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TBK1/IRF3 Signaling Pathway In Vivo and In Vitro. International Journal of Molecular Sciences, 2019, 20, 4.1 40
3562.

Effects of muscle fiber type on glycolytic potential and meat quality traits in different Tibetan pig
muscles and their association with glycolysis-related gene expression. Genetics and Molecular
Research, 2015, 14, 14366-14378.

MicroRNA4€3514€5p mediates skeletal myogenesis by directly targeting lactamase&€#2 and is regulated 0.5 38
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miR-152 regulates the proliferation and differentiation of C2C12 myoblasts by targeting E2F3. In Vitro

Cellular and Developmental Biology - Animal, 2018, 54, 304-310. L5 21
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Interval of Different Parities in Pigs. Frontiers in Genetics, 2019, 10, 1012. 23 20

Comprehensive Analysis of IncRNAs and circRNAs Reveals the Metabolic Specialization in Oxidative and
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A 6-bp deletion in exon 8 and two mutations in introns of TYRP1 are associated with blond coat color
in Liangshan pigs. Gene, 2016, 578, 132-136.
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Detection of Four Porcine Enteric Coronaviruses Using CRISPR-Cas12a Combined with Multiplex
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