKofKvbΑ[g]KrotavirusesKcirculatingKinKxtalyZK
InfectionugGeneticsgandgEvolutionWK2016WKc]WKadbYae_ 4.5 14

130 RecombinantKt–xSpKusingKbaculovirusYexpressedKVΑaKforKdetectionKofKantibodiesKagainstKcanineK
parvovirusZKJournalgofgVirologicalgMethodsWK2012WK_gcWKhgY_]a 2.6 14

129 ™onitoringKofKgroupKpKrotavirusesKinKwildYlivingKbirdsKinKwungaryZKAviangDiseasesWK2011WKddWK_abYf 1.6 14

128 uirstKreportKofKbovineKanaplasmosisKcausedKbyKpnaplasmaKcentraleKinKturopeZKAnnalsgofgthegNewg
YorkgAcademygofgSciencesWK2008WK__chWK_]fY_] 6.5 14

127 ranineKrotavirusKrKstrainKdetectedKinKwungaryKshowsKmarkedKgenotypeKdiversityZKJournalgofgGeneralg
VirologyWK2015WKheWKb]dhYb]f_ 4.9 14

126 uirstKtwoKconfirmedKcasesKofKmalignantKcatarrhalKfeverKinKxtalyZKNewgMicrobiologicaWK2003WKaeWKbbhYcc 1.1 14

125 ™–q_KastrovirusKinKchildrenKwithKgastroenteritisWKxtalyZKEmerginggInfectiousgDiseasesWK2014WKa]WK_ehYf] 10.2 13

124 pKlargeKoutbreakKofKenteritisKinKgoatKflocksKinK™armaraWKTurkeyWKbyKvgΑ[_]KgroupKpKrotavirusesZK
ArchivesgofgVirologyWK2012WK_dfWK__gbYf 2.6 13

123 setectionKandKgeneticKcharacterizationKofKcanineKparvovirusesKandKcoronavirusesKinKsouthernK
xrelandZKArchivesgofgVirologyWK2011WK_deWKchdYd]b 2.6 13

122 tpizooticKabortionKrelatedKtoKinfectionsKbyKrhlamydophilaKabortusKandKrhlamydophilaKpecorumKinK
waterKbuffaloKSqubalusKbubalisTZKTheriogenologyWK2008WKehWK_]e_Yh 2.8 13

121 pssessingKtheKefficacyKofKcidofovirKagainstKherpesvirusYinducedKgenitalKlesionsKinKgoatsKusingK
differentKtherapeuticKregimensZKAntimicrobialgAgentsgandgChemotherapyWK2008WKdaWKc]ecYg 5.9 13

120 wighKprevalenceKofKhepatitisKtKvirusKinKrawKsewageKinKSouthernKxtalyZKVirusgResearchWK2019WKafaWK_hff_] 6.4 12

(2019-2000)
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119 ıutbreakKofKwepatitisKpKinKxtalyKpssociatedKwithKurozenKRedcurrantsKxmportedKfromKΑolandiKpKraseK
StudyZKFoodgandgEnvironmentalgVirologyWK2015WKfWKb]dYg 4 12

118 tntericKviralKinfectionsKinKlambsKorKkidsZKVeterinarygMicrobiologyWK2015WK_g_WK_dcYe] 3.3 12

117 sataKminingKfromKaKafYyearsKrotavirusKsurveillanceKinKΑalermoWKxtalyZKInfectionugGeneticsgandg
EvolutionWK2014WKagWKbffYgc 4.5 12

116 xdentificationKandKgeneticKcharacterizationKofKequineKhepacivirusesKinKxtalyZKVeterinarygMicrobiologyWK
2017WKa]fWKabhYacf 3.3 12

115 ranineKnorovirusesZKVeterinarygClinicsgofgNorthgAmericagvgSmallgAnimalgPracticeWK2011WKc_WK__f_Yg_ 2.4 12

114 setectionKofKrhlamydophilaKpsittaciKinKasymptomaticKanimalsZKJournalgofgClinicalgMicrobiologyWK2005WK
cbWKdc_]Y_jKauthorKreplyKdc_]Y_ 9.7 12

113 SequencingKandKmolecularKmodelingKidentifiesKcandidateKmembersKofKraliciviridaeKfamilyKinKbatsZK
InfectionugGeneticsgandgEvolutionWK2016WKc_WKaafYaba 4.5 12

112 uelineKcalicivirusKinfectionKinKcatsKwithKvirulentKsystemicKdiseaseWKxtalyZKResearchgingVeterinarygScience
WK2019WK_acWKceYd_ 2.5 12

111 setectionKofKaKhoneybeeKiflavirusKwithKintermediateKcharacteristicsKbetweenKkakugoKvirusKandK
deformedKwingKvirusZKNewgMicrobiologicaWK2008WKb_WKcbhYcc 1.1 12

110 ™olecularKdetectionKofKkobuvirusesKinKturopeanKroeKdeerKSrapreolusKcapreolusTKinKxtalyZKArchivesgofg
VirologyWK2015WK_e]WKa]gbYe 2.6 11

109 xdentificationKofKhepadnavirusKinKtheKseraKofKcatsZKScientificgReportsWK2019WKhWK_]eeg 4.9 11

108 ™olecularKdetectionKofKmurineKnorovirusesKinKlaboratoryKandKwildKmiceZKVeterinarygMicrobiologyWK
2012WK_e]WKcebYf 3.3 11

107 veneticKcharacterizationKofKvbKrotavirusesKdetectedKinKxtalianKchildrenKinKtheKyearsK_hhbYa]]dZK
JournalgofgMedicalgVirologyWK2009WKg_WKa]ghYhd 19.7 11

106 ™olecularKcharacterizationKofKgroupKrKrotavirusesKdetectedKinKchildrenKinKxtalyZKJournalgofgClinicalg
VirologyWK2009WKccWKeaYd 14.5 11

105  ovelKırthopoxvirusKandK–ethalKsiseaseKinKratWKxtalyZKEmerginggInfectiousgDiseasesWK2018WKacWK_eedY_efb 10.2 11

104 uullYlengthKgenomeKanalysisKofKcanineKcoronavirusKtypeKxZKVirusgResearchWK2015WKa_]WK_]]Yd 6.4 10

103 xdentificationKofKfelineKcalicivirusKinKcatsKwithKenteritisZKTransboundarygandgEmerginggDiseasesWK2020WK
efWKadfhYadgg 4.2 10

102 RibavirinKandKboceprevirKareKableKtoKreduceKranineKdistemperKvirusKgrowthKinKvitroZKJournalgofg
VirologicalgMethodsWK2017WKacgWKa]fYa__ 2.6 10

Vito Martella

16



101  orovirusKvxxZ_fKasK™ajorKtpidemicKStrainKinKxtalyWKWinterKa]_dY_eZKEmerginggInfectiousgDiseasesWK
2017WKabWK_a]eY_a]g 10.2 10

100 rlinicalKandKmolecularKobservationsKofKtwoKfatalKcasesKofKrotavirusYassociatedKenteritisKinKchildrenKinK
xtalyZKJournalgofgClinicalgMicrobiologyWK2011WKchWKafbbYh 9.7 10

99 urequencyKofKnorovirusKinKstoolKsamplesKfromKhospitalizedKchildrenKdueKtoKacuteKgastroenteritisKinK
pnatoliaWKTurkeyWKa]]eYa]]fZKScandinaviangJournalgofgInfectiousgDiseasesWK2009WKc_WKegdYg 10

98 setectionKofKinfectiousKcanineKparvovirusKtypeKaKbyKmR pKrealYtimeKRTYΑrRZKJournalgofgVirologicalg
MethodsWK2007WK_ceWKa]aYg 2.6 10

97 sistinctK–ineagesKofKuelineKΑarvovirusKpssociatedKwithKtpizooticKıutbreaksKinKpustraliaWK ewK
ZealandKandKtheKUnitedKprabKtmiratesZKVirusesWK2019WK__WK 6.2 10

96 SeroprevalenceKforKnorovirusKgenogroupKxxWKxVKandKVxKinKdogsZKVeterinarygMicrobiologyWK2017WKa]bWKegYfa 3.3 9

95 uullYgenomeKsequencingKofKaKwungarianKcanineKvbΑ[b]KRotavirusKpKstrainKrevealsKhighKgeneticK
relatednessKwithKaKhistoricKxtalianKhumanKstrainZKVirusgGenesWK2015WKd]WKb_]Yd 2.3 9

94 setectionKandKphylogeneticKcharacterizationKofKastrovirusesKinKinsectivorousKbatsKfromK
rentralYSouthernKxtalyZKZoonosesgandgPublicgHealthWK2018WKedWKf]aYf_] 2.9 9

93 tpidemiologicalKandKmolecularKfeaturesKofKnorovirusKinfectionsKinKxtalianKchildrenKaffectedKwithK
acuteKgastroenteritisZKEpidemiologygandgInfectionWK2014WK_caWKabaeYbd 4.3 9

92 setectionKofKfelineKkobuvirusesKinKdiarrhoeicKcatsWKxtalyZKVeterinarygMicrobiologyWK2015WK_feWK_geYh 3.3 9

91 pstrovirusesKinKdogsZKVeterinarygClinicsgofgNorthgAmericagvgSmallgAnimalgPracticeWK2011WKc_WK_]gfYhd 2.4 9

90
pssignmentKofKtheKgroupKpKrotavirusK SΑcKgeneKintoKgenotypesKusingKaKhemiYnestedKmultiplexKΑrRK
assayiKaKrapidKandKreproducibleKassayKforKstrainKsurveillanceKstudiesZKJournalgofgMedicalgMicrobiologyWK
2009WKdgWKb]bYb__

3.2 9

89 uirstKdetectionKofKΑ[e]WvhKrotavirusesKinKwungaryYYanKimportedKstrainKfromKxndianZKJournalgofgTravelg
MedicineWK2009WK_eWK_c_Yb 12.9 9

88 pnKt–xSpKbasedKonKrecombinantKspikeKproteinKSKforKtheKdetectionKofKantibodiesKtoKtransmissibleK
gastroenteritisKvirusKofKswineYlikeKcanineKcoronavirusesZKJournalgofgVirologicalgMethodsWK2010WK_ebWKb]hY_a2.6 9

87 xntravaginalKadministrationKofKanKinactivatedKvaccineKpreventsKlesionsKinducedKbyKcaprineK
herpesvirusY_KinKgoatsZKVaccineWK2007WKadWK_edgYe_ 4.1 9

86 ReactivationKofKcaprineKherpesvirusK_KinKexperimentallyKinfectedKgoatsZKVeterinarygRecordWK2002WK
_d]WK__eYf 0.9 9

85 VirucidalKandKantiviralKeffectsKofKThymusKvulgarisKessentialKoilKonKfelineKcoronavirusZKResearchging
VeterinarygScienceWK2021WK_bfWKccYcf 2.5 9

84 ReassortantKhumanKgroupKrKrotavirusesKinKwungaryZKInfectionugGeneticsgandgEvolutionWK2015WKbcWKc_]Yc 4.5 8

(2015-2017)
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83 uirstKmolecularKevidenceKofKkobuvirusesKinKgoatsKinKxtalyZKArchivesgofgVirologyWK2016WK_e_WKbacdYg 2.6 8

82 TheKfecalKviromeKofKdomesticatedKanimalsZKVirusDiseaseWK2014WKadWK_d]Yf 3.4 8

81 tquineKhepacivirusKpersistentKinfectionKinKaKhorseKwithKchronicKwastingZKTransboundarygandg
EmerginggDiseasesWK2017WKecWK_bdcY_bdg 4.2 8

80 TemporalKvariationKinKtheKdistributionKofKtypeY_KhumanKastrovirusKlineagesKinKaKsettledKpopulationK
overK_c´ yearsZKArchivesgofgVirologyWK2016WK_e_WK_ebbYf 2.6 8

79 tvaluationKofKantibodyKresponseKtoKcanineKcoronavirusKinfectionKinKdogsKbyKWesternKqlottingK
analysisZKNewgMicrobiologicaWK2002WKadWKafdYg] 1.1 8

78 xdentificationKofKaKmultiYreassortantKv_aΑ[h]KrotavirusKwithKnovelKVΑ_WKVΑaWKVΑbKandK SΑaK
genotypesKinKaKchildKwithKacuteKgastroenteritisZKInfectionugGeneticsgandgEvolutionWK2015WKbdWKbcYf 4.5 7

77 ıccurrenceKofKpichiKvirusKinKretailKshellfishKinKxtalyZKFoodgMicrobiologyWK2018WKfcWK_a]Y_ac 6 7

76 setectionKandKmolecularKcharacterizationKofKsapovirusesKinKdogsZKInfectionugGeneticsgandgEvolutionWK
2016WKbgWKgY_a 4.5 7

75 vroupKpKRotavirusKpssociatedKwithKtncephalitisKinKRedKuoxZKEmerginggInfectiousgDiseasesWK2017WKabWK_dbdY_dbg10.2 7

74 uullYgenomeKanalysisKofKaKcanineKpneumovirusKcausingKacuteKrespiratoryKdiseaseKinKdogsWKxtalyZKPLoSg
ONEWK2014WKhWKegdaa] 3.7 7

73 pdenovirusKgastroenteritisKinKwungaryWKa]]bYa]]eZKEuropeangJournalgofgClinicalgMicrobiologygandg
InfectiousgDiseasesWK2009WKagWKhhfYh 5.3 7

72 uecalKimmunoglobulinKpKantibodiesKinKdogsKinfectedKorKvaccinatedKwithKcanineKcoronavirusZKVaccineg
JournalWK2004WK__WK_]aYd 7

71 TypingKbyKpolymeraseKchainKreactionKofKbuffaloKrotavirusesKisolatedKinKxtalyZKZoonosesgandgPublicg
HealthWK1999WKceWKchhYd]a 7

70
pnalysisKofKcanineKparvovirusesKcirculatingKinKpustraliaKrevealsKpredominanceKofKvariantKabKandK
identifiesKfelineKparvovirusYlikeKmutationsKinKtheKcapsidKproteinsZKTransboundarygandgEmergingg
DiseasesWK2021WKegWKedeYeee

4.2 7

69 SplenitisKinKbbKsogsZKVeterinarygPathologyWK2017WKdcWK_cfY_dc 2.8 6

68 tnhancementKofKtheKantiviralKactivityKagainstKcaprineKherpesvirusKtypeK_KofKpcyclovirKinKassociationK
withK™izoribineZKResearchgingVeterinarygScienceWK2017WK___WK_a]Y_ab 2.5 6

67 pntiviralKactivityKofKΑwpfefch_KonKraprineKalphaherpesvirusK_KinKvitroZKResearchgingVeterinaryg
ScienceWK2019WK_aeWK__bY__f 2.5 6

66 SurveillanceKforKpdenovirusesKinKqatsKinKxtalyZKVirusesWK2019WK__WK 6.2 6
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65 xnKvitroKinhibitionKofKcaprineKherpesvirusK_KbyKacyclovirKandKmizoribineZKResearchgingVeterinaryg
ScienceWK2015WKhhWKa]gY__ 2.5 6

64 SerologicalKandKmolecularKinvestigationKofKa__fYlikeKvesivirusesKinKcatsZKArchivesgofgVirologyWK2018WK
_ebWK_hfYa]_ 2.6 6

63 tpidemiologicalKdynamicsKofKnorovirusKvxxZcKvariantK ewKırleansKa]]hZKJournalgofgGeneralgVirologyWK
2015WKheWKah_hYahaf 4.9 6

62 xmmunogenicityKandKprotectiveKefficacyKinKdogsKofKanK™udhâ�¢YadjuvantedKvaccineKagainstK
recombinantKcanine[porcineKcoronavirusZKVaccineWK2011WKahWKa]_gYab 4.1 6

61 setectionKofKStYValerienYlikeKvirusesKinKswineWKxtalyZKVeterinarygMicrobiologyWK2011WK_chWKaa_Yc 3.3 6

60 urequentKrearrangementKmayKexplainKtheKstructuralKheterogeneityKinKtheK__thKgenomeKsegmentKofK
lapineKrotavirusesKYKshortKcommunicationZKActagVeterinariagHungaricaWK2009WKdfWKcdbYe_ 1 6

59 SeroprevalenceKofKStYValerienYlikeKcalicivirusesKinKxtalianKswineZKJournalgofgGeneralgVirologyWK2012WK
hbWK_]aY_]d 4.9 6

58 uirstKreportKofKbovineKanaplasmosisKbyKpnaplasmaKcentraleKinKturopeWKmolecularKidentificationKandK
phylogeneticKanalysisZKVeterinarygResearchgCommunicationsWK2008WKbaKSupplK_WKSaebYe 2.9 6

57 xmmunogenicityKofKanKinactivatedKoilYemulsionKcanineKdistemperKvaccineKinKpfricanKwildKdogsZK
JournalgofgWildlifegDiseasesWK2004WKc]WKbcbYe 1.3 6

56 rloningKandKexpressionKofKtwoKfragmentsKofKtheKSKgeneKofKcanineKcoronavirusKtypeKxZKJournalgofg
VirologicalgMethodsWK2004WK__fWKe_Yd 2.6 6

55 xdentificationKofKaKfelineKcoronavirusKtypeKxKstrainKfromKaKcatKwithKfelineKinfectiousKperitonitisKbyK
RTYprRKandKphylogeneticKanalysisZKNewgMicrobiologicaWK2005WKagWK_afYbb 1.1 6

54 voatsKareKsusceptibleKtoKqubalineKalphaherpesvirusK_KinfectioniKResultsKofKanKexperimentalKstudyZK
ComparativegImmunologyugMicrobiologygandgInfectiousgDiseasesWK2017WKd]WKhfY_]] 2.6 5

53 ™olecularKdetectionKofKcanineKbufavirusesKinKwildKcanidsZKArchivesgofgVirologyWK2019WK_ecWKab_dYaba] 2.6 5

52 pnalysisKofKvxxZΑfKandKvxxZeKnorovirusesKcirculatingKinKxtalyKduringKa]__Ya]_eKrevealsKaKreplacementK
ofKlineagesKandKcomplexKrecombinationKhistoryZKInfectionugGeneticsgandgEvolutionWK2019WKfdWK_]bhh_ 4.5 5

51 pntibodiesKforKstrainKa__fYlikeKvesivirusesKScalicivirusesTKinKhumansZKVirusgResearchWK2015WKa_]WKafhYga 6.4 5

50 SharedKv_aKVΑfKgeneKamongKhumanKandKbovineKrotavirusesKdetectedKinKrameroonianKvillagesZKActag
MicrobiologicagEtgImmunologicagHungaricaWK2013WKe]WKa_Yg 1.8 5

49 pnalysisKofKantibodyKresponseKinKgoatsKtoKcaprineKherpesvirusK_ZKBiologicalsWK2005WKbbWKagbYf 1.8 5

48 uelineKralicivirusKVirulentKSystemicKsiseaseiKrlinicalKtpidemiologyWKpnalysisKofKViralKxsolatesKandKxnK
VitroKtfficacyKofK ovelKpntiviralsKinKpustralianKıutbreaksZKVirusesWK2021WK_bWK 6.2 5

(2021-2015)
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47 ™olecularKdetectionKandKcharacterizationKofKrarnivoreKchaphamaparvovirusK_KinKdogsZKVeterinaryg
MicrobiologyWK2020WKad_WK_]ggfg 3.3 5

46 uelineKchaphamaparvovirusKinKcatsKwithKenteritisKandKupperKrespiratoryKtractKdiseaseZKTransboundaryg
andgEmerginggDiseasesWK2021WK 4.2 5

45 xntroductionKandKprolongedKcirculationKofKv_aKrotavirusesKinKSicilyZKEpidemiologygandgInfectionWK2016
WK_ccWK_hcbYd] 4.3 5

44 SentinelKhospitalYbasedKsurveillanceKforKnorovirusKinfectionKinKchildrenKwithKgastroenteritisK
betweenKa]_dKandKa]_eKinKxtalyZKPLoSgONEWK2018WK_bWKe]a]g_gc 3.7 5

43 SeroprevalenceKforKa__fYlikeKvesivirusesKinKxtalianKhouseholdKdogsZKVeterinarygMicrobiologyWK2017WK
a]_WK_cY_f 3.3 4

42 ™olecularKevolutionaryKanalysisKofKtypeY_KhumanKastrovirusesKidentifiesKputativeKsitesKunderK
selectionKpressureKonKtheKcapsidKproteinZKInfectionugGeneticsgandgEvolutionWK2018WKdgWK_hhYa]g 4.5 4

41 R pKextractionKmethodKforKtheKΑrRKdetectionKofKhepatitisKpKvirusKinKshellfishZKInternationalgJournalg
ofgFoodgMicrobiologyWK2010WK_caWK_hgYa]_ 5.8 4

40 xdentificationKofKastrovirusesKinKbovineKandKbuffaloKcalvesKwithKenteritisZKResearchgingVeterinaryg
ScienceWK2020WK_b_WKdhYeg 2.5 4

39 veneticKheterogeneityKofKcanineKbufavirusesZKTransboundarygandgEmerginggDiseasesWK2021WKegWKg]aYg_a 4.2 4

38 tvaluationKofKvirucidalKactivityKofKfabricsKusingKfelineKcoronavirusZKJournalgofgVirologicalgMethodsWK
2021WKahdWK__ca_c 2.6 4

37 pKsevereKdualKinfectionKbyKfelineKpanleukopeniaKvirusKandKfelineKcalicivirusKinKanKadultKcatZKNewg
MicrobiologicaWK2004WKafWKfhYga 1.1 4

36 SurveillanceKStudyKofKwepatitisKtKVirusKSwtVTKinKsomesticKandKWildKRuminantsKinK orthwesternKxtalyZK
AnimalsWK2020WK_]WK 3.1 3

35 pssessingKtheKburdenKofKviralKcoYinfectionsKinKacuteKgastroenteritisKinKchildreniKpnKelevenYyearYlongK
investigationZKJournalgofgClinicalgVirologyWK2020WK_ahWK_]cd_b 14.5 3

34 venomeKsequenceKofKanKaichivirusKdetectedKinKaKcommonKpipistrelleKbatKSΑipistrellusKpipistrellusTZK
ArchivesgofgVirologyWK2020WK_edWK_]_hY_]aa 2.6 3

33 ıchratoxinKpKinKaviculturalKmeatKproductioniKchemicalKandKhistologicalKeffectsZKWorldgMycotoxing
JournalWK2009WKaWKe_Yeh 2.5 3

32 rompleteKgenomeKanalysisKofKcontemporaryKv_aΑ[g]KrotavirusesKrevealsKheterogeneityKwithinK
WaYlikeKgenomicKconstellationZKInfectionugGeneticsgandgEvolutionWK2016WKccWKgdYhb 4.5 3

31 qubalineKalphaherpesvirusK_KinducesKaKlatent[reactivableKinfectionKinKgoatsZKComparativeg
ImmunologyugMicrobiologygandgInfectiousgDiseasesWK2019WKeaWKdcYdf 2.6 2

30 SilterKrheeseWKaKTraditionalKxtalianKsairyKΑroductiKpKSourceKofKueasibleKΑrobioticKStrainsZK
InternationalgJournalgofgFoodgPropertiesWK2015WK_gWKchaYchg 3 2
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29 SeroprevalenceKofKsapovirusKinKdogsKusingKbaculovirusYexpressedKvirusYlikeKparticlesZKVirusgResearchWK
2018WKad_WK_Yd 6.4 2

28 rlassificationKandKcharacterizationKofKaKlaboratoryKchickenKrotavirusKstrainKcarryingKvfΑ[bd]K
neutralizationKantigensKonKtheKgenotypeKcKbackboneKgeneKconfigurationZKBiologicalsWK2014WKcaWKahhYb]c 1.8 2

27 RestrictionKendonucleaseKanalysisKofKfelineKherpesvirusK_Ks pKisolatedKfromKwildKfelidsZKVeterinaryg
RecordWK1999WK_ccWKdbfYg 0.9 2

26 ıneKworldWKoneKhealthWKoneKvirologyKofKtheKmysteriousKlabyrinthKofKcoronavirusesiKtheKcanineK
coronavirusKaffairZKLancetgMicrobeugTheWK2021WKaWKeeceYeecf 22.2 2

25 pnalysisKofKtheKfullKgenomeKofKhumanKgroupKrKrotavirusesKrevealsKlineageKdiversificationKandK
reassortmentZKJournalgofgGeneralgVirologyWK2016WKhfWK_gggY_ghg 4.9 2

24 pKlongitudinalKobservationalKstudyKinKtwoKcatsKnaturallyYinfectedKwithKhepadnavirusZKVeterinaryg
MicrobiologyWK2021WKadcWK_]ghhh 3.3 2

23 ΑotentialKroleKofKwolfKSranisKlupusTKasKpassiveKcarrierKofKturopeanKbrownKhareKsyndromeKvirusK
StqwSVTZKResearchgingVeterinarygScienceWK2018WK__fWKg_Ygc 2.5 2

22 pKsurveillanceKstudyKofKhepatitisKtKvirusKinfectionKinKhouseholdKcatsZKResearchgingVeterinarygScienceWK
2021WK_bfWKc]Ycb 2.5 2

21 ™odifiedKhaemagglutinationKinhibitionKassayKforKtheKdetectionKofKcanineKparvovirusKtypeKaK
antibodiesKinKdogKseraZKVeterinarygJournalWK2021WKafcWK_]df]h 2.5 2

20  extYvenerationKSequencingKpnalysisKofKRootKranalK™icrobiotaKpssociatedKwithKaKSevereK
tndodonticYΑeriodontalK–esionZKDiagnosticsWK2021WK__WK 3.8 2

19 ΑotentKinhibitionKofKgenitalKherpesvirusKinfectionKinKgoatsKbyKcidofovirZKAntiviralgTherapyWK2007WK_aWKhffYh1.6 2

18 pKnovelKhepadnavirusKinKdomesticKdogsZZKScientificgReportsWK2022WK_aWKagec 4.9 2

17 SeroprevalenceKforKnorovirusKgenogroupsKvxxKandKvxVKinKcaptiveKnonYhumanKprimatesZKZoonosesgandg
PublicgHealthWK2019WKeeWKb_]Yb_d 2.9 1

16 ΑrevalenceKandKriskKfactorsKforKuelisKcatusKgammaherpesvirusK_KdetectionKinKdomesticKcatsKinKxtalyZK
VeterinarygMicrobiologyWK2019WKabgWK_]gcae 3.3 1

15 rharacterisationKofKaKcatalaseYnegativeKmethicillinYresistantKStaphylococcusKaureusKisolateKfromKaK
dogZKVeterinarygMicrobiologyWK2013WK_efWKfbcYe 3.3 1

14 tRsRΑY]d_hKinhibitsKfelineKcoronavirusKinKvitroZZKBMCgVeterinarygResearchWK2022WK_gWKdd 2.7 1

13 vroupKpKRotavirusKpssociatedKwithKtncephalitisKinKRedKuoxZKEmerginggInfectiousgDiseasesWK2017WKabWK_dbdY_dbg10.2 1

12 vlycoproteinKrKveneKofKraprineKwerpesvirusKTypeK_KrontainsKShortKSequenceKRepeatsKSSSRTZKTheg
OpengVirologygJournalWK2010WKcWKgdYf 1.9 1

(2010-2018)
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11 uelineKleukemiaKvirusKinKownedKcatsKinKSoutheastKpsiaKandKTaiwanZKVeterinarygMicrobiologyWK2021WK
adcWK_]h]]g 3.3 1

10 xsolationKandKcharacterizationKofKbovineKalphaherpesvirusKaKstrainKfromKanKoutbreakKofKbovineK
herpeticKmammillitisKinKaKdairyKfarmZKBMCgVeterinarygResearchWK2020WK_eWK_]b 2.7 1

9 RecombinantKvxxZΑ_eKgenotypeKchallengesKRTYΑrRYbasedKtypingKinKregionKpKofKnorovirusKgenomeZK
JournalgofgInfectionWK2021WKgbWKehYfd 18.9 1

8 veneticKheterogeneityKofKbovineKhepacivirusKinKxtalyZKTransboundarygandgEmerginggDiseasesWK2020WK
efWKafb_Yafc] 4.2 0

7 pntiviralKactivityKofK˛�YhydroxytropolonesKonKcaprineKalphaherpesvirusK_KinKvitroZKResearchging
VeterinarygScienceWK2020WK_ahWKhhY_]a 2.5 0

6 pnKoutbreakKofKneonatalKenteritisKinKbuffaloKcalvesKassociatedKwithKastrovirusZKJournalgofgVeterinaryg
ScienceWK2021WKaaWKegc 1.6 0

5 ™olecularKSurveyKonKzobuvirusesKinKsomesticKandKWildKUngulatesKuromK orthwesternKxtalianKplpsZK
FrontiersgingVeterinarygScienceWK2021WKgWKefhbbf 3.1 0

4 pKsimpleKpoolingKsalivaryKtestKforKSpRSYroVYaKdiagnosisiKpKrolumbusRKeggnZKVirusgResearchWK2021WK
b]dWK_hgdfd 6.4 0

3 setectionKandKveneticKrharacterizationKofKranineKpdenovirusesWKrircovirusesWKandK ovelK
ryclovirusesKuromKWildKrarnivoresKinKxtalyZZKFrontiersgingVeterinarygScienceWK2022WKhWKgd_hgf 3.1 0

2 sxSTRxqUTxı KıuKpK tWKVpRxp TKvxxZb[wx–VtRSU™KıuK ıRıVxRUSKx KRtTpx–K™YTx–USK
vp––ıΑRıVx rxp–xSZKItaliangJournalgofgFoodgSafetyWK2009WK_WKed 1.2

1 roronavirusâ��associatedKenteritisKinKaKquailKfarmZKItaliangJournalgofgAnimalgScienceWK2007WKeWKbaeYbah 2.2
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