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The bifunctional alcohol and aldehyde dehydrogenase gene, adhE, is necessary for ethanol
227 production in Clostridium thermocellum and Thermoanaerobacterium saccharolyticum. Journal of 3.5 64
Bacteriology, 2015, 197, 1386-93

Genome-scale resources for Thermoanaerobacterium saccharolyticum. BMC Systems Biology, 2015,
9,30

Elucidating central metabolic redox obstacles hindering ethanol production in Clostridium

225 thermocellum. Metabolic Engineering, 2015, 32, 207-219 97 25

Three cellulosomal xylanase genes in Clostridium thermocellum are regulated by both vegetative
SigA ([A)) and alternative Sigl6 ({16)) Factors. FEBS Letters, 2015, 589, 3133-40

Elimination of formate production in Clostridium thermocellum. Journal of Industrial Microbiology

and Biotechnology, 2015, 42, 1263-72 42 26

223

Energy, sugar dilution, and economic analysis of hot water flow-through pre-treatment for
producing biofuel from sugarcane residues. Biofuels, Bioproducts and Biorefining, 2015, 9, 95-108

Physiological roles of pyruvate ferredoxin oxidoreductase and pyruvate formate-lyase in

221 Thermoanaerobacterium saccha rolyticum JW/SL-YS485. Biotechnology for Biofuels, 2015, 8, 138 78 34

Draft Genome Sequence of the Cellulolytic and Xylanolytic Thermophile Clostridium clariflavum
Strain 4-2a. Genome Announcements, 2015, 3,

Cofactor Specificity of the Bifunctional Alcohol and Aldehyde Dehydrogenase (AdhE) in Wild-Type
219  and Mutant Clostridium thermocellum and Thermoanaerobacterium saccharolyticum. Journal of 3.5 47
Bacteriology, 2015, 197, 2610-9

Metabolic engineering of Thermoanaerobacterium saccharolyticum for n-butanol production.
Metabolic Engineering, 2014, 21, 17-25

217  Introduction to Cellulosic Energy Crops 2014, 1-14 6

Fluid mechanics relevant to flow through pretreatment of cellulosic biomass. Bioresource
Technology, 2014, 157, 278-83

Development of a multipoint quantitation method to simultaneously measure enzymatic and
215  structural components of the Clostridium thermocellum cellulosome protein complex. Journal of 56 11
Proteome Research, 2014, 13, 692-701

Take a closer look: biofuels can support environmental, economic and social goals. Environmental

Science &amp; Technology, 2014, 48, 7200-3




(2014-2014)

Profile of secreted hydrolases, associated proteins, and SIpA in Thermoanaerobacterium
213 saccharolyticum during the degradation of hemicellulose. Applied and Environmental Microbiology, 48 22
2014, 80, 5001-11

The identification of Four histidine kinases that influence sporulation in Clostridium thermocellum.
Anaerobe, 2014, 28, 109-19

211 Scale-Up of Microbial Fermentation Process 2014, 669-675 3

Tools for Enzyme Discovery 2014, 441-452

209 Glycosylation of Secondary Metabolites To Produce Novel Compounds 2014, 347-363

Industrial Applications of Enzymes as Catalysts 2014, 480-494

207 Insect Cell Culture 2014, 212-222 3

Plant Cell Culture 2014, 196-211

205 Raw Materials Selection and Medium Development for Industrial Fermentation Processes 2014, 659-668 4

Genetic Engineering Tools for Saccharomyces cerevisiae 2014, 287-301

203 Enzyme Promiscuity and Evolution of New Protein Functions 2014, 524-538

Microalgal Culture as a Feedstock for Bioenergy, Chemicals, and Nutrition 2014, 577-590

201 Heterologous Protein Expression in Yeasts and Filamentous Fungi 2014, 145-156 1

Continuous Culture 2014, 685-699

199 Improving Microbial Robustness Using Systems Biology 2014, 605-620

Genetic Manipulation of Myxobacteria 2014, 262-272

197  Strain Improvement of Escherichia coli To Enhance Recombinant Protein Production 2014, 273-286

Genetic Engineering of Acidic Lipopeptide Antibiotics 2014, 391-410




Lee R LynD

L Genetic Engineering To Regulate Production of Secondary Metabolites in Streptomyces
95 clavuligerus 2014, 411-425

Genetic Engineering of Myxobacterial Natural Product Biosynthetic Genes 2014, 426-437

193 Enzyme Production in Escherichia coli 2014, 539-548

Bioprocess Development 2014, 549-562

191 Accessing Microbial Communities Relevant to Biofuels Production 2014, 565-576

Bioethanol Production from Lignocellulosics: Some Process Considerations and Procedures 2014, 621-633

189 Genetics, Genetic Manipulation, and Approaches to Strain Improvement of Filamentous Fungi 2014, 318-329 16

Purification and Characterization of Proteins 2014, 731-742

187  Cell Culture Bioreactors: Controls, Measurements, and Scale-Down Model 2014, 676-684

Protein Expression in Nonconventional Yeasts 2014, 302-317

Metabolic Engineering of Escherichia coli for the Production of a Precursor to Artemisinin, an

185 Antimalarial Drug 2014, 364-379

Enzyme Engineering: Combining Computational Approaches with Directed Evolution 2014, 453-465

183  Bioreactor Automation 2014, 719-730 2

Mammalian Cell Culture for Biopharmaceutical Production 2014, 157-178

181  Genetic Engineering of Corynebacteria 2014, 225-237

The Use of Enzymes for Nonaqueous Organic Transformations 2014, 509-523

179  Surface Microbiology of Cellulolytic Bacteria 2014, 634-643

Enzyme Engineering by Directed Evolution 2014, 466-479




(2014-2014)

177  Bacterial Cultivation for Production of Proteins and Other Biological Products 2014, 132-144 1

New Approaches to Microbial Isolation 2014, 3-12

175 Genetic Manipulation of Clostridium 2014, 238-261

Selective Isolation of Actinobacteria 2014, 13-27

173  Taxonomic Characterization of Prokaryotic Microorganisms 2014, 28-42 1

Enzymes from Extreme Environments 2014, 43-61

Metabolic Engineering Strategies for Production of Commodity and Fine Chemicals: Escherichia coli

171 as a Platform Organism 2014, 591-604

Cell-Based Screening Methods for Anti-Infective Compounds 2014, 62-72

169 Advances in Sensor and Sampling Technologies in Fermentation and Mammalian Cell Culture 2014, 700-718

Metabolomics for the Discovery of Novel Compounds 2014, 73-77

167  Strategies for Accessing Microbial Secondary Metabolites from Silent Biosynthetic Pathways 2014, 78-95 1

Miniaturization of Fermentations 2014, 99-116

165 Solid-Phase Fermentation: Aerobic and Anaerobic 2014, 117-131

Isolation and Screening for Secondary Metabolites 2014, 1-2

163 Fermentation and Cell Culture 2014, 97-98

Genetics, Strain Improvement, and Recombinant Proteins 2014, 223-224

161 Genetic Engineering of Secondary Metabolite Synthesis 2014, 345-346

Industrial Enzymes, Biocatalysis, and Enzyme Evolution 2014, 439-439




Lee R LynD

159 Microbial Fuels (Biofuels) and Fine Chemicals 2014, 563-564

Biological Engineering and Scale-Up of Industrial Processes 2014, 657-658

157 Heterologous Production of Polyketides in Streptomyces coelicolor and Escherichia coli 2014, 380-390

Biomass-Converting Enzymes and Their Bioenergy Applications 2014, 495-508

155 Manufacture of Mammalian Cell Biopharmaceuticals 2014, 179-195

Genetic Manipulation of Mammalian Cells for Protein Expression 2014, 330-344

153  Physiological and Methodological Aspects of Cellulolytic Microbial Cultures 2014, 644-656 2

Comparative analysis of the ability of Clostridium clariflavum strains and Clostridium thermocellum
to utilize hemicellulose and unpretreated plant material. Biotechnology for Biofuels, 2014, 7, 136

o1 Simulated performance of reactor configurations for hot-water pretreatment of sugarcane
5 bagasse. ChemSusChem, 2014, 7, 2721-7

Optimization of affinity digestion for the isolation of cellulosomes from Clostridium thermocellum.

Preparative Biochemistry and Biotechnology, 2014, 44, 206-16

The exometabolome of Clostridium thermocellum reveals overflow metabolism at high cellulose 3
149 loading. Biotechnology for Biofuels, 2014, 7, 155 7 79

Comparative efficiency and driving range of light- and heavy-duty vehicles powered with biomass
energy stored in liquid fuels or batteries. Proceedings of the National Academy of Sciences of the
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