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n Paper IF Citations

136 TheMcwioMcancerMgenomicsMportaloManMopenMplatformMforMexploringMmultidimensionalMcancerMgenomicsM
datacMCanceriDiscoveryaM2012aMgaMiefbi 24.4 8578

135 xomprehensiveMmolecularMportraitsMofMhumanMbreastMtumourscMNatureaM2012aMineaMkfble 50.4 8025

134 IntegrativeManalysisMofMcomplexMcancerMgenomicsMandMclinicalMprofilesMusingMtheMcwioPortalcMSciencei
SignalingaM2013aMkaMplf 8.8 7715

133 xomprehensiveMmolecularMcharacterizationMofMhumanMcolonMandMrectalMcancercMNatureaM2012aMimlaMhhebl 50.4 5640

132 TheMxancerMβenomeMvtlasMPanbxancerManalysisMprojectcMNatureiGeneticsaM2013aMijaMfffhbge 36.3 3933

131 xomprehensiveMmolecularMcharacterizationMofMgastricMadenocarcinomacMNatureaM2014aMjfhaMgegbn 50.4 3659

130 xomprehensiveMmolecularMprofilingMofMlungMadenocarcinomacMNatureaM2014aMjffaMjihbje 50.4 3310

129 TheMsomaticMgenomicMlandscapeMofMglioblastomacMCellaM2013aMfjjaMikgbll 56.2 2900

128 xomprehensiveMgenomicMcharacterizationMofMsquamousMcellMlungMcancerscMNatureaM2012aMimnaMjfnbgj 50.4 2820

127 IntegratedMgenomicMcharacterizationMofMendometrialMcarcinomacMNatureaM2013aMinlaMklblh 50.4 2800

126 xomprehensiveMgenomicMcharacterizationMofMheadMandMneckMsquamousMcellMcarcinomascMNatureaM2015
aMjflaMjlkbmg 50.4 2332

125 xomprehensiveMmolecularMcharacterizationMofMclearMcellMrenalMcellMcarcinomacMNatureaM2013aMinnaMihbn 50.4 2184

124 xomprehensiveMmolecularMcharacterizationMofMurothelialMbladderMcarcinomacMNatureaM2014aMjelaMhfjbgg 50.4 1963

123 xomprehensiveaMIntegrativeMβenomicMvnalysisMofMyiffuseMLowerbβradeMβliomascMNewiEnglandi
JournaliofiMedicineaM2015aMhlgaMgimfbnm 59.2 1828

122 βenomicMxlassificationMofMxutaneousMMelanomacMCellaM2015aMfkfaMfkmfbnk 56.2 1807

121 IntegrativeMclinicalMgenomicsMofMadvancedMprostateMcancercMCellaM2015aMfkfaMfgfjbfggm 56.2 1765

120 TheMImmuneMLandscapeMofMxancercMImmunityaM2018aMimaMmfgbmhecefi 32.3 1754
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119 TheMMolecularMTaxonomyMofMPrimaryMProstateMxancercMCellaM2015aMfkhaMfeffbgj 56.2 1713

118 IntegratedMgenomicMcharacterizationMofMpapillaryMthyroidMcarcinomacMCellaM2014aMfjnaMklkbne 56.2 1660

117 MutationalMlandscapeMofMmetastaticMcancerMrevealedMfromMprospectiveMclinicalMsequencingMofMfeaeeeM
patientscMNatureiMedicineaM2017aMghaMlehblfh 50.5 1638

116 xomprehensiveMandMIntegrativeMβenomicMxharacterizationMofMHepatocellularMxarcinomacMCellaM2017aM
fknaMfhglbfhifcegh 56.2 1125

115 OncogenicMSignalingMPathwaysMinMTheMxancerMβenomeMvtlascMCellaM2018aMflhaMhgfbhhlcefe 56.2 1124

114 vnMIntegratedMTxβvMPanbxancerMxlinicalMyataMResourceMtoMyriveMHighbQualityMSurvivalMOutcomeM
vnalyticscMCellaM2018aMflhaMieebifkceff 56.2 1072

113 xomprehensiveMMolecularMPortraitsMofMInvasiveMLobularMwreastMxancercMCellaM2015aMfkhaMjekbfn 56.2 1055

112 IntegratedMgenomicMcharacterizationMofMoesophagealMcarcinomacMNatureaM2017aMjifaMfknbflj 50.4 965

111 MultiplatformManalysisMofMfgMcancerMtypesMrevealsMmolecularMclassificationMwithinMandMacrossMtissuesM
ofMorigincMCellaM2014aMfjmaMngnbnii 56.2 935

110 xellbofbOriginMPatternsMyominateMtheMMolecularMxlassificationMofMfeaeeeMTumorsMfromMhhMTypesMofM
xancercMCellaM2018aMflhaMgnfbheicek 56.2 888

109 xomprehensiveMxharacterizationMofMxancerMyriverMβenesMandMMutationscMCellaM2018aMflhaMhlfbhmjcefm 56.2 854

108 PanbcancerManalysisMofMwholeMgenomescMNatureaM2020aMjlmaMmgbnh 50.4 840

107 IntegratedMgenomicMandMmolecularMcharacterizationMofMcervicalMcancercMNatureaM2017aMjihaMhlmbhmi 50.4 755

106 OncoKwoMvMPrecisionMOncologyMKnowledgeMwasecMJCOiPrecisioniOncologyaM2017aMgeflaM 3.6 699

105 vvxRMProjectMβzNIzoMPoweringMPrecisionMMedicineMthroughManMInternationalMxonsortiumcMCanceri
DiscoveryaM2017aMlaMmfmbmhf 24.4 629

104 IdentifyingMrecurrentMmutationsMinMcancerMrevealsMwidespreadMlineageMdiversityMandMmutationalM
specificitycMNatureiBiotechnologyaM2016aMhiaMfjjbkh 44.5 465

103 xomprehensiveMandMIntegratedMβenomicMxharacterizationMofMvdultMSoftMTissueMSarcomascMCellaM2017aM
flfaMnjebnkjcegm 56.2 451

102 βenomicMandMMolecularMLandscapeMofMyNvMyamageMRepairMyeficiencyMacrossMTheMxancerMβenomeM
vtlascMCelliReportsaM2018aMghaMghnbgjicek 10.6 405
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101 TheMlongMtailMofMoncogenicMdriversMinMprostateMcancercMNatureiGeneticsaM2018aMjeaMkijbkjf 36.3 380

100 βenomicMandM³unctionalMvpproachesMtoMUnderstandingMxancerMvneuploidycMCanceriCellaM2018aMhhaMklkbkmnceh24.3 377

99 SpatialMOrganizationMandMMolecularMxorrelationMofMTumorbInfiltratingMLymphocytesMUsingMyeepM
LearningMonMPathologyMImagescMCelliReportsaM2018aMghaMfmfbfnhcel 10.6 366

98 xlinicalMSequencingMyefinesMtheMβenomicMLandscapeMofMMetastaticMxolorectalMxancercMCanceriCellaM
2018aMhhaMfgjbfhkceh 24.3 338

97 xomprehensiveMPanbβenomicMxharacterizationMofMvdrenocorticalMxarcinomacMCanceriCellaM2016aMgnaMlghblhk24.3 324

96 ScalableMOpenMScienceMvpproachMforMMutationMxallingMofMTumorMzxomesMUsingMMultipleMβenomicM
PipelinescMCelliSystemsaM2018aMkaMglfbgmfcel 10.6 320

95 ProspectiveMxomprehensiveMMolecularMxharacterizationMofMLungMvdenocarcinomasMforMzfficientM
PatientMMatchingMtoMvpprovedMandMzmergingMTherapiescMCanceriDiscoveryaM2017aMlaMjnkbken 24.4 317

94 lncRNvMzpigeneticMLandscapeMvnalysisMIdentifiesMzPIxfMasManMOncogenicMlncRNvMthatMInteractsMwithM
MYxMandMPromotesMxellbxycleMProgressionMinMxancercMCanceriCellaM2018aMhhaMlekblgecen 24.3 275

93 IntegrativeMMolecularMxharacterizationMofMMalignantMPleuralMMesotheliomacMCanceriDiscoveryaM2018aM
maMfjimbfjkj 24.4 258

92 yriverM³usionsMandMTheirMImplicationsMinMtheMyevelopmentMandMTreatmentMofMHumanMxancerscMCelli
ReportsaM2018aMghaMgglbghmceh 10.6 235

91 RecurrentMSMvRxviMmutationsMinMsmallMcellMcarcinomaMofMtheMovarycMNatureiGeneticsaM2014aMikaMigibk 36.3 231

90 xharacterizationMofMHPVMandMhostMgenomeMinteractionsMinMprimaryMheadMandMneckMcancerscM
ProceedingsiofitheiNationaliAcademyiofiSciencesiofitheiUnitediStatesiofiAmericaaM2014aMfffaMfjjiibn 11.5 229

89 xomparativeMMolecularMvnalysisMofMβastrointestinalMvdenocarcinomascMCanceriCellaM2018aMhhaMlgfblhjcem 24.3 228

88 SomaticMMutationalMLandscapeMofMSplicingM³actorMβenesMandMTheirM³unctionalMxonsequencesMacrossM
hhMxancerMTypescMCelliReportsaM2018aMghaMgmgbgnkcei 10.6 188

87 MusiteaMaMtoolMforMglobalMpredictionMofMgeneralMandMkinasebspecificMphosphorylationMsitescMMoleculari
andiCellulariProteomicsaM2010aMnaMgjmkbkee 7.6 187

86 βeneticMPredictorsMofMResponseMtoMSystemicMTherapyMinMzsophagogastricMxancercMCanceriDiscoveryaM
2018aMmaMinbjm 24.4 180

85 PerspectiveMonMOncogenicMProcessesMatMtheMzndMofMtheMweginningMofMxancerMβenomicscMCellaM2018aM
flhaMhejbhgecefe 56.2 166

84 vcceleratingMyiscoveryMofM³unctionalMMutantMvllelesMinMxancercMCanceriDiscoveryaM2018aMmaMflibfmh 24.4 162
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83 PanbcancerMvlterationsMofMtheMMYxMOncogeneMandMItsMProximalMNetworkMacrossMtheMxancerMβenomeM
vtlascMCelliSystemsaM2018aMkaMgmgbheeceg 10.6 159

82 xomprehensiveMMolecularMxharacterizationMofMtheMHippoMSignalingMPathwayMinMxancercMCelliReportsaM
2018aMgjaMfheibfhflcej 10.6 152

81 TheMexpandingMlandscapeMofMToncohistoneTMmutationsMinMhumanMcancerscMNatureaM2019aMjklaMilhbilm 50.4 151

80 ProspectiveMβenomicMProfilingMofMProstateMxancerMvcrossMyiseaseMStatesMRevealsMβermlineMandM
SomaticMvlterationsMThatMMayMvffectMxlinicalMyecisionMMakingcMJCOiPrecisioniOncologyaM2017aMgeflaM 3.6 151

79 yeletionsMlinkedMtoMTPjhMlossMdriveMcancerMthroughMpjhbindependentMmechanismscMNatureaM2016aM
jhfaMilfbilj 50.4 142

78 TheMHumanMTumorMvtlasMNetworkoMxhartingMTumorMTransitionsMacrossMSpaceMandMTimeMatMSinglebxellM
ResolutioncMCellaM2020aMfmfaMghkbgin 56.2 140

77 wioJavaoManMopenbsourceMframeworkMforMbioinformaticsMinMgefgcMBioinformaticsaM2012aMgmaMgknhbj 7.2 136

76 vMPanbxancerMvnalysisMofMznhancerMzxpressionMinMNearlyMneeeMPatientMSamplescMCellaM2018aMflhaMhmkbhnncefg56.2 133

75 TheMwridgeybMframeworkoMstandardizedMaccessMtoMgeneaMproteinMandMmetaboliteMidentifierMmappingM
servicescMBMCiBioinformaticsaM2010aMffaMj 3.6 125

74 SystematicMvnalysisMofMSplicebSitebxreatingMMutationsMinMxancercMCelliReportsaM2018aMghaMglebgmfceh 10.6 121

73 hyMclustersMofMsomaticMmutationsMinMcancerMrevealMnumerousMrareMmutationsMasMfunctionalMtargetscM
GenomeiMedicineaM2017aMnaMi 14.4 117

72 SystematicM³unctionalMvnnotationMofMSomaticMMutationsMinMxancercMCanceriCellaM2018aMhhaMijebikgcefe 24.3 114

71 MolecularMxharacterizationMandMxlinicalMRelevanceMofMMetabolicMzxpressionMSubtypesMinMHumanM
xancerscMCelliReportsaM2018aMghaMgjjbgkncei 10.6 112

70 PhywoMaMplantMproteinMphosphorylationMdatabasecMNucleiciAcidsiResearchaM2009aMhlaMynkebg 20.1 96

69 vMPanbxancerMvnalysisMRevealsMHighb³requencyMβeneticMvlterationsMinMMediatorsMofMSignalingMbyMtheM
Tβ³b˛†MSuperfamilycMCelliSystemsaM2018aMlaMiggbihlcel 10.6 85

68 PhosphoproteomicManalysisMofMseedMmaturationMinMvrabidopsisaMrapeseedaMandMsoybeancMPlanti
PhysiologyaM2012aMfjnaMjflbgm 6.6 79

67 PanbxancerMvnalysisMofMMutationMHotspotsMinMProteinMyomainscMCelliSystemsaM2015aMfaMfnlbgen 10.6 72

66 SteganalysisMwasedMonMMultipleM³eaturesM³ormedMbyMStatisticalMMomentsMofMWaveletMxharacteristicM
³unctionscMLectureiNotesiiniComputeriScienceaM2005aMgkgbgll 0.9 72

(2005-2018)

5



65
vMphaseMIIMstudyMofMfrontlineMpaclitaxeldcarboplatindbevacizumabaM
paclitaxeldcarboplatindtemsirolimusaMorMixabepilonedcarboplatindbevacizumabMinM
advanceddrecurrentMendometrialMcancercMGynecologiciOncologyaM2018aMfjeaMglibgmf

4.9 67

64 UnifyingMcancerMandMnormalMRNvMsequencingMdataMfromMdifferentMsourcescMScientificiDataaM2018aMjaMfmeekf8.2 66

63 MachineMLearningMyetectsMPanbcancerMRasMPathwayMvctivationMinMTheMxancerMβenomeMvtlascMCelli
ReportsaM2018aMghaMflgbfmeceh 10.6 66

62 vMharmonizedMmetabknowledgebaseMofMclinicalMinterpretationsMofMsomaticMgenomicMvariantsMinM
cancercMNatureiGeneticsaM2020aMjgaMiimbijl 36.3 58

61 P´‡ywMhceoM³romMplantMphosphorylationMsitesMtoMproteinMnetworkscMNucleiciAcidsiResearchaM2014aMigaMyfgekbfh20.1 57

60 LosslessMyataMHidingMUsingMHistogramMShiftingMMethodMwasedMonMIntegerMWaveletscMLectureiNotesiini
ComputeriScienceaM2006aMhghbhhg 0.9 57

59 IntegratedMβenomicMvnalysisMofMtheMUbiquitinMPathwayMacrossMxancerMTypescMCelliReportsaM2018aMghaMgfhbggkceh10.6 56

58 ImageMsteganalysisMbasedMonMmomentsMofMcharacteristicMfunctionsMusingMwaveletMdecompositionaM
predictionberrorMimageaMandMneuralMnetwork 56

57 xlinicalMandMmolecularMcharacterizationMofMpatientsMwithMcancerMofMunknownMprimaryMinMtheMmodernM
eracMAnnalsiofiOncologyaM2017aMgmaMhefjbhegf 10.3 52

56 IntegrationMandMvnalysisMofMxPTvxMProteomicsMyataMinMtheMxontextMofMxancerMβenomicsMinMtheM
cwioPortalcMMoleculariandiCellulariProteomicsaM2019aMfmaMfmnhbfmnm 7.6 50

55 xorrelationMbetweenMposttranslationalMmodificationMandMintrinsicMdisorderMinMproteincMPacifici
SymposiumioniBiocomputingiPacificiSymposiumioniBiocomputingaM2012aMnibfeh 1.3 44

54 PUhVywoMvnMIntegratedMyatabaseMforMPlantMProteinMPhosphorylationcMFrontiersiiniPlantiScienceaM2012aM
haMgek 6.2 40

53
OvercomeMtumorMheterogeneitybimposedMtherapeuticMbarriersMthroughMconvergentMgenomicM
biomarkerMdiscoveryoMvMbraidedMcancerMriverMmodelMofMkidneyMcancercMSeminarsiiniCelliandi
DevelopmentaliBiologyaM2017aMkiaMnmbfek

7.5 37

52 PathwayMapperoMaMcollaborativeMvisualMwebMeditorMforMcancerMpathwaysMandMgenomicMdatacM
BioinformaticsaM2017aMhhaMgghmbggie 7.2 31

51 MappingMgeneticMvariationsMtoMthreebdimensionalMproteinMstructuresMtoMenhanceMvariantM
interpretationoMaMproposedMframeworkcMGenomeiMedicineaM2017aMnaMffh 14.4 31

50 IntegratedMβenomicsMforMPinpointingMSurvivalMLociMwithinMvrmbLevelMSomaticMxopyMNumberM
vlterationscMCanceriCellaM2016aMgnaMlhlblje 24.3 31

49 rcellmineroMexploringMmolecularMprofilesMandMdrugMresponseMofMtheMNxIbkeMcellMlinesMinMRcM
BioinformaticsaM2016aMhgaMfglgbi 7.2 30

48 zffectiveMsteganalysisMbasedMonMstatisticalMmomentsMofMwaveletMcharacteristicMfunctionM2005aM 27
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47 TheMperformanceMofMwRxvfMimmunohistochemistryMforMdetectingMgermlineaMsomaticaMandMepigeneticM
wRxvfMlossMinMhighbgradeMserousMovarianMcancercMAnnalsiofiOncologyaM2014aMgjaMghlgbghlm 10.3 26

46 OncologistMuseMandMperceptionMofMlargeMpanelMnextbgenerationMtumorMsequencingcMAnnalsiofi
OncologyaM2017aMgmaMggnmbghei 10.3 24

45 PredictingMandManalyzingMproteinMphosphorylationMsitesMinMplantsMusingMmusitecMFrontiersiiniPlanti
ScienceaM2012aMhaMfmk 6.2 24

44 MulticenterMphaseMIIMstudyMofMtemozolomideMandMmyeloablativeMchemotherapyMwithMautologousM
stemMcellMtransplantMforMnewlyMdiagnosedManaplasticMoligodendrogliomacMNeuro-OncologyaM2017aMfnaMfhmebfhne1 20

43 zffectorMpredictionMinMhostbpathogenMinteractionMbasedMonMaMMarkovMmodelMofMaMubiquitousMzPIYvM
motifcMBMCiGenomicsaM2010aMffMSupplMhaMSf 4.5 20

42 xharacteristicsMandMOutcomeMofMbMutantMwreastMxancerMyefinedMthroughMvvxRMProjectMβzNIzaMaM
xlinicogenomicMRegistrycMCanceriDiscoveryaM2020aMfeaMjgkbjhj 24.4 19

41 βenomicMprofilingMidentifiesMsomaticMmutationsMpredictingMthromboembolicMriskMinMpatientsMwithM
solidMtumorscMBloodaM2021aMfhlaMgfehbgffh 2.2 19

40 HarnessingMmultimodalMdataMintegrationMtoMadvanceMprecisionMoncologycMNatureiReviewsiCanceraM
2021aM 31.3 18

39 ModelingMbiologicalMandMgeneticMdiversityMinMupperMtractMurothelialMcarcinomaMwithMpatientMderivedM
xenograftscMNatureiCommunicationsaM2020aMffaMfnlj 17.4 17

38 xollectionaMintegrationMandManalysisMofMcancerMgenomicMprofilesoMfromMdataMtoMinsightcMCurrenti
OpinioniiniGeneticsiandiDevelopmentaM2014aMgiaMngbm 4.9 17

37 yisruptingMKvTPMchannelsMdiminishesMtheMestrogenbmediatedMprotectionMinMfemaleMmutantMmiceM
duringMischemiabreperfusioncMClinicaliProteomicsaM2014aMffaMfn 5 16

36 SteganalysisMUsingMHighbyimensionalM³eaturesMyerivedMfromMxoboccurrenceMMatrixMandMxlassbWiseM
NonbPrincipalMxomponentsMvnalysisMUxNPxvVcMLectureiNotesiiniComputeriScienceaM2006aMinbke 0.9 15

35 vnMintegrativeMsomaticMmutationManalysisMtoMidentifyMpathwaysMlinkedMwithMsurvivalMoutcomesMacrossM
fnMcancerMtypescMBioinformaticsaM2016aMhgaMfkihbjf 7.2 14

34 vMNewMMachineMLearningMvpproachMforMProteinMPhosphorylationMSiteMPredictionMinMPlantscMLecturei
NotesiiniComputeriScienceaM2009aMfmbgn 0.9 13

33 MutationvligneroMaMresourceMofMrecurrentMmutationMhotspotsMinMproteinMdomainsMinMcancercMNucleici
AcidsiResearchaM2016aMiiaMynmkbnf 20.1 11

32 βenomicMcharacterizationMofMmetastaticMpatternsMfromMprospectiveMclinicalMsequencingMofMgjaeeeM
patientsccMCellaM2022aMfmjaMjkhbjljceff 56.2 11

31 OncoTreeoMvMxancerMxlassificationMSystemMforMPrecisionMOncologycMJCOiClinicaliCanceriInformaticsaM
2021aMjaMggfbghe 5.2 11

30 PiHelperoManMopenMsourceMframeworkMforMdrugbtargetMandMantibodybtargetMdatacMBioinformaticsaM2013
aMgnaMgelfbg 7.2 10
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29 xORRzLvTIONMwzTWzzNMPOSTTRvNSLvTIONvLMMOyI³IxvTIONMvNyMINTRINSIxMyISORyzRMINM
PROTzINM2011aM 10

28 TheMMusiteMopenbsourceMframeworkMforMphosphorylationbsiteMpredictioncMBMCiBioinformaticsaM2010aM
ffMSupplMfgaMSn 3.6 10

27 LeveragingMSystematicM³unctionalMvnalysisMtoMwenchmarkManM³rameworkMyistinguishesMyriverMfromM
PassengerMMzKMMutantsMinMxancercMCanceriResearchaM2020aMmeaMighhbigih 10.1 9

26 wioJavabMod³inderoMidentificationMofMproteinMmodificationsMinMhyMstructuresMfromMtheMProteinMyataM
wankcMBioinformaticsaM2017aMhhaMgeilbgein 7.2 8

25 wridgeybMappoMunifyingMidentifierMmappingMservicesMforMxytoscapecMF1000ResearchaM2014aMhaMfim 3.6 8

24 βgSoMaMwebbserviceMforMannotatingMgenomicMvariantsMonMhyMproteinMstructurescMBioinformaticsaM2018aM
hiaMfninbfnje 7.2 7

23 MultiomicMIntegrationMofMPublicMOncologyMyatabasesMinMwioconductorcMJCOiClinicaliCanceri
InformaticsaM2020aMiaMnjmbnlf 5.2 7

22
IntegratedMdigitalMpathologyMatMscaleoMvMsolutionMforMclinicalMdiagnosticsMandMcancerMresearchMatMaM
largeMacademicMmedicalMcentercMJournaliofitheiAmericaniMedicaliInformaticsiAssociation:iJAMIAaM2021
aMgmaMfmlibfmmi

8.6 7

21 vbstractMjglloMTheMcwioPortalMforMcancerMgenomicsMandMitsMapplicationMinMprecisionMoncologyM2016aM 6

20 TheMcontextbspecificMroleMofMgermlineMpathogenicityMinMtumorigenesiscMNatureiGeneticsaM2021aMjhaMfjllbfjmj36.3 6

19 TranslationalMwioinformaticsMandMxlinicalMResearchMUwiomedicalVMInformaticscMSurgicaliPathologyi
ClinicsaM2015aMmaMgknbmm 3.9 5

18 vbstractMhhegoMTheMmolecularMlandscapeMofMoncogenicMsignalingMpathwaysMinMTheMxancerMβenomeM
vtlasM2018aM 5

17 OncoKwoMvnnotationMofMtheMoncogenicMeffectMandMtreatmentMimplicationsMofMsomaticMmutationsMinM
cancerccMJournaliofiClinicaliOncologyaM2016aMhiaMffjmhbffjmh 2.2 5

16 vMharmonizedMmetabknowledgebaseMofMclinicalMinterpretationsMofMcancerMgenomicMvariants 5

15 TranslationalMwioinformaticsMandMxlinicalMResearchMUwiomedicalVMInformaticscMClinicsiiniLaboratoryi
MedicineaM2016aMhkaMfjhbmf 2.1 4

14 ImageMSteganalysisMwasedMonMStatisticalMMomentsMofMWaveletMSubbandMHistogramsMinMy³TMyomainM
2005aM 4

13 znablingMcrossbstudyManalysisMofMRNvbSequencingMdata 4

12 xomprehensiveMβenomicMvnalysisMofMMetastaticMNonbxlearbxellMRenalMxellMxarcinomaMtoMIdentifyM
TherapeuticMTargetscMJCOiPrecisioniOncologyaM2019aMhaM 3.6 4
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11 HowMoncogenicMmutationsMactivateMhumanMMvPMkinaseMfMUMzKfVoMaMmolecularMdynamicsMsimulationM
studycMJournaliofiBiomoleculariStructureiandiDynamicsaM2020aMhmaMhnigbhnjm 3.6 3

10 MITIMminimumMinformationMguidelinesMforMhighlyMmultiplexedMtissueMimagesccMNatureiMethodsaM2022aM
fnaMgkgbgkl 21.6 2

9 yetectingMxancerMSurvivalMRelatedMβeneMMarkersMwasedMonMRectifiedM³actorMNetworkcMFrontiersiini
BioengineeringiandiBiotechnologyaM2020aMmaMhin 5.8 1

8 ImmuneMandMmalignantMcellMphenotypesMofMovarianMcancerMareMdeterminedMbyMdistinctMmutationalMprocesses 1

7 vnalysisMandMPredictionMofMProteinMPosttranslationalMModificationMSitesM2013aMnfbfek 0

6 SemisupervisedMTrainingMofMaMwrainMMRIMTumorMyetectionMModelMUsingMMinedMvnnotationsccM
RadiologyaM2022aMgfemfl 20.5 0

5 βenomeMNexusoMvMxomprehensiveMResourceMforMtheMvnnotationMandMInterpretationMofMβenomicM
VariantsMinMxancerccMJCOiClinicaliCanceriInformaticsaM2022aMkaMegfeefii 5.2 0

4 vnnotationMofMSomaticMβenomicMVariantsMinMHematologicMyiseasesMUsingMOncoKwaMaMPrecisionM
OncologyMKnowledgebasecMBloodaM2019aMfhiaMgfimbgfim 2.2 0

3 xyhmMinMvdvancedMProstateMxancerscMEuropeaniUrologyaM2021aMlnaMlhkblik 10.2 0

2 zxtendedMMutationalMProfilingMwyMMSKbIMPvxTTMMIdentifiesMMutationsMPredictingMThromboembolicM
RiskMinMPatientsMwithMSolidMTumorMMalignancycMBloodaM2019aMfhiaMkhhbkhh 2.2

1 TheMlongMtailMofMsignificantlyMmutatedMgenesMinMprostateMcancerccMJournaliofiClinicaliOncologyaM2017aM
hjaMfhfbfhf 2.2
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