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DNA bending at adenine A- thymine tracts. Nature, 1986, 320, 501-506.

The Caenorhabditis elegans AMP-activated Protein Kinase AAK-2 Is Phosphorylated by LKB1 and Is
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of Biological Chemistry, 2008, 283, 14988-14993.

<i>Caenorhabditis elegans«</i> mitofilin homologs control the morphology of mitochondrial cristae
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A Werner syndrome protein homolog affects C. elegansdevelopment, growth rate, life span and
sensitivity to DNA damage by acting at a DNA damage checkpoint. Development (Cambridge), 2004, 131, 1.2 53
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The Caenorhabditis ele%ans Werner Syndrome Protein Functions Upstream of ATR and ATM in Response
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The efficiency of RNA interference in Bursaphelenchus xylophilus. Molecules and Cells, 2008, 26, 81-6.

Deficiency of Caenorhabditis elegans RecQ5 homologue reduces life span and increases sensitivity to
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The involvement of FANCM, FANCI, and checkpoint proteins in the interstrand DNA crosslink repair
pathway is conserved in C. elegans. DNA Repair, 2010, 9, 374-382.

The gene expression and deficiency phenotypes of Cockayne syndrome B protein inCaenorhabditis 13 23
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Developmental stage- and DNA damage-specific functions of C. elegans FANCD2. Biochemical and
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Dna2 requirement for normal reproduction of Caenorhabditis elegans is temperature-dependent.
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The Caenorhabditis elegans XPA homolog of human XPA. Molecules and Cells, 2002, 14, 50-5.

Coaction of DNA topoisomerase llilx and a RecQ homologue during the germ-line mitosis
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Physical and Functional Interactions of <i>Caenorhabditis elegans</i>WRN-1 Helicase with RPA-1.

Biochemistry, 2012, 51, 1336-1345.

The 53BP1 Homolog in C. elegans Influences DNA Repair and Promotes Apoptosis in Response to lonizing

Radiation. PLoS ONE, 2013, 8, e64028. 11 15
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Regulation of gene expression, cellular localization, and in vivo function of Caenorhabditis elegans

DNA topoisomerase |. Genes To Cells, 2001, 6, 303-312.

Single-strand annealing mediates the conservative repair of double-strand DNA breaks in homologous

recombination-defective germ cells of Caenorhabditis elegans. DNA Repair, 2019, 75, 18-28. 1.3 14
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C. elegans Ring Finger Protein RNF-113 Is Involved in Interstrand DNA Crosslink Repair and Interacts 11 13
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DICa€d overd€expression enhances respiratory activity in <i>Caenorhabditis elegans</i> by promoting
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Hypersensitivity to DNA double&€strand breaks associated with PARG deficiency is suppressed by exod€d and
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A deubiquitinating enzyme, UCH/CeUBP130, has an essential role in the formation of a functional
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STR-33, a Novel G Protein-coupled Receptor That Regulates Locomotion and Egg Laying in
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Transgene-mediated co-suppression of DNA topoisomerase-1 gene in Caenorhabditis elegans.
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A novel functional cross-interaction between opioid and pheromone signaling may be involved in
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AP2M1 Supports TGF-2 Signals to Promote Collagen Expression by Inhibiting Caveolin Expression.

87 International Journal of Molecular Sciences, 2021, 22, 1639.




