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Methods for Algal Protein Isolation and Proteome Analysis. Methods in Molecular Biology, 2020,
2096, 51-59. 09 °

Solvent-free spectroscoEic method for high-throughput, quantitative screening of fatty acids in yeast
ods, 2019, 11, 58-69.

biomass. Analytical Met

Demonstration and Evaluation of Hybrid Microalgae Aqueous Conversion Systems for Biofuel

Production. ACS Sustainable Chemistry and Engineering, 2019, 7, 5835-5844. 6.7 14



20

22

24

26

28

30

32

34

36

ErRIC P KNOSHAUG

ARTICLE IF CITATIONS
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Phosphoproteome of the Oleaginous Green Alga, Chlorella vulgaris UTEX 395, under Nitrogen-Replete
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