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h Paper IF Citations

595 oiscoverySGdiversitySGandGfunctionalGassociationsGofGcrlssTlikeGphagesGinGhumanGgutGmetagenomesG
fromGfourGoutchGcohortsUUGCelldReportsSG2022SGZcSGXXWYW[ 10.6 3

594 pffectGofGhostGgeneticsGonGtheGgutGmicrobiomeGinGbSbZcGparticipantsGofGtheGoutchGxicrobiomeG
–rojectUUGNaturedGeneticsSG2022SG][SGX[ZTX]X 36.3 7

593 çingleTnellGRylGçequencingGofG–eripheralGmloodGxononuclearGnellsGqromG–ediatricGnoeliacGoiseaseG
–atientsGçuggestsG–otentialG–reTçeroconversionGxarkersUUGFrontiersdindImmunologySG2022SGXZSGc[ZWca 8.4 1

592 pnvironmentalGfactorsGshapingGtheGgutGmicrobiomeGinGaGoutchGpopulationUUGNatureSG2022SG 50.4 19

591 tntegratedGfecalGmicrobiomeTmetabolomeGsignaturesGreflectGstressGandGserotoninGmetabolismGinG
irritableGbowelGsyndromeUUGGutdMicrobesSG2022SGX[SGYWaZWXa 8.8 1

590 tmpactGofGtntermediateGsyperglycemiaGandGoiabetesGonGtmmuneGoysfunctionGinGöuberculosisUG
ClinicaldInfectiousdDiseasesSG2021SGbYSGadTbc 11.6 7

589 nharacterizationGofGgutGmicrobialGstructuralGvariationsGasGdeterminantsGofGhumanGbileGacidG
metabolismUGCelldHostdanddMicrobeSG2021SGYdSGXcWYTXcX[Ue] 23.4 6

588 lnGintegrativeGgenomicsGapproachGidentifiesGvox[GasGaGmodulatorGofGtrainedGimmunityUGEuropeand
JournaldofdImmunologySG2021SG 6.1 1

587
lGnombinedGmRylTGandGmiRylTçequencingGlpproachGRevealsGmiRylsGasG–otentialGRegulatorsGofG
theGçmallGtntestinalGöranscriptomeGinGneliacGoiseaseUGInternationaldJournaldofdMoleculardSciencesSG
2021SGYYSG

6.3 3

586 βholeGexomeGsequencingGanalysesGrevealGgeneTmicrobiotaGinteractionsGinGtheGcontextGofGtmoUGGutSG
2021SGbWSGYc]TYda 19.2 9

585 wifelinesGnzαtoTXdGcohorteGinvestigatingGnzαtoTXdGinfectionGandGitsGhealthGandGsocietalGimpactsGinGaG
outchGpopulationTbasedGcohortUGBMJdOpenSG2021SGXXSGeW[[[b[ 3 18

584 –atientGattitudesGtowardsGfaecalGsamplingGforGgutGmicrobiomeGstudiesGandGclinicalGcareGrevealG
positiveGengagementGandGroomGforGimprovementUGPLoSdONESG2021SGXaSGeWY[d[W] 3.7 2

583 –otentialGimpactGofGceliacGdiseaseGgeneticGriskGfactorsGonGöGcellGreceptorGsignalingGinGglutenTspecificG
no[RGöGcellsUGScientificdReportsSG2021SGXXSGdY]Y 4.9 3

582 öheGlongTtermGgeneticGstabilityGandGindividualGspecificityGofGtheGhumanGgutGmicrobiomeUGCellSG2021SG
Xc[SGYZWYTYZX]UeXY 56.2 32

581 qromGwoTbasedGmappingGtoGrβlçUGNaturedReviewsdGeneticsSG2021SGYYSG[cWT[cX 30.1 0

580 wongTtermGdietaryGpatternsGareGassociatedGwithGproTinflammatoryGandGantiTinflammatoryGfeaturesG
ofGtheGgutGmicrobiomeUGGutSG2021SGbWSGXYcbTXYdc 19.2 50

579 sealthyGnotwinsGçhareGrutGxicrobiomeGçignaturesGβithGöheirGtnflammatoryGmowelGoiseaseGöwinsG
andGʼnrelatedG–atientsUGGastroenterologySG2021SGXaWSGXdbWTXdc] 13.3 8
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578 çtabilityGofGtheGhumanGgutGviromeGandGeffectGofGglutenTfreeGdietUGCelldReportsSG2021SGZ]SGXWdXZY 10.6 4

577 reneticGlssociationGofGaGrainTofTqunctionGtqyrRXG–olymorphismGandGtheGtntergenicGRegionG
wynlRzoVovvXGβithGmehˆ§etNsGoiseaseUGArthritisdanddRheumatologySG2021SGbZSGXY[[TXY]Y 9.5 6

576 –opulationTwideGdiversityGandGstabilityGofGserumGantibodyGepitopeGrepertoiresGagainstGhumanG
microbiotaUGNaturedMedicineSG2021SGYbSGX[[YTX[]W 50.5 8

575 wongGyonTnodingGRylsGtnvolvedGinG–rogressionGofGyonTllcoholicGqattyGwiverGoiseaseGtoG
çteatohepatitisUGCellsSG2021SGXWSG 7.9 3

574 çharedGoylGmethylationGsignaturesGinGchildhoodGallergyeGöheGxeolwwGstudyUGJournaldofdAllergydandd
ClinicaldImmunologySG2021SGX[bSGXWZXTXW[W 11.5 5

573 wargeTscaleGassociationGanalysesGidentifyGhostGfactorsGinfluencingGhumanGgutGmicrobiomeG
compositionUGNaturedGeneticsSG2021SG]ZSGX]aTXa] 36.3 80

572 öheGnompositionGandGxetabolicG–otentialGofGtheGsumanGçmallGtntestinalGxicrobiotaGβithinGtheG
nontextGofGtnflammatoryGmowelGoiseaseUGJournaldofdCrohnksdanddColitisSG2021SGX]SGXZYaTXZZc 1.5 6

571 tntegrationGofGmetabolomicsSGgenomicsSGandGimmuneGphenotypesGrevealsGtheGcausalGrolesGofG
metabolitesGinGdiseaseUGGenomedBiologySG2021SGYYSGXdc 18.3 6

570 tnflammatoryG–roteinG–rofilesGinG–lasmaGofGnandidaemiaG–atientsGandGtheGnontributionGofGsostG
reneticsGtoGöheirGαariabilityUGFrontiersdindImmunologySG2021SGXYSGaaYXbX 8.4 2

569 wargeTscaleGcisTGandGtransTe öwGanalysesGidentifyGthousandsGofGgeneticGlociGandGpolygenicGscoresG
thatGregulateGbloodGgeneGexpressionUGNaturedGeneticsSG2021SG]ZSGXZWWTXZXW 36.3 60

568 lGcombinationGofGfecalGcalprotectinGandGhumanGbetaTdefensinGYGfacilitatesGdiagnosisGandGmonitoringG
ofGinflammatoryGbowelGdiseaseUGGutdMicrobesSG2021SGXZSGXd[ZYcc 8.8 2

567 nirculatingGmiRylsGasG–otentialGmiomarkersGforGneliacGoiseaseGoevelopmentUUGFrontiersdind
ImmunologySG2021SGXYSGbZ[baZ 8.4 2

566 oeconvolutionGofGbulkGbloodGe öwGeffectsGintoGimmuneGcellGsubpopulationsUGBMCdBioinformaticsSG
2020SGYXSGY[Z 3.6 15

565 wackGofGlssociationGmetweenGreneticGαariantsGatGandGrenesGtnvolvedGinGçlRçTnoαTYGtnfectionGandG
sumanG uantitativeG–henotypesUGFrontiersdindGeneticsSG2020SGXXSGaXZ 4.5 31

564 öissueGalarminsGandGadaptiveGcytokineGinduceGdynamicGandGdistinctGtranscriptionalGresponsesGinG
tissueTresidentGintraepithelialGcytotoxicGöGlymphocytesUGJournaldofdAutoimmunitySG2020SGXWcSGXWY[YY 15.5 7

563 wifelinesGypγöeGaGprospectiveGbirthGcohortGaddingGtheGnextGgenerationGtoGtheGthreeTgenerationG
wifelinesGcohortGstudyUGEuropeandJournaldofdEpidemiologySG2020SGZ]SGX]bTXac 12.1 6

562 tmpactGofGcommonlyGusedGdrugsGonGtheGcompositionGandGmetabolicGfunctionGofGtheGgutGmicrobiotaUG
NaturedCommunicationsSG2020SGXXSGZaY 17.4 188

561
–racticalGmarriersGandGqacilitatorsGpxperiencedGbyG–atientsSG–harmacistsGandG–hysiciansGtoGtheG
tmplementationGofG–harmacogenomicGçcreeningGinGoutchGzutpatientGsospitalGnareTlnGpxplorativeG
–ilotGçtudyUGJournaldofdPersonalizeddMedicineSG2020SGXWSG

3.6 1
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560
renomeTβideGlssociationGçtudyGtdentifiesGyovelGnolonyGçtimulatingGqactorGXGwocusGnonferringG
çusceptibilityGtoGnryptococcosisGinGsumanGtmmunodeficiencyGαirusTtnfectedGçouthGlfricansUGOpend
ForumdInfectiousdDiseasesSG2020SGbSGofaa[cd

1 4

559 çystematicGreviewGwithGmetaTanalysiseGtheGrisksGofGprotonGpumpGinhibitorsGduringGpregnancyUG
AlimentarydPharmacologydanddTherapeuticsSG2020SG]XSG[XWT[YW 6.1 18

558 reneticGandGxicrobialGlssociationsGtoG–lasmaGandGqecalGmileGlcidsGinGzbesityGRelateGtoG–lasmaG
wipidsGandGwiverGqatGnontentUGCelldReportsSG2020SGZZSGXWcYXY 10.6 22

557 xendelianGrandomizationGwhileGjointlyGmodelingGcisGgeneticsGidentifiesGcausalGrelationshipsG
betweenGgeneGexpressionGandGlipidsUGNaturedCommunicationsSG2020SGXXSG[dZW 17.4 8

556 rutGmicrobialGcoTabundanceGnetworksGshowGspecificityGinGinflammatoryGbowelGdiseaseGandGobesityUG
NaturedCommunicationsSG2020SGXXSG[WXc 17.4 25

555 xetabolicGlgeGmasedGonGtheGmmxRtTywGsTyxRGxetabolomicsGRepositoryGasGmiomarkerGofG
lgeTrelatedGoiseaseUGCirculationdGenomicdanddPrecisiondMedicineSG2020SGXZSG][XT][b 5.2 7

554 tmmunochipGmetaTanalysisGinGpuropeanGandGlrgentinianGpopulationsGidentifiesGtwoGnovelGgeneticG
lociGassociatedGwithGceliacGdiseaseUGEuropeandJournaldofdHumandGeneticsSG2020SGYcSGZXZTZYZ 5.3 14

553 xetabolomicsG–rofileGinGoepressioneGlG–ooledGlnalysisGofGYZWGxetabolicGxarkersGinG]YcZGnasesG
βithGoepressionGandGXWSX[]GnontrolsUGBiologicaldPsychiatrySG2020SGcbSG[WdT[Xc 7.9 51

552 çystematicG–rioritizationGofGnandidateGrenesGinGoiseaseGwociGtdentifiesGasGaGxasterGRegulatorGofG
tqy˛‡GçignalingGinGneliacGoiseaseUGFrontiersdindGeneticsSG2020SGXXSG]aY[Z[ 4.5 9

551 qunctionalGlnnotationGofGreneticGwociGlssociatedGβithGçepsisG–rioritizesGtmmuneGandGpndothelialG
nellG–athwaysUGFrontiersdindImmunologySG2019SGXWSGXd[d 8.4 6

550
z–WXGtnTdepthGcharacterisationGofGhostGgeneticsGandGgutGmicrobiomeGunravelsGnovelG
hostâ��microbiomeGinteractionsGinGinflammatoryGbowelGdiseaseUGJournaldofdCrohnksdanddColitisSG2019SG
XZSGçWWXTçWWX

1.5

549 çwnZdlcGmissenseGvariantGisGassociatedGwithGnrohnNsGdiseaseGbutGdoesGnotGhaveGaGmajorGimpactGonG
gutGmicrobiomeGcompositionGinGhealthyGsubjectsUGPLoSdONESG2019SGX[SGeWYXXZYc 3.7 7

548 lGsystemsGgenomicsGapproachGidentifiesGasGaGsusceptibilityGfactorGinGrecurrentGvulvovaginalG
candidiasisUGSciencedTranslationaldMedicineSG2019SGXXSG 17.5 25

547 neliacGdiseaseTonTchipeGxodelingGaGmultifactorialGdiseaseGinGvitroUGUniteddEuropeandGastroenterologyd
JournalSG2019SGbSG[abT[ba 5.3 10

546 lGrenomeTβideGqunctionalGrenomicsGlpproachGtdentifiesGçusceptibilityG–athwaysGtoGqungalG
mloodstreamGtnfectionGinGsumansUGJournaldofdInfectiousdDiseasesSG2019SGYYWSGcaYTcbY 7 13

545 çtructuralGvariationGinGtheGgutGmicrobiomeGassociatesGwithGhostGhealthUGNatureSG2019SG]acSG[ZT[c 50.4 133

544 rutGxicrobialGlssociationsGtoG–lasmaGxetabolitesGwinkedGtoGnardiovascularG–henotypesGandGRiskUG
CirculationdResearchSG2019SGXY[SGXcWcTXcYW 15.7 77

543 lntiTinflammatoryGrutGxicrobialG–athwaysGlreGoecreasedGouringGnrohnNsGoiseaseGpxacerbationsUG
JournaldofdCrohnksdanddColitisSG2019SGXZSGX[ZdTX[[d 1.5 22
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542 wargeTscaleGplasmaGmetabolomeGanalysisGrevealsGalterationsGinGsowGmetabolismGinGmigraineUG
NeurologySG2019SGdYSGeXcddTeXdXX 6.5 26

541 nhronicGtnflammationG–ermanentlyGReshapesGöissueTResidentGtmmunityGinGneliacGoiseaseUGCellSG2019
SGXbaSGdabTdcXUeXd 56.2 72

540 rlobalGphylogeographyGandGancientGevolutionGofGtheGwidespreadGhumanGgutGvirusGcrlssphageUG
NaturedMicrobiologySG2019SG[SGXbYbTXbZa 26.6 100

539 rβlçGforGsystemicGsclerosisGidentifiesGmultipleGriskGlociGandGhighlightsGfibroticGandGvasculopathyG
pathwaysUGNaturedCommunicationsSG2019SGXWSG[d]] 17.4 46

538 çtudyingGtheGgutGviromeGinGtheGmetagenomicGeraeGchallengesGandGperspectivesUGBMCdBiologySG2019SG
XbSGc[ 7.3 62

537 lssociationsGofGautozygosityGwithGaGbroadGrangeGofGhumanGphenotypesUGNaturedCommunicationsSG
2019SGXWSG[d]b 17.4 40

536 weukocyteTReleasedGxediatorsGinGResponseGtoGmothGmacterialGandGqungalGtnfectionsGöriggerGtqyG
–athwaysSGtndependentGofGtwTXGandGöyqT˛–SGinGpndothelialGnellsUGFrontiersdindImmunologySG2019SGXWSGY]Wc 8.4 5

535 ppigenomeTwideGlssociationGçtudyGofGlttentionToeficitVsyperactivityGoisorderGçymptomsGinG
ldultsUGBiologicaldPsychiatrySG2019SGcaSG]ddTaWb 7.9 24

534 nausalGrelationshipsGamongGtheGgutGmicrobiomeSGshortTchainGfattyGacidsGandGmetabolicGdiseasesUG
NaturedGeneticsSG2019SG]XSGaWWTaW] 36.3 378

533 öheGneuroactiveGpotentialGofGtheGhumanGgutGmicrobiotaGinGqualityGofGlifeGandGdepressionUGNatured
MicrobiologySG2019SG[SGaYZTaZY 26.6 651

532 RelationshipGbetweenGgutGmicrobiotaGandGcirculatingGmetabolitesGinGpopulationTbasedGcohortsUG
NaturedCommunicationsSG2019SGXWSG]cXZ 17.4 63

531 renomeTwideGmetaTanalysisGrevealsGsharedGnewGinGsystemicGseropositiveGrheumaticGdiseasesUGAnnalsd
ofdthedRheumaticdDiseasesSG2019SGbcSGZXXTZXd 2.4 41

530 çkewedGγTinactivationGisGcommonGinGtheGgeneralGfemaleGpopulationUGEuropeandJournaldofdHumand
GeneticsSG2019SGYbSG[]]T[a] 5.3 41

529 çharedGgutSGbutGdistinctGoralGmicrobiotaGcompositionGinGprimaryGçjˆ¶grenNsGsyndromeGandGsystemicG
lupusGerythematosusUGJournaldofdAutoimmunitySG2019SGdbSGbbTcb 15.5 72

528 çingleTnellGRylGçequencingGofGmloodGandGtlealGöGnellsGqromG–atientsGβithGnrohnNsGoiseaseGRevealsG
öissueTçpecificGnharacteristicsGandGorugGöargetsUGGastroenterologySG2019SGX]aSGcXYTcX]UeYY 13.3 33

527 lnalysisGofGXXZ]GgutGmetagenomesGidentifiesGsexTspecificGresistomeGprofilesUGGutdMicrobesSG2019SG
XWSGZ]cTZaa 8.8 65

526 rutGmicrobiomeGstructureGandGmetabolicGactivityGinGinflammatoryGbowelGdiseaseUGNatured
MicrobiologySG2019SG[SGYdZTZW] 26.6 512

525 tntegratedGclinicalGandGomicsGapproachGtoGrareGdiseaseseGnovelGgenesGandGoligogenicGinheritanceGinG
holoprosencephalyUGBrainSG2019SGX[YSGZ]T[d 11.2 34

(2019-2019)
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524 öheGttaconateG–athwayGtsGaGnentralGRegulatoryGyodeGwinkingGtnnateGtmmuneGöoleranceGandGörainedG
tmmunityUGCelldMetabolismSG2019SGYdSGYXXTYYWUe] 24.6 141

523 öheGimportanceGofGcohortGstudiesGinGtheGpostTrβlçGeraUGNaturedGeneticsSG2018SG]WSGZYYTZYc 36.3 38

522 oylGmethylationGinGchildhoodGasthmaeGanGepigenomeTwideGmetaTanalysisUGLancetdRespiratoryd
MedicineptheSG2018SGaSGZbdTZcc 35.1 119

521 pnvironmentGdominatesGoverGhostGgeneticsGinGshapingGhumanGgutGmicrobiotaUGNatureSG2018SG]]]SGYXWTYX]50.4 1170

520 lGrβlçGmetaTanalysisGfromG]GpopulationTbasedGcohortsGimplicatesGionGchannelGgenesGinGtheG
pathogenesisGofGirritableGbowelGsyndromeUGNeurogastroenterologydanddMotilitySG2018SGZWSGeXZZ]c 4 21

519 lGsystemGbiologyGperspectiveGonGenvironmentThostTmicrobeGinteractionsUGHumandMoleculardGenetics
SG2018SGYbSGRXcbTRXd[ 5.6 23

518 lGsystematicGanalysisGhighlightsGmultipleGlongGnonTcodingGRylsGassociatedGwithGcardiometabolicG
disordersUGJournaldofdHumandGeneticsSG2018SGaZSG[ZXT[[a 4.3 14

517 mnrGαaccinationG–rotectsGagainstGpxperimentalGαiralGtnfectionGinGsumansGthroughGtheGtnductionGofG
nytokinesGlssociatedGwithGörainedGtmmunityUGCelldHostdanddMicrobeSG2018SGYZSGcdTXWWUe] 23.4 537

516 –harmacomicrobiomicseGaGnovelGrouteGtowardsGpersonalizedGmedicinejUGProteindanddCellSG2018SGdSG[ZYT[[]7.2 70

515 tnterplayGofGhostGgeneticsGandGgutGmicrobiotaGunderlyingGtheGonsetGandGclinicalGpresentationGofG
inflammatoryGbowelGdiseaseUGGutSG2018SGabSGXWcTXXd 19.2 368

514 oysbiosisGofGtheGbuccalGmucosaGmicrobiomeGinGprimaryGçjˆ¶grenNsGsyndromeGpatientsUGRheumatologySG
2018SG]bSGYYY]TYYZ[ 3.9 31

513 xetaTanalysisGofGhumanGgenomeTmicrobiomeGassociationGstudieseGtheGximiorenGconsortiumG
initiativeUGMicrobiomeSG2018SGaSGXWX 16.6 53

512 renomeTwideGidentificationGofGdirectedGgeneGnetworksGusingGlargeTscaleGpopulationGgenomicsGdataUG
NaturedCommunicationsSG2018SGdSGZWdb 17.4 13

511 nommonGoiseaseGtsGxoreGnomplexGöhanGtmpliedGbyGtheGnoreGreneGzmnigenicGxodelUGCellSG2018SG
XbZSGX]bZTX]cW 56.2 151

510 snppnrichReGanalyzingGcoTlocalizationGofGçy–sGandGtheirGproxiesGinGgenomicGregionsUGBioinformaticsSG
2018SGZ[SG[XXYT[XX[ 7.2 1

509 oetectionGofGstableGcommunityGstructuresGwithinGgutGmicrobiotaGcoToccurrenceGnetworksGfromG
differentGhumanGpopulationsUGPeerJSG2018SGaSGe[ZWZ 3.1 28

508 öheGtnterTRelationshipGofG–lateletsGwithGtnterleukinTX˛†TxediatedGtnflammationGinGsumansUG
ThrombosisdanddHaemostasisSG2018SGXXcSGYXXYTYXY] 7 19

507 rutGmicrobiotaGcompositionGandGfunctionalGchangesGinGinflammatoryGbowelGdiseaseGandGirritableG
bowelGsyndromeUGSciencedTranslationaldMedicineSG2018SGXWSG 17.5 159
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506 xetaTanalysisGofGtmmunochipGdataGofGfourGautoimmuneGdiseasesGrevealsGnovelGsingleTdiseaseGandG
crossTphenotypeGassociationsUGGenomedMedicineSG2018SGXWSGdb 14.4 46

505 tndividualGvariationsGinGcardiovascularTdiseaseTrelatedGproteinGlevelsGareGdrivenGbyGgeneticsGandGgutG
microbiomeUGNaturedGeneticsSG2018SG]WSGX]Y[TX]ZY 36.3 54

504 xultiomicsGlnalysesGtoGoeliverGtheGxostGpffectiveGöreatmentGtoGpveryG–atientGβithGtnflammatoryG
mowelGoiseaseUGGastroenterologySG2018SGX]]SGeXTe[ 13.3 18

503 lutosomalGgeneticGvariationGisGassociatedGwithGoylGmethylationGinGregionsGvariablyGescapingG
γTchromosomeGinactivationUGNaturedCommunicationsSG2018SGdSGZbZc 17.4 12

502 tntegrationGofGmultiTomicsGdataGandGdeepGphenotypingGenablesGpredictionGofGcytokineGresponsesUG
NaturedImmunologySG2018SGXdSGbbaTbca 19.1 63

501 lGlocusGatGbpX[UZGpredisposesGtoGrefractoryGceliacGdiseaseGprogressionGfromGceliacGdiseaseUGEuropeand
JournaldofdGastroenterologydanddHepatologySG2018SGZWSGcYcTcZb 2.2 16

500 lGliverTspecificGlongGnoncodingGRylGwithGaGroleGinGcellGviabilityGisGelevatedGinGhumanGnonalcoholicG
steatohepatitisUGHepatologySG2017SGaaSGbd[TcWc 11.2 61

499 qactorsGthatGinfluenceGtheGvolatileGorganicGcompoundGcontentGinGhumanGbreathUGJournaldofdBreathd
ResearchSG2017SGXXSGWXaWXZ 3.1 58

498 öheGinfluenceGofGprotonGpumpGinhibitorsGandGotherGcommonlyGusedGmedicationGonGtheGgutG
microbiotaUGGutdMicrobesSG2017SGcSGZ]XTZ]c 8.8 87

497 rlαtyeGreneTlwareGαariantGtyterpretationGforGmedicalGsequencingUGGenomedBiologySG2017SGXcSGa 18.3 36

496 yoGassociationGbetweenGglutenGsensitivityGandGamyotrophicGlateralGsclerosisUGJournaldofdNeurologySG
2017SGYa[SGad[TbWW 5.5 4

495 lGrβlçGmetaTanalysisGsuggestsGrolesGforGxenobioticGmetabolismGandGionGchannelGactivityGinGtheG
biologyGofGstoolGfrequencyUGGutSG2017SGaaSGb]aTb]c 19.2 12

494 xaintenanceGofGmacrophageGtranscriptionalGprogramsGandGintestinalGhomeostasisGbyGepigeneticG
readerGç–X[WUGSciencedImmunologySG2017SGYSG 28 28

493 xissingGheritabilityeGisGtheGgapGclosingjGlnGanalysisGofGZYGcomplexGtraitsGinGtheGwifelinesGnohortG
çtudyUGEuropeandJournaldofdHumandGeneticsSG2017SGY]SGcbbTcc] 5.3 43

492 öheGxsnGlocusGandGgeneticGsusceptibilityGtoGautoimmuneGandGinfectiousGdiseasesUGGenomedBiologySG
2017SGXcSGba 18.3 235

491 yegativeGselectionGinGhumansGandGfruitGfliesGinvolvesGsynergisticGepistasisUGScienceSG2017SGZ]aSG]ZdT][Y 33.3 53

490 oiseaseGvariantsGalterGtranscriptionGfactorGlevelsGandGmethylationGofGtheirGbindingGsitesUGNatured
GeneticsSG2017SG[dSGXZXTXZc 36.3 252

489 tdentificationGofGcontextTdependentGexpressionGquantitativeGtraitGlociGinGwholeGbloodUGNatured
GeneticsSG2017SG[dSGXZdTX[] 36.3 240

(2017-2018)
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488 xetaTlnalysisGofGrenomeTβideGlssociationGçtudiesGforGlbdominalGlorticGlneurysmGtdentifiesGqourG
yewGoiseaseTçpecificGRiskGwociUGCirculationdResearchSG2017SGXYWSGZ[XTZ]Z 15.7 97

487 renomeTwideGlnalysisGofGçölöZTxediatedGöranscriptionGduringGparlyGsumanGöhXbGnellG
oifferentiationUGCelldReportsSG2017SGXdSGXcccTXdWX 10.6 51

486 lGrenomeTwideGlssociationGçtudyGtdentifiesGRiskGlllelesGinG–lasminogenGandG–[slYGlssociatedG
withGriantGnellGlrteritisUGAmericandJournaldofdHumandGeneticsSG2017SGXWWSGa[Tb[ 11 43

485 renomeTwideGassociationGstudyGofGprimaryGsclerosingGcholangitisGidentifiesGnewGriskGlociGandG
quantifiesGtheGgeneticGrelationshipGwithGinflammatoryGbowelGdiseaseUGNaturedGeneticsSG2017SG[dSGYadTYbZ36.3 140

484 ppigenomeTwideGassociationGstudyGofGbodyGmassGindexSGandGtheGadverseGoutcomesGofGadiposityUG
NatureSG2017SG][XSGcXTca 50.4 511

483 RapidGöargetedGrenomicsGinGnriticallyGtllGyewbornsUGPediatricsSG2017SGX[WSG 7.4 69

482 pxomeGsequencingGandGnetworkGanalysisGidentifiesGsharedGmechanismsGunderlyingGspinocerebellarG
ataxiaUGBrainSG2017SGX[WSGYcaWTYcbc 11.2 68

481 sabitualGdietGandGdietGqualityGinGtrritableGmowelGçyndromeeGl´ caseTcontrolGstudyUG
NeurogastroenterologydanddMotilitySG2017SGYdSGeXZX]X 4 9

480 oylGxethylationGlnalysisGtdentifiesGwociGforGmloodG–ressureGRegulationUGAmericandJournaldofdHumand
GeneticsSG2017SGXWXSGcccTdWY 11 83

479 nontextTspecificGeffectsGofGgeneticGvariantsGassociatedGwithGautoimmuneGdiseaseUGHumandMoleculard
GeneticsSG2017SGYaSGRXc]TRXdY 5.6 22

478 sostGreneticsGandGrutGxicrobiomeeGnhallengesGandG–erspectivesUGTrendsdindImmunologySG2017SGZcSGaZZTa[b14.4 149

477 lnGepigenomeTwideGassociationGstudyGmetaTanalysisGofGeducationalGattainmentUGMoleculard
PsychiatrySG2017SGYYSGXacWTXadW 15.1 46

476 öheGemergingGlandscapeGofGdynamicGoylGmethylationGinGearlyGchildhoodUGBMCdGenomicsSG2017SGXcSGY] 4.5 32

475 lnGintegrativeGgenomicsGapproachGidentifiesGnovelGpathwaysGthatGinfluenceGcandidaemiaG
susceptibilityUGPLoSdONESG2017SGXYSGeWXcWcY[ 3.7 17

474 nommonGpolygenicGvariationGinGcoeliacGdiseaseGandGconfirmationGofGZyqZZ]GandGytqlGasGdiseaseG
susceptibilityGlociUGEuropeandJournaldofdHumandGeneticsSG2016SGY[SGYdXTb 5.3 18

473 lssociationGanalysisGofGcopyGnumbersGofGqnTgammaGreceptorGgenesGforGrheumatoidGarthritisGandG
otherGimmuneTmediatedGphenotypesUGEuropeandJournaldofdHumandGeneticsSG2016SGY[SGYaZTbW 5.3 14

472 lGreferenceGpanelGofGa[SdbaGhaplotypesGforGgenotypeGimputationUGNaturedGeneticsSG2016SG[cSGXYbdTcZ 36.3 1447

471 RewiringGcellularGmetabolismGviaGtheGlvöVmözRGpathwayGcontributesGtoGhostGdefenceGagainstG
xycobacteriumGtuberculosisGinGhumanGandGmurineGcellsUGEuropeandJournaldofdImmunologySG2016SG[aSGY]b[TY]ca6.1 87

CiscatWijmenga
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470 ]YGreneticGwociGtnfluencingGxyocardial´ xassUGJournaldofdthedAmericandCollegedofdCardiologySG2016SG
acSGX[Z]TX[[c 15.1 76

469 çharedGreneticGRiskGqactorsGofGtntracranialSGlbdominalSGandGöhoracicGlneurysmsUGJournaldofdthed
AmericandHeartdAssociationSG2016SG]SG 6 34

468 seritabilityGofGnonTswlGgeneticsGinGcoeliacGdiseaseeGaGpopulationTbasedGstudyGinGXWbGWWWGtwinsUGGutSG
2016SGa]SGXbdZTXbdc 19.2 56

467 lGhighTqualityGhumanGreferenceGpanelGrevealsGtheGcomplexityGandGdistributionGofGgenomicGstructuralG
variantsUGNaturedCommunicationsSG2016SGbSGXYdcd 17.4 70

466 tmmunochipGanalysisGidentifiesGnovelGsusceptibilityGlociGinGtheGhumanGleukocyteGantigenGregionGforG
acquiredGthromboticGthrombocytopenicGpurpuraUGJournaldofdThrombosisdanddHaemostasisSG2016SGX[SGYZ]aTYZab15.4 8

465 oifferentialGpffectsGofGpnvironmentalGandGreneticGqactorsGonGöGandGmGnellGtmmuneGöraitsUGCelld
ReportsSG2016SGXbSGY[b[TY[cb 10.6 100

464 qunctionalGandGrenomicGlrchitectureGofGmorreliaGburgdorferiTtnducedGnytokineGResponsesGinG
sumansUGCelldHostdanddMicrobeSG2016SGYWSGcYYTcZZ 23.4 27

463 lGqunctionalGrenomicsGlpproachGtoGʼnderstandGαariationGinGnytokineG–roductionGinGsumansUGCellSG
2016SGXabSGXWddTXXXWUeX[ 56.2 163

462 sostGandGpnvironmentalGqactorsGtnfluencingGtndividualGsumanGnytokineGResponsesUGCellSG2016SGXabSGXXXXTXXY[UeXZ56.2 244

461 winkingGtheGsumanGrutGxicrobiomeGtoGtnflammatoryGnytokineG–roductionGnapacityUGCellSG2016SGXabSGXXY]TXXZaUec56.2 457

460 lGnovelGbiomarkerGpanelGforGirritableGbowelGsyndromeGandGtheGapplicationGinGtheGgeneralG
populationUGScientificdReportsSG2016SGaSGYa[YW 4.9 27

459 öheGinfluenceGofGaGshortTtermGglutenTfreeGdietGonGtheGhumanGgutGmicrobiomeUGGenomedMedicineSG
2016SGcSG[] 14.4 135

458 öheGswlTo ˛†XGinsertionGisGaGstrongGachalasiaGriskGfactorGandGdisplaysGaGgeospatialGnorthTsouthG
gradientGamongGpuropeansUGEuropeandJournaldofdHumandGeneticsSG2016SGY[SGXYYcTZX 5.3 16

457 ldultGheightSGcoronaryGheartGdiseaseGandGstrokeeGaGmultiTlocusGxendelianGrandomizationG
metaTanalysisUGInternationaldJournaldofdEpidemiologySG2016SG[]SGXdYbTXdZb 7.8 65

456 –rotonGpumpGinhibitorsGaffectGtheGgutGmicrobiomeUGGutSG2016SGa]SGb[WTc 19.2 575

455 RareGvariantGinGscavengerGreceptorGmtGraisesGsowGcholesterolGandGincreasesGriskGofGcoronaryGheartG
diseaseUGScienceSG2016SGZ]XSGXXaaTbX 33.3 325

454 lGlargeGvarietyGofGclinicalGfeaturesGandGconcomitantGdisordersGinGceliacGdiseaseGTGlGcohortGstudyGinG
theGyetherlandsUGDigestivedanddLiverdDiseaseSG2016SG[cSG[ddT]W] 3.3 39

453 RefinedGmappingGofGautoimmuneGdiseaseGassociatedGgeneticGvariantsGwithGgeneGexpressionG
suggestsGanGimportantGroleGforGnonTcodingGRylsUGJournaldofdAutoimmunitySG2016SGacSGaYTb[ 15.5 44

(2016-2016)
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452 öransmissionGofGhumanGmtoylGheteroplasmyGinGtheGrenomeGofGtheGyetherlandsGfamilieseGsupportG
forGaGvariableTsizeGbottleneckUGGenomedResearchSG2016SGYaSG[XbTYa 9.7 48

451 ʼnderstandingGneliacGoiseaseGbyGrenomicsUGTrendsdindGeneticsSG2016SGZYSGYd]TZWc 8.5 50

450 qunctionalGimplicationsGofGdiseaseTspecificGvariantsGinGlociGjointlyGassociatedGwithGcoeliacGdiseaseGandG
rheumatoidGarthritisUGHumandMoleculardGeneticsSG2016SGY]SGXcWTdW 5.6 20

449 rutGmicrobiotaGcompositionGassociatedGwithGstoolGconsistencyUGGutSG2016SGa]SG][WTY 19.2 72

448
tnvestigatingGtheGnausalGRelationshipGofGnTReactiveG–roteinGwithGZYGnomplexGçomaticGandG
–sychiatricGzutcomeseGlGwargeTçcaleGnrossTnonsortiumGxendelianGRandomizationGçtudyUGPLoSd
MedicineSG2016SGXZSGeXWWXdba

11.6 100

447 –ooledGResequencingGofGXYYGʼlcerativeGnolitisGrenesGinGaGwargeGoutchGnohortGçuggestsG
–opulationTçpecificGlssociationsGofGRareGαariantsGinGxʼnYUGPLoSdONESG2016SGXXSGeWX]daWd 3.7 18

446 posinophilGnountGtsGaGnommonGqactorGforGnomplexGxetabolicGandG–ulmonaryGöraitsGandGoiseaseseG
öheGwifewinesGnohortGçtudyUGPLoSdONESG2016SGXXSGeWXac[cW 3.7 18

445 tnterTindividualGvariabilityGandGgeneticGinfluencesGonGcytokineGresponsesGtoGbacteriaGandGfungiUG
NaturedMedicineSG2016SGYYSGd]YTaW 50.5 106

444 öxpxY]cGtsGaGnomponentGofGtheGzligosaccharyltransferaseGnomplexGnontrollingGpRGçtressGandG
tntestinalGtnflammationUGCelldReportsSG2016SGXbSGYd]]TYda] 10.6 22

443 –opulationTbasedGmetagenomicsGanalysisGrevealsGmarkersGforGgutGmicrobiomeGcompositionGandG
diversityUGScienceSG2016SGZ]YSG]a]Td 33.3 929

442 –opulationTlevelGanalysisGofGgutGmicrobiomeGvariationUGScienceSG2016SGZ]YSG]aWT[ 33.3 1120

441 lgeTrelatedGaccrualGofGmethylomicGvariabilityGisGlinkedGtoGfundamentalGageingGmechanismsUGGenomed
BiologySG2016SGXbSGXdX 18.3 80

440 öheGeffectGofGhostGgeneticsGonGtheGgutGmicrobiomeUGNaturedGeneticsSG2016SG[cSGX[WbTX[XY 36.3 434

439 mloodGlipidsGinfluenceGoylGmethylationGinGcirculatingGcellsUGGenomedBiologySG2016SGXbSGXZc 18.3 118

438 ʼnderstandingGhumanGimmuneGfunctionGusingGtheGresourcesGfromGtheGsumanGqunctionalGrenomicsG
–rojectUGNaturedMedicineSG2016SGYYSGcZXTZ 50.5 43

437 αolatileGorganicGcompoundsGinGbreathGasGmarkersGforGirritableGbowelGsyndromeeGaGmetabolomicG
approachUGAlimentarydPharmacologydanddTherapeuticsSG2016SG[[SG[]T]a 6.1 29

436 reneGexpressionGanalysisGidentifiesGglobalGgeneGdosageGsensitivityGinGcancerUGNaturedGeneticsSG2015SG
[bSGXX]TY] 36.3 219

435 lGgenomeTwideGassociationGstudyGofGrheumatoidGarthritisGwithoutGantibodiesGagainstGcitrullinatedG
peptidesUGAnnalsdofdthedRheumaticdDiseasesSG2015SGb[SGeX] 2.4 49
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434 nellGçpecificGe öwGlnalysisGwithoutGçortingGnellsUGPLoSdGeneticsSG2015SGXXSGeXWW]YYZ 6 81

433 –opulationTspecificGgenotypeGimputationsGusingGminimacGorGtx–ʼöpYUGNaturedProtocolsSG2015SGXWSGXYc]Tda18.8 59

432 reneticsGofGceliacGdiseaseUGBailliereksdBestdPracticedanddResearchdindClinicaldGastroenterologySG2015SG
YdSGZddT[XY 2.5 31

431 tntegratedGrenomicsGofGnrohnNsGoiseaseGRiskGαariantGtdentifiesGaGRoleGforGnwpnXYlGinGlntibacterialG
lutophagyUGCelldReportsSG2015SGXXSGXdW]TXc 10.6 32

430 tmprovingG–henotypicG–redictionGbyGnombiningGreneticGandGppigeneticGlssociationsUGAmericand
JournaldofdHumandGeneticsSG2015SGdbSGb]Tc] 11 85

429 pvaluationGofGpuropeanGcoeliacGdiseaseGriskGvariantsGinGaGnorthGtndianGpopulationUGEuropeandJournald
ofdHumandGeneticsSG2015SGYZSG]ZWT] 5.3 11

428 lutoimmuneGoiseaseGinGqirstToegreeGRelativesGandGçpousesGofGtndividualsGβithGneliacGoiseaseUG
ClinicaldGastroenterologydanddHepatologySG2015SGXZSGXYbXTXYbbUeY 6.9 22

427 nharacteristicsGofGdeGnovoGstructuralGchangesGinGtheGhumanGgenomeUGGenomedResearchSG2015SGY]SGbdYTcWX9.7 83

426 renomeTwideGpatternsGandGpropertiesGofGdeGnovoGmutationsGinGhumansUGNaturedGeneticsSG2015SG[bSGcYYTcYa36.3 267

425 reneticGevidenceGforG–wlçxtyzrpyGasGaGsharedGgeneticGriskGfactorGofGcoronaryGarteryGdiseaseGandG
periodontitisUGCirculation:dCardiovasculardGeneticsSG2015SGcSGX]dTab 61

424 qineGmappingGinGtheGxsnGregionGaccountsGforGXcLGadditionalGgeneticGriskGforGceliacGdiseaseUGNatured
GeneticsSG2015SG[bSG]bbTc 36.3 99

423 lGlargeTscaleGgeneticGanalysisGrevealsGaGstrongGcontributionGofGtheGswlGclassGttGregionGtoGgiantGcellG
arteritisGsusceptibilityUGAmericandJournaldofdHumandGeneticsSG2015SGdaSG]a]TcW 11 96

422 lppleGorGpeareGsizeGandGshapeGmatterUGCelldMetabolismSG2015SGYXSG]WbTc 24.6 21

421 nontrastingGtheGreneticGmackgroundGofGöypeGXGoiabetesGandGneliacGoiseaseGlutoimmunityUGDiabetesd
CareSG2015SGZcGçupplGYSGçZbT[[ 14.6 31

420 öransTancestryGgenomeTwideGassociationGstudyGidentifiesGXYGgeneticGlociGinfluencingGbloodGpressureG
andGimplicatesGaGroleGforGoylGmethylationUGNaturedGeneticsSG2015SG[bSGXYcYTXYdZ 36.3 223

419 ʼbiquitinGwigaseGöRtxaYGRegulatesGnlRodTxediatedGlntiTfungalGtmmunityGandGtntestinalG
tnflammationUGImmunitySG2015SG[ZSGbX]TYa 32.3 80

418 βidespreadGnonTadditiveGandGinteractionGeffectsGwithinGswlGlociGmodulateGtheGriskGofGautoimmuneG
diseasesUGNaturedGeneticsSG2015SG[bSGXWc]TdW 36.3 112

417 noeliacGdiseaseGandGautoimmuneGdiseaseTgeneticGoverlapGandGscreeningUGNaturedReviewsd
GastroenterologydanddHepatologySG2015SGXYSG]WbTX] 24.2 78

(2015-2015)
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416 renomeGofGöheGyetherlandsGpopulationTspecificGimputationsGidentifyGanGlmnlaGvariantGassociatedG
withGcholesterolGlevelsUGNaturedCommunicationsSG2015SGaSGaWa] 17.4 32

415 öheGrutGxicrobiomeGnontributesGtoGaGçubstantialG–roportionGofGtheGαariationGinGmloodGwipidsUG
CirculationdResearchSG2015SGXXbSGcXbTY[ 15.7 368

414 çystematicGannotationGofGceliacGdiseaseGlociGrefinesGpathologicalGpathwaysGandGsuggestsGaGgeneticG
explanationGforGincreasedGinterferonTgammaGlevelsUGHumandMoleculardGeneticsSG2015SGY[SGZdbT[Wd 5.6 43

413 pvaluationGofGnlooGçcoresGinGnuratedGxismatchGRepairGreneGαariantsGYieldsGaGxodelGforGnlinicalG
αalidationGandG–rioritizationUGHumandMutationSG2015SGZaSGbXYTd 4.7 32

412 öheGgeneticsGofGpastGlfricanGpopulationseGaGyiloTçaharanGcomponentGinGtheGlfricanGgeneticG
landscapeUGScientificdReportsSG2015SG]SGddda 4.9 21

411 nohortGprofileeGwifewinesGopp–SGaGprospectiveSGgeneralGpopulationGcohortGstudyGinGtheGnorthernG
yetherlandseGstudyGdesignGandGbaselineGcharacteristicsUGBMJdOpenSG2015SG]SGeWWabbY 3 136

410 nallingGgenotypesGfromGpublicGRylTsequencingGdataGenablesGidentificationGofGgeneticGvariantsGthatG
affectGgeneTexpressionGlevelsUGGenomedMedicineSG2015SGbSGZW 14.4 45

409 nonceptGandGdesignGofGaGgenomeTwideGassociationGgenotypingGarrayGtailoredGforG
transplantationTspecificGstudiesUGGenomedMedicineSG2015SGbSGdW 14.4 38

408 rβlçGasGaGoriverGofGreneGoiscoveryGinGnardiometabolicGoiseasesUGTrendsdindEndocrinologydandd
MetabolismSG2015SGYaSGbYYTbZY 8.8 24

407 tmpactGonGparentsGofGswlTo YVo cGgenotypingGinGhealthyGchildrenGfromGcoeliacGfamiliesUGEuropeand
JournaldofdHumandGeneticsSG2015SGYZSG[W]Tc 5.3 7

406 oeterminingGtheGassociationGbetweenGadipokineGexpressionGinGmultipleGtissuesGandGphenotypicG
featuresGofGnonTalcoholicGfattyGliverGdiseaseGinGobesityUGNutritiondanddDiabetesSG2015SG]SGeX[a 4.7 29

405 –olymorphismsGnearGömγ]GandGroqbGareGassociatedGwithGincreasedGriskGforGmarrettNsGesophagusUG
GastroenterologySG2015SGX[cSGZabTbc 13.3 76

404 öheGRtrTtTlikeGhelicaseGreceptorGxol]GOtqtsXPGisGinvolvedGinGtheGhostGdefenseGagainstGnandidaG
infectionsUGEuropeandJournaldofdClinicaldMicrobiologydanddInfectiousdDiseasesSG2015SGZ[SGdaZTdb[ 5.3 46

403 swlToRmXQWZeWXGandGswlToRmXQW[eWXGmodifyGtheGpresentationGandGoutcomeGinGautoimmuneG
hepatitisGtypeTXUGGenesdanddImmunitySG2015SGXaSGY[bT]Y 4.4 63

402 nohortG–rofileeGwifewinesSGaGthreeTgenerationGcohortGstudyGandGbiobankUGInternationaldJournaldofd
EpidemiologySG2015SG[[SGXXbYTcW 7.8 364

401 renomeTwideGassociationGstudyGidentifiesGvariantsGassociatedGwithGautoimmuneGhepatitisGtypeGXUG
GastroenterologySG2014SGX[bSG[[ZT]YUe] 13.3 201

400 öheGrenomeGofGtheGyetherlandseGdesignSGandGprojectGgoalsUGEuropeandJournaldofdHumandGeneticsSG
2014SGYYSGYYXTb 5.3 184

399 weveragingGcrossTspeciesGtranscriptionGfactorGbindingGsiteGpatternseGfromGdiabetesGriskGlociGtoG
diseaseGmechanismsUGCellSG2014SGX]aSGZ[ZT]c 56.2 96
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398
nonvergentGevolutionGinGpuropeanGandGRromaGpopulationsGrevealsGpressureGexertedGbyGplagueGonG
öollTlikeGreceptorsUGProceedingsdofdthedNationaldAcademydofdSciencesdofdthedUniteddStatesdofdAmericaSG
2014SGXXXSGYaacTbZ

11.5 64

397
reneTcentricGmetaTanalysesGforGcentralGadiposityGtraitsGinGupGtoG]bG[XYGindividualsGofGpuropeanG
descentGconfirmGknownGlociGandGrevealGseveralGnovelGassociationsUGHumandMoleculardGeneticsSG2014SG
YZSGY[dcT]XW

5.6 22

396 norrelationGofGgeneticGriskGandGmessengerGRylGexpressionGinGaGöhXbVtwYZGpathwayGanalysisGinG
inflammatoryGbowelGdiseaseUGInflammatorydBoweldDiseasesSG2014SGYWSGbbbTcY 4.5 16

395 lGlargeGcandidateTgeneGassociationGstudyGsuggestsGgeneticGvariantsGatGtRq]GandG–RoxXGtoGbeG
associatedGwithGaggressiveGperiodontitisUGJournaldofdClinicaldPeriodontologySG2014SG[XSGXXYYTZX 7.7 20

394 reneticGandGmicrobialGfactorsGmodulatingGtheGubiquitinGproteasomeGsystemGinGinflammatoryGbowelG
diseaseUGGutSG2014SGaZSGXYa]Tb[ 19.2 58

393 xpqαGmutationsGaffectingGpyrinGaminoGacidG]bbGcauseGautosomalGdominantGautoinflammatoryG
diseaseUGAnnalsdofdthedRheumaticdDiseasesSG2014SGbZSG[]]TaX 2.4 75

392 renomeTwideGassociationGanalysisGidentifiesGsixGnewGlociGassociatedGwithGforcedGvitalGcapacityUG
NaturedGeneticsSG2014SG[aSGaadTbb 36.3 104

391 reneticsGofGimmuneTmediatedGdisorderseGfromGgenomeTwideGassociationGtoGmolecularGmechanismUG
CurrentdOpiniondindImmunologySG2014SGZXSG]XTb 7.8 32

390 ppigeneticGprogrammingGofGmonocyteTtoTmacrophageGdifferentiationGandGtrainedGinnateGimmunityUG
ScienceSG2014SGZ[]SGXY]XWca 33.3 870

389 –leiotropicGeffectsGofGlipidGgenesGonGplasmaGglucoseSGsblXcSGandGszxlTtRGlevelsUGDiabetesSG2014SG
aZSGZX[dT]c 0.9 54

388 RandomizedGfeedingGinterventionGinGinfantsGatGhighGriskGforGceliacGdiseaseUGNewdEnglanddJournaldofd
MedicineSG2014SGZbXSGXZW[TX] 59.2 297

387 reneTageGinteractionsGinGbloodGpressureGregulationeGaGlargeTscaleGinvestigationGwithGtheGnslRrpSG
rlobalGm–genSGandGtnm–GnonsortiaUGAmericandJournaldofdHumandGeneticsSG2014SGd]SGY[TZc 11 80

386 xetaTanalysisGinGmoreGthanGXbSdWWGcasesGofGischemicGstrokeGrevealsGaGnovelGassociationGatGXYqY[UXYUG
NeurologySG2014SGcZSGabcTc] 6.5 78

385 tmmunochipGanalysisGidentifiesGmultipleGsusceptibilityGlociGforGsystemicGsclerosisUGAmericandJournald
ofdHumandGeneticsSG2014SGd[SG[bTaX 11 151

384 nommonGgenesGunderlyingGasthmaGandGnz–ojGrenomeTwideGanalysisGonGtheGoutchGhypothesisUG
EuropeandRespiratorydJournalSG2014SG[[SGcaWTbY 13.6 35

383 βholeTgenomeGsequenceGvariationSGpopulationGstructureGandGdemographicGhistoryGofGtheGoutchG
populationUGNaturedGeneticsSG2014SG[aSGcXcTY] 36.3 514

382 mözRTGandGstqTX˛–TmediatedGaerobicGglycolysisGasGmetabolicGbasisGforGtrainedGimmunityUGScienceSG
2014SGZ[]SGXY]Wac[ 33.3 1020

381 nommonGvariantsGinGtheGswlTo GregionGconferGsusceptibilityGtoGidiopathicGachalasiaUGNatured
GeneticsSG2014SG[aSGdWXT[ 36.3 75

(2014-2014)
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380 öheGgenomeGrevolutionGandGitsGroleGinGunderstandingGcomplexGdiseasesUGBiochimicadEtdBiophysicad
ActadrdMoleculardBasisdofdDiseaseSG2014SGXc[YSGXccdTXcd] 6.9 39

379 yovelGchildhoodGasthmaGgenesGinteractGwithGinGuteroGandGearlyTlifeGtobaccoGsmokeGexposureUG
JournaldofdAllergydanddClinicaldImmunologySG2014SGXZZSGcc]Tc 11.5 36

378 niliaryGgenesGareGdownTregulatedGinGbronchialGtissueGofGprimaryGciliaryGdyskinesiaGpatientsUGPLoSdONE
SG2014SGdSGeccYXa 3.7 13

377 öheGnopperGxetabolismGxʼRRXGdomainGproteinGXGOnzxxoXPGmodulatesGtheGaggregationGofG
misfoldedGproteinGspeciesGinGaGclientTspecificGmannerUGPLoSdONESG2014SGdSGedY[Wc 3.7 30

376 tmpactGofGglobalGqxrGdeficiencyGonGexperimentalGacuteGpancreatitisGandGgeneticGvariationGinGtheGqγRG
locusGinGhumanGacuteGpancreatitisUGPLoSdONESG2014SGdSGeXX[ZdZ 3.7 7

375 llleleGandGhaplotypeGfrequenciesGforGswlTo GinGtranianGceliacGdiseaseGpatientsUGWorlddJournaldofd
GastroenterologySG2014SGYWSGaZWYTc 5.6 41

374 reneticGandGepigeneticGregulationGofGgeneGexpressionGinGfetalGandGadultGhumanGliversUGBMCd
GenomicsSG2014SGX]SGcaW 4.5 90

373 tnnateGimmuneGactivityGisGdetectedGpriorGtoGseroconversionGinGchildrenGwithGswlTconferredGtypeGXG
diabetesGsusceptibilityUGDiabetesSG2014SGaZSGY[WYTX[ 0.9 117

372
renomeTwideGstudyGofGpercentGemphysemaGonGcomputedGtomographyGinGtheGgeneralGpopulationUG
öheGxultiTpthnicGçtudyGofGltherosclerosisGwungVçy–GsealthGlssociationGResourceGçtudyUGAmericand
JournaldofdRespiratorydanddCriticaldCaredMedicineSG2014SGXcdSG[WcTXc

10.2 77

371 tmprovedGimputationGqualityGofGlowTfrequencyGandGrareGvariantsGinGpuropeanGsamplesGusingGtheG
NrenomeGofGöheGyetherlandsNUGEuropeandJournaldofdHumandGeneticsSG2014SGYYSGXZYXTa 5.3 74

370 öspxtçGandG–ö–RvGinGceliacGintestinalGmucosaeGcoexpressionGinGdiseaseGandGafterGinGvitroGgliadinG
challengeUGEuropeandJournaldofdHumandGeneticsSG2014SGYYSGZ]cTaY 5.3 19

369 lutophagyGcontrolsGmnrTinducedGtrainedGimmunityGandGtheGresponseGtoGintravesicalGmnrGtherapyG
forGbladderGcancerUGPLoSdPathogensSG2014SGXWSGeXWW[[c] 7.6 117

368 tmmunochipGçy–GarrayGidentifiesGnovelGgeneticGvariantsGconferringGsusceptibilityGtoGcandidaemiaUG
NaturedCommunicationsSG2014SG]SG[ab] 17.4 62

367 tmmunogeneticsGofGneliacGoiseaseUGClinicaldGastroenterologySG2014SG]ZTaa 0 2

366 tmprovingGpredictionGofGtypeGXGdiabetesGbyGtestingGnonTswlGgeneticGvariantsGinGadditionGtoGswlG
markersUGPediatricdDiabetesSG2014SGX]SGZ]]TaY 3.6 43

365 tmprovingGcoeliacGdiseaseGriskGpredictionGbyGtestingGnonTswlGvariantsGadditionalGtoGswlGvariantsUG
GutSG2014SGaZSG[X]TYY 19.2 92

364 pxpressionGprofilesGofGlongGnonTcodingGRylsGlocatedGinGautoimmuneGdiseaseTassociatedGregionsG
revealGimmuneGcellTtypeGspecificityUGGenomedMedicineSG2014SGaSGcc 14.4 79

363 neliacGdiseaseGgeneticseGpastSGpresentGandGfutureGchallengesUGJournaldofdPediatricdGastroenterologyd
anddNutritionSG2014SG]dGçupplGXSGç[Tb 2.8 17
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362 reneTcentricGmetaTanalysisGinGcbSbZaGindividualsGofGpuropeanGancestryGidentifiesGmultipleG
bloodTpressureTrelatedGlociUGAmericandJournaldofdHumandGeneticsSG2014SGd[SGZ[dTaW 11 131

361 nopperGmetabolismGdomainTcontainingGXGrepressesGgenesGthatGpromoteGinflammationGandGprotectsG
miceGfromGcolitisGandGcolitisTassociatedGcancerUGGastroenterologySG2014SGX[bSGXc[TXd]UeZ 13.3 24

360 qineGmappingGofGtheGceliacGdiseaseTassociatedGw––GlocusGrevealsGaGpotentialGfunctionalGvariantUG
HumandMoleculardGeneticsSG2014SGYZSGY[cXTd 5.6 23

359 narddGmediatesGintestinalGepithelialGcellGrestitutionSGöThelperGXbGresponsesSGandGcontrolGofGbacterialG
infectionGinGmiceUGGastroenterologySG2013SGX[]SG]dXTaWXUeZ 13.3 107

358 xappingGofGimmuneTmediatedGdiseaseGgenesUGAnnualdReviewdofdGenomicsdanddHumandGeneticsSG2013
SGX[SGZY]T]Z 9.7 92

357 oietaryGpatternsGandGtheGriskGofGtypeGYGdiabetesGinGoverweightGandGobeseGindividualsUGEuropeand
JournaldofdNutritionSG2013SG]YSGXXYbTZ[ 5.2 29

356 lssociationGofGvariantsGinGtwYRlGwithGprogressionGofGjointGdestructionGinGrheumatoidGarthritisUG
ArthritisdanddRheumatismSG2013SGa]SGXac[TdZ 36

355 nlinicalGimplicationsGofGsharedGgeneticsGandGpathogenesisGinGautoimmuneGdiseasesUGNaturedReviewsd
EndocrinologySG2013SGdSGa[aT]d 15.2 86

354 renomeTwideGassociationGstudyGofGcoronaryGandGaorticGcalcificationGimplicatesGriskGlociGforGcoronaryG
arteryGdiseaseGandGmyocardialGinfarctionUGAtherosclerosisSG2013SGYYcSG[WWT] 3.1 78

353 oiscoveryGandGrefinementGofGlociGassociatedGwithGlipidGlevelsUGNaturedGeneticsSG2013SG[]SGXYb[TXYcZ 36.3 1904

352 nommonGvariantsGassociatedGwithGplasmaGtriglyceridesGandGriskGforGcoronaryGarteryGdiseaseUGNatured
GeneticsSG2013SG[]SGXZ[]T]Y 36.3 597

351 lssociationGbetweenGvariantsGofG–RoxXGandGyo–]YGandGnrohnNsGdiseaseSGbasedGonGexomeG
sequencingGandGfunctionalGstudiesUGGastroenterologySG2013SGX[]SGZZdT[b 13.3 125

350 wociGinfluencingGbloodGpressureGidentifiedGusingGaGcardiovascularGgeneTcentricGarrayUGHumand
MoleculardGeneticsSG2013SGYYSGXaaZTbc 5.6 119

349 qunctionalGgenomicsGidentifiesGtypeGtGinterferonGpathwayGasGcentralGforGhostGdefenseGagainstG
nandidaGalbicansUGNaturedCommunicationsSG2013SG[SGXZ[Y 17.4 119

348 tdentificationGofGmultipleGindependentGsusceptibilityGlociGinGtheGswlGregionGinGmehˆ§etNsGdiseaseUG
NaturedGeneticsSG2013SG[]SGZXdTY[ 36.3 108

347 renomeTwideGassociationGanalysisGinGprimaryGsclerosingGcholangitisGandGulcerativeGcolitisGidentifiesG
riskGlociGatGr–RZ]GandGönq[UGHepatologySG2013SG]cSGXWb[TcZ 11.2 118

346 tdentificationGofGheartGrateTassociatedGlociGandGtheirGeffectsGonGcardiacGconductionGandGrhythmG
disordersUGNaturedGeneticsSG2013SG[]SGaYXTZX 36.3 219

345 oenseGgenotypingGofGimmuneTrelatedGdiseaseGregionsGidentifiesGnineGnewGriskGlociGforGprimaryG
sclerosingGcholangitisUGNaturedGeneticsSG2013SG[]SGabWT] 36.3 267

(2013-2014)
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344 sumanGdiseaseTassociatedGgeneticGvariationGimpactsGlargeGintergenicGnonTcodingGRylGexpressionUG
PLoSdGeneticsSG2013SGdSGeXWWZYWX 6 209

343 oeepçlrpGrevealsGgeneticGvariantsGassociatedGwithGalternativeGpolyadenylationGandGexpressionGofG
codingGandGnonTcodingGtranscriptsUGPLoSdGeneticsSG2013SGdSGeXWWZ]d[ 6 32

342 tmmunonhipGstudyGimplicatesGantigenGpresentationGtoGöGcellsGinGnarcolepsyUGPLoSdGeneticsSG2013SGdSGeXWWZYbW6 161

341 oeleteriousGallelesGinGtheGhumanGgenomeGareGonGaverageGyoungerGthanGneutralGallelesGofGtheGsameG
frequencyUGPLoSdGeneticsSG2013SGdSGeXWWZZWX 6 49

340 lGvariantGinGwowRGisGassociatedGwithGabdominalGaorticGaneurysmUGCirculation:dCardiovasculardGeneticsSG
2013SGaSG[dcT]W[ 58

339 –rofileGofGvolatileGorganicGcompoundsGinGexhaledGbreathGchangesGasGaGresultGofGglutenTfreeGdietUG
JournaldofdBreathdResearchSG2013SGbSGWZbXW[ 3.1 60

338 αalidationGofGreportedGgeneticGriskGfactorsGforGperiodontitisGinGaGlargeTscaleGreplicationGstudyUG
JournaldofdClinicaldPeriodontologySG2013SG[WSG]aZTbY 7.7 68

337 öheGtipGofGtheGIceliacGicebergIGinGnhinaeGaGsystematicGreviewGandGmetaTanalysisUGPLoSdONESG2013SGcSGecXX]X3.7 46

336 αariantsGinGtheGX]qY[VY]GlocusGassociateGwithGlungGfunctionGdeclineGinGactiveGsmokersUGPLoSdONESG
2013SGcSGe]ZYXd 3.7 4

335 lssociationGanalysisGofGgeneticGvariantsGinGtheGmyosinGtγmGgeneGinGacuteGpancreatitisUGPLoSdONESG
2013SGcSGec]cbW 3.7 11

334 βyöYGlocusGisGinvolvedGinGgeneticGsusceptibilityGofG–eyronieNsGdiseaseUGJournaldofdSexualdMedicineSG
2012SGdSGX[ZWT[ 1.1 29

333 öheGtransformingGgrowthGfactorT˛†GreceptorGgenesGandGtheGriskGofGintracranialGaneurysmsUG
InternationaldJournaldofdStrokeSG2012SGbSGa[]Tc 6.3 7

332
öheGcopperTtransportingGcapacityGofGlö–blGmutantsGassociatedGwithGxenkesGdiseaseGisGamelioratedG
byGnzxxoXGasGaGresultGofGimprovedGproteinGexpressionUGCellulardanddMoleculardLifedSciencesSG2012SG
adSGX[dTaZ

10.3 46

331 –lasmaGsowGcholesterolGandGriskGofGmyocardialGinfarctioneGaGmendelianGrandomisationGstudyUGLancetpd
TheSG2012SGZcWSG]bYTcW 40 1523

330
lpolipoproteinOaPGgeneticGsequenceGvariantsGassociatedGwithGsystemicGatherosclerosisGandGcoronaryG
atheroscleroticGburdenGbutGnotGwithGvenousGthromboembolismUGJournaldofdthedAmericandCollegedofd
CardiologySG2012SGaWSGbYYTd

15.1 118

329 sighTdensityGgeneticGmappingGidentifiesGnewGsusceptibilityGlociGforGrheumatoidGarthritisUGNatured
GeneticsSG2012SG[[SGXZZaT[W 36.3 436

328 xutationsGinGpotassiumGchannelGkcndZGcauseGspinocerebellarGataxiaGtypeGXdUGAnnalsdofdNeurologySG
2012SGbYSGcbWTcW 9.4 97

327 qromGgenomeTwideGassociationGstudiesGtoGdiseaseGmechanismseGceliacGdiseaseGasGaGmodelGforG
autoimmuneGdiseasesUGSeminarsdindImmunopathologySG2012SGZ[SG]abTcW 12 91
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326 nandidaGalbicansGinfectionGaffordsGprotectionGagainstGreinfectionGviaGfunctionalGreprogrammingGofG
monocytesUGCelldHostdanddMicrobeSG2012SGXYSGYYZTZY 23.4 654

325 mayesianGinferenceGanalysesGofGtheGpolygenicGarchitectureGofGrheumatoidGarthritisUGNaturedGeneticsSG
2012SG[[SG[cZTd 36.3 326

324 pxtendedGanalysisGofGaGgenomeTwideGassociationGstudyGinGprimaryGsclerosingGcholangitisGdetectsG
multipleGnovelGriskGlociUGJournaldofdHepatologySG2012SG]bSGZaaTb] 13.4 173

323 sostTmicrobeGinteractionsGhaveGshapedGtheGgeneticGarchitectureGofGinflammatoryGbowelGdiseaseUG
NatureSG2012SG[dXSGXXdTY[ 50.4 3239

322 tdentificationGofGX]GnewGpsoriasisGsusceptibilityGlociGhighlightsGtheGroleGofGinnateGimmunityUGNatured
GeneticsSG2012SG[[SGXZ[XTc 36.3 681

321
ʼnderstandingGtheGcomplexityGofGtgpTrelatedGphenotypesGfromGchildhoodGtoGyoungGadulthoodeGaG
xechanismsGofGtheGoevelopmentGofGlllergyGOxeolwwPGseminarUGJournaldofdAllergydanddClinicald
ImmunologySG2012SGXYdSGd[ZT][Ue[

11.5 55

320 wargeTscaleGgeneTcentricGmetaTanalysisGacrossGZYGstudiesGidentifiesGmultipleGlipidGlociUGAmericand
JournaldofdHumandGeneticsSG2012SGdXSGcYZTZc 11 189

319 lGgenomeTwideGassociationGsearchGforGtypeGYGdiabetesGgenesGinGlfricanGlmericansUGPLoSdONESG2012SG
bSGeYdYWY 3.7 138

318 renesGinGtheGuretericGbuddingGpathwayeGassociationGstudyGonGvesicoTureteralGrefluxGpatientsUGPLoSd
ONESG2012SGbSGeZXZYb 3.7 26

317 reneticGvariationGinGöollTlikeGreceptorsGandGdiseaseGsusceptibilityUGNaturedImmunologySG2012SGXZSG]Z]T[Y 19.1 259

316 wargeTscaleGgeneTcentricGmetaTanalysisGacrossGZdGstudiesGidentifiesGtypeGYGdiabetesGlociUGAmericand
JournaldofdHumandGeneticsSG2012SGdWSG[XWTY] 11 214

315 wargeTçcaleGreneTnentricGxetaTlnalysisGacrossGZdGçtudiesGtdentifiesGöypeGYGoiabetesGwociUGAmericand
JournaldofdHumandGeneticsSG2012SGdWSGb]Z 11 4

314 xetaTanalysisGofGoenseGrenecentricGlssociationGçtudiesGRevealsGnommonGandGʼncommonGαariantsG
lssociatedGwithGseightUGAmericandJournaldofdHumandGeneticsSG2012SGdWSGXXXaTXXXb 11 78

313 ʼnravelingGtheGregulatoryGmechanismsGunderlyingGtissueTdependentGgeneticGvariationGofGgeneG
expressionUGPLoSdGeneticsSG2012SGcSGeXWWY[ZX 6 163

312 renomeTwideGjointGmetaTanalysisGofGçy–GandGçy–TbyTsmokingGinteractionGidentifiesGnovelGlociGforG
pulmonaryGfunctionUGPLoSdGeneticsSG2012SGcSGeXWWZWdc 6 108

311 yovelGlociGforGadiponectinGlevelsGandGtheirGinfluenceGonGtypeGYGdiabetesGandGmetabolicGtraitseGaG
multiTethnicGmetaTanalysisGofG[]ScdXGindividualsUGPLoSdGeneticsSG2012SGcSGeXWWYaWb 6 326

310 renomeTwideGassociationGstudiesGidentifyGnsRyl]VZGandGsöR[GinGtheGdevelopmentGofGairflowG
obstructionUGAmericandJournaldofdRespiratorydanddCriticaldCaredMedicineSG2012SGXcaSGaYYTZY 10.2 131

309 nommonGvariantsGatGtheGxsnGlocusGandGatGchromosomeGXaqY[UXGpredisposeGtoGmarrettNsGesophagusUG
NaturedGeneticsSG2012SG[[SGXXZXTa 36.3 139

(2012-2012)
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308 pffectsGofGnonTswlGgeneGpolymorphismsGonGdevelopmentGofGisletGautoimmunityGandGtypeGXG
diabetesGinGaGpopulationGwithGhighTriskGswlToRSo GgenotypesUGDiabetesSG2012SGaXSGb]ZTc 0.9 43

307 nommonGvariantsGinGtheGtypeGYGdiabetesGvny XGgeneGareGassociatedGwithGimpairmentsGinGinsulinG
secretionGduringGhyperglycaemicGglucoseGclampUGPLoSdONESG2012SGbSGeZYX[c 3.7 30

306 sowGtoGkickstartGaGnationalGbiobankingGinfrastructureGâ��GexperiencesGandGprospectsGofGmmxRtTywUG
NorskdEpidemiologiSG2012SGYXSG 2.8 4

305 nhangesGinGgeneGexpressionGcausedGbyGinsectGvenomGimmunotherapyGresponsibleGforGtheGlongTtermG
protectionGofGinsectGvenomTallergicGpatientsUGAnnalsdofdAllergypdAsthmadanddImmunologySG2011SGXWaSG]WYTXW3.2 9

304 wossTofTfunctionGvariantsGinGtheGfilaggrinGgeneGareGaGsignificantGriskGfactorGforGpeanutGallergyUGJournald
ofdAllergydanddClinicaldImmunologySG2011SGXYbSGaaXTb 11.5 342

303 nopyGnumberGvariantsGonGtheGγGchromosomeGinGwomenGwithGprimaryGovarianGinsufficiencyUGFertilityd
anddSterilitySG2011SGd]SGX]c[TcUeX 4.8 23

302 renomeTwideGanalysisGshowsGnoGgenomicGpredictorsGofGovarianGresponseGtoGstimulationGbyG
exogenousGqçsGforGtαqUGReproductivedBioMedicinedOnlineSG2011SGYYSGZcYTc 4 18

301 qarnesoidGγGreceptorGOqγRPGactivationGandGqγRGgeneticGvariationGinGinflammatoryGbowelGdiseaseUG
PLoSdONESG2011SGaSGeYZb[] 3.7 89

300 wiverTspecificGnommdXGknockoutGmiceGareGsusceptibleGtoGhepaticGcopperGaccumulationUGPLoSdONESG
2011SGaSGeYdXcZ 3.7 46

299 reneGexpressionGanalysisGpredictsGinsectGvenomGanaphylaxisGinGindolentGsystemicGmastocytosisUG
Allergy:dEuropeandJournaldofdAllergydanddClinicaldImmunologySG2011SGaaSGa[cT]b 9.3 17

298 xeolwwGOxechanismsGofGtheGoevelopmentGofGlwwergyPeGanGintegratedGapproachGfromGphenotypesG
toGsystemsGmedicineUGAllergy:dEuropeandJournaldofdAllergydanddClinicaldImmunologySG2011SGaaSG]daTaW[ 9.3 115

297 neliacGdiseaseeGmovingGfromGgeneticGassociationsGtoGcausalGvariantsUGClinicaldGeneticsSG2011SGcWSGYWZTZXZ 4 13

296 pxomeGsequencingGinGaGfamilyGsegregatingGforGceliacGdiseaseUGClinicaldGeneticsSG2011SGcWSGXZcT[b 4 16

295 çharedGgeneticsGinGcoeliacGdiseaseGandGotherGimmuneTmediatedGdiseasesUGJournaldofdInternald
MedicineSG2011SGYadSG]dXTaWZ 10.8 51

294 renomeTwideGassociationGanalysisGinGprimaryGsclerosingGcholangitisGidentifiesGtwoGnonTswlG
susceptibilityGlociUGNaturedGeneticsSG2011SG[ZSGXbTd 36.3 181

293 xetaTanalysisGidentifiesGYdGadditionalGulcerativeGcolitisGriskGlociSGincreasingGtheGnumberGofGconfirmedG
associationsGtoG[bUGNaturedGeneticsSG2011SG[ZSGY[aT]Y 36.3 1028

292 nomprehensiveGfineGmappingGofGchrXYqXYTX[GandGfollowTupGreplicationGidentifyGactivinGreceptorGXmG
OlnαRXmPGasGaGmuscleGstrengthGgeneUGEuropeandJournaldofdHumandGeneticsSG2011SGXdSGYWcTX] 5.3 32

291 xultipleGindependentGvariantsGinGaqYXTYYGassociatedGwithGsusceptibilityGtoGceliacGdiseaseGinGtheG
outchSGqinnishGandGsungarianGpopulationsUGEuropeandJournaldofdHumandGeneticsSG2011SGXdSGacYTa 5.3 5
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290 xetaTanalysisGofGoenseGrenecentricGlssociationGçtudiesGRevealsGnommonGandGʼncommonGαariantsG
lssociatedGwithGseightUGAmericandJournaldofdHumandGeneticsSG2011SGccSGaTXc 11 103

289 xutationsGinGZmömY[GareGassociatedGwithGimmunodeficiencySGcentromericGinstabilitySGandGfacialG
anomaliesGsyndromeGtypeGYUGAmericandJournaldofdHumandGeneticsSG2011SGccSGbdaTcW[ 11 126

288 lbdominalGaorticGaneurysmGisGassociatedGwithGaGvariantGinGlowTdensityGlipoproteinGreceptorTrelatedG
proteinGXUGAmericandJournaldofdHumandGeneticsSG2011SGcdSGaXdTYb 11 145

287 reneGexpressionGstudiesGinGcellsGfromGprimaryGciliaryGdyskinesiaGpatientsGidentifyGYWcGpotentialG
ciliaryGgenesUGHumandGeneticsSG2011SGXYdSGYcZTdZ 6.3 28

286 öhreeGulcerativeGcolitisGsusceptibilityGlociGareGassociatedGwithGprimaryGsclerosingGcholangitisGandG
indicateGaGroleGforGtwYSGRpwSGandGnlRodUGHepatologySG2011SG]ZSGXdbbTc] 11.2 96

285 lssociationGofGtheGproteinTtyrosineGphosphataseGnonreceptorGtypeGsubstrateGXGO–ö–yçXPGgeneGwithG
inflammatoryGbowelGdiseaseUGInflammatorydBoweldDiseasesSG2011SGXbSGpXdTYX 4.5

284 syq[˛–GandGnosXGareGassociatedGwithGulcerativeGcolitisGinGaGoutchGcohortUGInflammatorydBoweld
DiseasesSG2011SGXbSGXbX[Tc 4.5 33

283 oifferentialGassociationGofGtwoG–ö–yYYGcodingGvariantsGwithGnrohnNsGdiseaseGandGulcerativeGcolitisUG
InflammatorydBoweldDiseasesSG2011SGXbSGYYcbTd[ 4.5 61

282 saplotypeTbasedGanalysisGofGulcerativeGcolitisGriskGlociGidentifiesGbothGtwYGandGtwYXGasGsusceptibilityG
genesGinGsanGnhineseUGInflammatorydBoweldDiseasesSG2011SGXbSGY[bYTd 4.5 17

281 qunctionalGpolymorphismGinGtwXYmGpromoterGsiteGisGassociatedGwithGulcerativeGcolitisUGInflammatoryd
BoweldDiseasesSG2011SGXbSGpZcT[W 4.5 8

280 oenseGgenotypingGidentifiesGandGlocalizesGmultipleGcommonGandGrareGvariantGassociationGsignalsGinG
celiacGdiseaseUGNaturedGeneticsSG2011SG[ZSGXXdZTYWX 36.3 535

279 tdentificationGandGprioritizationGofGyʼlvXGandG–––XnnGasGpositionalGcandidateGlociGforGskeletalG
muscleGstrengthGphenotypesUGPhysiologicaldGenomicsSG2011SG[ZSGdcXTdY 3.6 9

278 lssociationGbetweenGnGreactiveGproteinGandGcoronaryGheartGdiseaseeGmendelianGrandomisationG
analysisGbasedGonGindividualGparticipantGdataUGBMJpdTheSG2011SGZ[YSGd][c 5.9 422

277 xetaTanalysisGofGgenomeTwideGassociationGstudiesGinGceliacGdiseaseGandGrheumatoidGarthritisG
identifiesGfourteenGnonTswlGsharedGlociUGAnnalsdofdthedRheumaticdDiseasesSG2011SGbWSGlYXTlYX 2.4

276 lssociationGofGnrohnNsGdiseaseTassociatedGyzoYGvariantsGwithGintestinalGfailureGrequiringGsmallG
bowelGtransplantationGandGclinicalGoutcomesUGGutSG2011SGaWSGcbbTcfGauthorGreplyGcbcTd 19.2 10

275 xultiTethnicGstudiesGinGcomplexGtraitsUGHumandMoleculardGeneticsSG2011SGYWSGRYWaTXZ 5.6 51

274 xixupxappereGcorrectingGsampleGmixTupsGinGgenomeTwideGdatasetsGincreasesGpowerGtoGdetectGsmallG
geneticGeffectsUGBioinformaticsSG2011SGYbSGYXW[TXX 7.2 60

273 wowGfertilityGandGtheGriskGofGtypeGYGdiabetesGinGwomenUGHumandReproductionSG2011SGYaSGZ[bYTc 5.7 4

(2011-2011)
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272 qunctionalGcharacterizationGofGmutationsGinGtheGmyosinGαbGgeneGassociatedGwithGmicrovillusG
inclusionGdiseaseUGJournaldofdPediatricdGastroenterologydanddNutritionSG2011SG]YSGZWbTXZ 2.8 53

271 renomeTwideGassociationGandGlargeTscaleGfollowGupGidentifiesGXaGnewGlociGinfluencingGlungGfunctionUG
NaturedGeneticsSG2011SG[ZSGXWcYTdW 36.3 313

270 βntGsignalingGandGoupuytrenNsGdiseaseUGNewdEnglanddJournaldofdMedicineSG2011SGZa]SGZWbTXb 59.2 153

269 xetaTanalysisGofGgenomeTwideGassociationGstudiesGinGceliacGdiseaseGandGrheumatoidGarthritisG
identifiesGfourteenGnonTswlGsharedGlociUGPLoSdGeneticsSG2011SGbSGeXWWYWW[ 6 260

268 –ervasiveGsharingGofGgeneticGeffectsGinGautoimmuneGdiseaseUGPLoSdGeneticsSG2011SGbSGeXWWYY][ 6 413

267 lGgenomeTwideGscreenGforGinteractionsGrevealsGaGnewGlocusGonG[pX]GmodifyingGtheGeffectGofG
waistTtoThipGratioGonGtotalGcholesterolUGPLoSdGeneticsSG2011SGbSGeXWWYZZZ 6 25

266 öransTe öwsGrevealGthatGindependentGgeneticGvariantsGassociatedGwithGaGcomplexGphenotypeG
convergeGonGintermediateGgenesSGwithGaGmajorGroleGforGtheGswlUGPLoSdGeneticsSG2011SGbSGeXWWYXdb 6 261

265 lGmetaTanalysisGofGgenomeTwideGassociationGscansGidentifiesGtwXcRl–SG–ö–yYSGölrl–SGandG–ʼçXWGasG
sharedGriskGlociGforGnrohnNsGdiseaseGandGceliacGdiseaseUGPLoSdGeneticsSG2011SGbSGeXWWXYcZ 6 142

264 RareGandGfunctionalGçtlpGvariantsGareGnotGassociatedGwithGautoimmuneGdiseaseGriskGinGupGtoGaaSdY[G
individualsGofGpuropeanGancestryUGNaturedGeneticsSG2011SG[[SGZT] 36.3 39

263 lssociationGofGtheGörqTbetaGreceptorGgenesGwithGabdominalGaorticGaneurysmUGEuropeandJournaldofd
HumandGeneticsSG2010SGXcSGY[WT[ 5.3 39

262 çystematicGgenotypeTphenotypeGanalysisGofGautismGsusceptibilityGlociGimplicatesGadditionalG
symptomsGtoGcoToccurGwithGautismUGEuropeandJournaldofdHumandGeneticsSG2010SGXcSG]ccTd] 5.3 4

261 xultipleGcommonGvariantsGforGceliacGdiseaseGinfluencingGimmuneGgeneGexpressionUGNaturedGeneticsSG
2010SG[YSGYd]TZWY 36.3 727

260 renomeTwideGassociationGidentifiesGmultipleGulcerativeGcolitisGsusceptibilityGlociUGNaturedGeneticsSG
2010SG[YSGZZYTb 36.3 491

259 renomeTwideGassociationGstudyGofGintracranialGaneurysmGidentifiesGthreeGnewGriskGlociUGNatured
GeneticsSG2010SG[YSG[YWT] 36.3 234

258 renomeTwideGassociationGstudyGmetaTanalysisGidentifiesGsevenGnewGrheumatoidGarthritisGriskGlociUG
NaturedGeneticsSG2010SG[YSG]WcTX[ 36.3 969

257 öwelveGtypeGYGdiabetesGsusceptibilityGlociGidentifiedGthroughGlargeTscaleGassociationGanalysisUGNatured
GeneticsSG2010SG[YSG]bdTcd 36.3 1449

256 renomeTwideGassociationGstudyGidentifiesGaGsequenceGvariantGwithinGtheGolmYt–GgeneGconferringG
susceptibilityGtoGabdominalGaorticGaneurysmUGNaturedGeneticsSG2010SG[YSGadYTb 36.3 155

255 nommonGvariantsGinGYYGlociGareGassociatedGwithG RçGdurationGandGcardiacGventricularGconductionUG
NaturedGeneticsSG2010SG[YSGXWacTba 36.3 249
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254 renomeTwideGmetaTanalysisGincreasesGtoGbXGtheGnumberGofGconfirmedGnrohnNsGdiseaseGsusceptibilityG
lociUGNaturedGeneticsSG2010SG[YSGXXXcTY] 36.3 1946

253 xutationalGcharacterizationGofGtheGbileGacidGreceptorGörR]GinGprimaryGsclerosingGcholangitisUGPLoSd
ONESG2010SG]SGeXY[WZ 3.7 90

252 öheGX]qY[VY]GsusceptibilityGvariantGforGlungGcancerGandGchronicGobstructiveGpulmonaryGdiseaseGisG
associatedGwithGemphysemaUGAmericandJournaldofdRespiratorydanddCriticaldCaredMedicineSG2010SGXcXSG[caTdZ10.2 77

251 –ö–yXGpolymorphismsGareGassociatedGwithGtotalGandGlowTdensityGlipoproteinGcholesterolUGEuropeand
JournaldofdCardiovasculardPreventiondanddRehabilitationSG2010SGXbSGYcTZ[ 5

250 öheGintracranialGaneurysmGsusceptibilityGgenesGsç–rYGandGnç–rYGareGnotGassociatedGwithG
abdominalGaorticGaneurysmUGAngiologySG2010SGaXSGYZcT[Y 2.1 9

249 oifferencesGinGgeneticGbackgroundGbetweenGactiveGsmokersSGpassiveGsmokersSGandGnonTsmokersG
withGnrohnNsGdiseaseUGAmericandJournaldofdGastroenterologySG2010SGXW]SGXXa]TbY 0.7 35

248 öheGöRlqXTn]GregionGonGchromosomeGdqZZGisGassociatedGwithGmultipleGautoimmuneGdiseasesUG
AnnalsdofdthedRheumaticdDiseasesSG2010SGadSGadaTd 2.4 46

247 nuSZnGsuperoxideGdismutaseGmaturationGandGactivityGareGregulatedGbyGnzxxoXUGJournaldofd
BiologicaldChemistrySG2010SGYc]SGYcddXTdWWW 5.4 33

246 lssociationGstudyGofGsingleGnucleotideGpolymorphismsGonGchromosomeGXdqXZGwithGabdominalG
aorticGaneurysmUGAngiologySG2010SGaXSGY[ZTb 2.1 10

245 lnalysisGofGçy–sGwithGanGeffectGonGgeneGexpressionGidentifiesGʼmpYwZGandGmnwZGasGpotentialGnewG
riskGgenesGforGnrohnNsGdiseaseUGHumandMoleculardGeneticsSG2010SGXdSGZ[cYTc 5.6 82

244 reneticGanalysisGinGaGoutchGstudyGsampleGidentifiesGmoreGulcerativeGcolitisGsusceptibilityGlociGandG
showsGtheirGadditiveGroleGinGdiseaseGriskUGAmericandJournaldofdGastroenterologySG2010SGXW]SGZd]T[WY 0.7 35

243 reneGexpressionGanalysisGinGpredictingGtheGeffectivenessGofGinsectGvenomGimmunotherapyUGJournald
ofdAllergydanddClinicaldImmunologySG2010SGXY]SGXWdYTb 11.5 14

242 renomeTwideGassociationGanalysisGinGprimaryGsclerosingGcholangitisUGGastroenterologySG2010SGXZcSGXXWYTXX13.3 255

241 lGgeneticGperspectiveGonGcoeliacGdiseaseUGTrendsdindMoleculardMedicineSG2010SGXaSG]ZbT]W 11.5 92

240 tntestinalGbarrierGgeneGvariantsGmayGnotGexplainGtheGincreasedGlevelsGofGantigliadinGantibodiesSG
suggestingGotherGmechanismsGthanGalteredGpermeabilityUGHumandImmunologySG2010SGbXSGZdYTa 2.3 11

239 lssociationGanalysisGofGmyosinGtγmGandGtypeGXGdiabetesUGHumandImmunologySG2010SGbXSG]dcTaWX 2.3 10

238 lssociationGofGtheGuunGdimerizationGproteinGYGgeneGwithGintracranialGaneurysmsGinGuapaneseGandG
voreanGcohortsGasGcomparedGtoGaGoutchGcohortUGNeuroscienceSG2010SGXadSGZZdT[Z 3.9 8

237 nzxxoXGdisruptsGstqTXalphaVbetaGdimerizationGandGinhibitsGhumanGtumorGcellGinvasionUGJournaldofd
ClinicaldInvestigationSG2010SGXYWSGYXXdTZW 15.9 92

(2010-2010)
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236 pxploringGgeneticGdeterminantsGofGplasmaGtotalGcholesterolGlevelsGandGtheirGpredictiveGvalueGinGaG
longitudinalGstudyUGAtherosclerosisSG2010SGYXZSGYWWT] 3.1 38

235 renomicGlssessmentGofGtnflammatoryGmowelGoiseaseG2010SG]b]T]cd 0

234 pvolutionaryGandGfunctionalGanalysisGofGceliacGriskGlociGrevealsGçsYmZGasGaGprotectiveGfactorGagainstG
bacterialGinfectionUGAmericandJournaldofdHumandGeneticsSG2010SGcaSGdbWTb 11 130

233 –rodynorphinGmutationsGcauseGtheGneurodegenerativeGdisorderGspinocerebellarGataxiaGtypeGYZUG
AmericandJournaldofdHumandGeneticsSG2010SGcbSG]dZTaWZ 11 86

232
renesGinfluencingGcoagulationGandGtheGriskGofGaneurysmalGsubarachnoidGhemorrhageSGandG
subsequentGcomplicationsGofGsecondaryGcerebralGischemiaGandGrebleedingUGActadNeurochirurgicaSG
2010SGX]YSGY]bTaY

3 20

231 lssociationGofGqcgRYaSGbutGnotGqcgRZaSGwithGinflammatoryGbowelGdiseasesGacrossGthreeGnaucasianG
populationsUGInflammatorydBoweldDiseasesSG2010SGXaSGYWcWTd 4.5 13

230
noTexpressedGimmuneGandGmetabolicGgenesGinGvisceralGandGsubcutaneousGadiposeGtissueGfromG
severelyGobeseGindividualsGareGassociatedGwithGplasmaGsowGandGglucoseGlevelseGaGmicroarrayGstudyUG
BMCdMedicaldGenomicsSG2010SGZSGZ[

3.7 37

229 öheG–reventnoGçtudyGdesigneGtowardsGnewGstrategiesGforGtheGpreventionGofGcoeliacGdiseaseUG
EuropeandJournaldofdGastroenterologydanddHepatologySG2010SGYYSGX[Y[TZW 2.2 41

228 nzxxoXG–romotesGpαswGandGzYTtndependentG–roteolysisGofGstqTXalphaGviaGsç–dWVbWUGPLoSdONESG
2009SG[SGebZZY 3.7 43

227 reneTnetworkGanalysisGidentifiesGsusceptibilityGgenesGrelatedGtoGglycobiologyGinGautismUGPLoSdONESG
2009SG[SGe]ZY[ 3.7 104

226 reneticGvariantsGinGtheGregionGharbouringGtwYVtwYXGassociatedGwithGulcerativeGcolitisUGGutSG2009SG]cSGbddTcW[19.2 109

225 nommonGandGdifferentGgeneticGbackgroundGforGrheumatoidGarthritisGandGcoeliacGdiseaseUGHumand
MoleculardGeneticsSG2009SGXcSG[Xd]TYWZ 5.6 109

224 nommentGoneGmarkerGetGalUGOYWWcPGöwoGsingleGnucleotideGpolymorphismsGidentifyGtheGhighestTriskG
diabetesGswlGgenotypeeGoiabetesG]beZX]YTZX]]SGYWWcUGDiabetesSG2009SG]cSGeXfGauthorGreplyGeY 0.9 6

223 xolecularGpredictionGofGdiseaseGriskGandGseverityGinGaGlargeGoutchGnrohnNsGdiseaseGcohortUGGutSG2009SG
]cSGZccTd] 19.2 133

222 renomeTwideGassociationGstudyGinGprematureGovarianGfailureGpatientsGsuggestsGlolxöçXdGasGaG
possibleGcandidateGgeneUGHumandReproductionSG2009SGY[SGYZbYTc 5.7 75

221 xetaTanalysisGofGgenomeTwideGlinkageGstudiesGinGceliacGdiseaseUGHumandHereditySG2009SGacSGYYZTZW 1.1 8

220 tnflammatoryGbowelGdiseaseGandGceliacGdiseaseeGoverlapsGinGtheGpathologyGandGgeneticsSGandGtheirG
potentialGdrugGtargetsUGEndocrinepdMetabolicdanddImmunedDisordersdrdDrugdTargetsSG2009SGdSGXddTYXc 2.2 16

219 lssociationGstudyGofGtheGtwXcRl–GlocusGinGthreeGpuropeanGpopulationsGwithGcoeliacGdiseaseUGHumand
MoleculardGeneticsSG2009SGXcSGXX[cT]] 5.6 27

CiscatWijmenga
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218 xetaTanalysesGonGsuspectedGchronicGobstructiveGpulmonaryGdiseaseGgeneseGaGsummaryGofGYWGyearsNG
researchUGAmericandJournaldofdRespiratorydanddCriticaldCaredMedicineSG2009SGXcWSGaXcTZX 10.2 114

217 nommentGoneG–erryGetGalUGOYWWdPGinterrogatingGtypeGYGdiabetesGgenomeTwideGassociationGdataGusingG
aGbiologicalGpathwayTbasedGapproachUGoiabetesf]ceX[aZTX[abUGDiabetesSG2009SG]cSGedfGauthorGreplyGeXW 0.9 3

216 ʼsingGgenomeTwideGpathwayGanalysisGtoGunravelGtheGetiologyGofGcomplexGdiseasesUGGeneticd
EpidemiologySG2009SGZZSG[XdTZX 2.6 159

215 nostTeffectiveGswlGtypingGwithGtaggingGçy–sGpredictsGceliacGdiseaseGriskGhaplotypesGinGtheGqinnishSG
sungarianSGandGttalianGpopulationsUGImmunogeneticsSG2009SGaXSGY[bT]a 3.2 47

214 nomplexGnatureGofGçy–GgenotypeGeffectsGonGgeneGexpressionGinGprimaryGhumanGleucocytesUGBMCd
MedicaldGenomicsSG2009SGYSGX 3.7 74

213 reneticGvariationsGinGregulatoryGpathwaysGofGfattyGacidGandGglucoseGmetabolismGareGassociatedGwithG
obesityGphenotypeseGaGpopulationTbasedGcohortGstudyUGInternationaldJournaldofdObesitySG2009SGZZSGXX[ZT]Y5.5 45

212 oetectingGsharedGpathogenesisGfromGtheGsharedGgeneticsGofGimmuneTrelatedGdiseasesUGNatured
ReviewsdGeneticsSG2009SGXWSG[ZT]] 30.1 390

211 yuclearTcytosolicGtransportGofGnzxxoXGregulatesGyqTkappamGandGstqTXGactivityUGTrafficSG2009SGXWSG]X[TYb5.7 44

210 reneticGvariationGinGtheGhypothalamicGpathwaysGandGitsGroleGonGobesityUGObesitydReviewsSG2009SGXWSG]dZTaWd10.6 16

209 xutationsGinGç–työYGcauseGaGsyndromicGformGofGcongenitalGsodiumGdiarrheaUGAmericandJournaldofd
HumandGeneticsSG2009SGc[SGXccTda 11 93

208 lnalysisGofGswlGandGnonTswlGallelesGcanGidentifyGindividualsGatGhighGriskGforGceliacGdiseaseUG
GastroenterologySG2009SGXZbSGcZ[T[WSGc[WUeXTZ 13.3 103

207 nonfirmationGofGmultipleGnrohnNsGdiseaseGsusceptibilityGlociGinGaGlargeGoutchTmelgianGcohortUG
AmericandJournaldofdGastroenterologySG2009SGXW[SGaZWTc 0.7 102

206 sumanGdectinTXGdeficiencyGandGmucocutaneousGfungalGinfectionsUGNewdEnglanddJournaldofdMedicineSG
2009SGZaXSGXbaWTb 59.2 573

205 lssociationGanalysisGofGgenesGinvolvedGinGtheGmaintenanceGofGtheGintegrityGofGtheGextracellularG
matrixGwithGintracranialGaneurysmsGinGaGuapaneseGcohortUGCerebrovasculardDiseasesSG2009SGYcSGXZXT[ 3.2 22

204 noeliacGdiseaseTassociatedGriskGvariantsGinGöyqlt–ZGandGRpwGimplicateGalteredGyqTkappamGsignallingUG
GutSG2009SG]cSGXWbcTcZ 19.2 147

203
zbesityGgenesGidentifiedGinGgenomeTwideGassociationGstudiesGareGassociatedGwithGadiposityG
measuresGandGpotentiallyGwithGnutrientTspecificGfoodGpreferenceUGAmericandJournaldofdClinicald
NutritionSG2009SGdWSGd]XTd

7 157

202
reneticGsusceptibilityGtoGrespiratoryGsyncytialGvirusGbronchiolitisGinGpretermGchildrenGisGassociatedG
withGairwayGremodelingGgenesGandGinnateGimmuneGgenesUGPediatricdInfectiousdDiseasedJournalSG2009SG
YcSGZZZT]

3.4 58

201 öypeGYGoiabetesGxellituseGyewGreneticGtnsightsGwillGweadGtoGyewGöherapeuticsUGCurrentdGenomicsSG
2009SGXWSGXXWTc 2.6 25

(2009-2009)
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200 çixGnewGcoeliacGdiseaseGlociGreplicatedGinGanGttalianGpopulationGconfirmGassociationGwithGcoeliacG
diseaseUGJournaldofdMedicaldGeneticsSG2009SG[aSGaWTZ 5.8 38

199 αariantsGinGneuropeptideGYGreceptorGXGandG]GareGassociatedGwithGnutrientTspecificGfoodGintakeGandG
areGunderGrecentGselectionGinGpuropeansUGPLoSdONESG2009SG[SGebWbW 3.7 9

198 nonfirmationGofGxultipleGnrohn˚…sGoiseaseGçusceptibilityGwociGinGaGwargeGoutchTmelgianGnohortUG
AmericandJournaldofdGastroenterologySG2009SGXW[SGaZWTaZc 0.7 11

197 çequenceGanalysisGofGYXGgenesGlocatedGinGtheGvartagenerGsyndromeGlinkageGregionGonGchromosomeG
X]qUGEuropeandJournaldofdHumandGeneticsSG2008SGXaSGaccTd] 5.3 15

196 yoGassociationGofG–ö–yXGpolymorphismsGwithGmacronutrientGintakeGandGmeasuresGofGadiposityUG
ObesitySG2008SGXaSGYbabTbX 8 2

195 yewlyGidentifiedGgeneticGriskGvariantsGforGceliacGdiseaseGrelatedGtoGtheGimmuneGresponseUGNatured
GeneticsSG2008SG[WSGZd]T[WY 36.3 524

194 reneticGvariationGinGo––aGisGassociatedGwithGsusceptibilityGtoGamyotrophicGlateralGsclerosisUGNatured
GeneticsSG2008SG[WSGYdTZX 36.3 177

193 çequenceGvariantsGinGtwXWSGlR–nYGandGmultipleGotherGlociGcontributeGtoGulcerativeGcolitisG
susceptibilityUGNaturedGeneticsSG2008SG[WSGXZXdTYZ 36.3 468

192 çusceptibilityGlociGforGintracranialGaneurysmGinGpuropeanGandGuapaneseGpopulationsUGNaturedGeneticsSG
2008SG[WSGX[bYTb 36.3 222

191 öheGsameGsequenceGvariantGonGdpYXGassociatesGwithGmyocardialGinfarctionSGabdominalGaorticG
aneurysmGandGintracranialGaneurysmUGNaturedGeneticsSG2008SG[WSGYXbTY[ 36.3 596

190 sspγGgeneGpolymorphismsGareGassociatedGwithGtypeGYGdiabetesGinGtheGoutchGmredaGcohortUG
EuropeandJournaldofdHumandGeneticsSG2008SGXaSGa]YTa 5.3 18

189 nyöyl–YGgeneGdosageGvariationGisGassociatedGwithGschizophreniaGandGepilepsyUGMoleculardPsychiatry
SG2008SGXZSGYaXTa 15.1 272

188 lnGassociationGscreenGofGmyelinTrelatedGgenesGimplicatesGtheGchromosomeGYYqXXG–tv[nlGgeneGinG
schizophreniaUGMoleculardPsychiatrySG2008SGXZSGXWaWTc 15.1 82

187 reneticGbackgroundGofGceliacGdiseaseGandGitsGclinicalGimplicationsUGAmericandJournaldofd
GastroenterologySG2008SGXWZSGXdWT] 0.7 134

186 yoGevidenceGinGaGlargeGʼvGcollectionGforGceliacGdiseaseGriskGvariantsGreportedGbyGaGçpanishGstudyUG
GastroenterologySG2008SGXZ[SGXaYdTZWfGauthorGreplyGXaZWTX 13.3 2

185 çharedGandGdistinctGgeneticGvariantsGinGtypeGXGdiabetesGandGceliacGdiseaseUGNewdEnglanddJournaldofd
MedicineSG2008SGZ]dSGYbabTbb 59.2 546

184 reneticGanalysisGofGinnateGimmunityGinGnrohnNsGdiseaseGandGulcerativeGcolitisGidentifiesGtwoG
susceptibilityGlociGharboringGnlRodGandGtwXcRl–UGAmericandJournaldofdHumandGeneticsSG2008SGcYSGXYWYTXW11 196

183 ʼpstreamGtranscriptionGfactorGXGOʼçqXPGinGriskGofGtypeGYGdiabeteseGassociationGstudyGinGYWWWGoutchG
naucasiansUGMoleculardGeneticsdanddMetabolismSG2008SGd[SGZ]YT] 3.7 18

CiscatWijmenga

24



182 lGcomparisonGofGgeneticGchromosomalGlociGforGintracranialSGthoracicGaorticSGandGabdominalGaorticG
aneurysmsGinGsearchGofGcommonGgeneticGriskGfactorsUGCardiovasculardPathologySG2008SGXbSG[WTb 3.8 25

181 pffectiveGdetectionGofGhumanGleukocyteGantigenGriskGallelesGinGceliacGdiseaseGusingGtagGsingleG
nucleotideGpolymorphismsUGPLoSdONESG2008SGZSGeYYbW 3.7 113

180 xolecularGdiagnosisGofGceliacGdiseaseeGareGweGthereGyetjUGExpertdOpiniondondMedicaldDiagnosticsSG2008
SGYSGZddT[Xa 3

179 renomewideGlinkageGinGaGlargeGoutchGfamilyGwithGintracranialGaneurysmseGreplicationGofGYGlociGforG
intracranialGaneurysmsGtoGchromosomeGXpZaUXXTpZaUXZGandGγpYYUYTpYYUZYUGStrokeSG2008SGZdSGXWdaTXWY 6.7 29

178 xultipleGgeneticGvariantsGalongGcandidateGpathwaysGinfluenceGplasmaGhighTdensityGlipoproteinG
cholesterolGconcentrationsUGJournaldofdLipiddResearchSG2008SG[dSGY]cYTd 6.3 45

177 lssociationGofGowr]GvariantsGwithGglutenTsensitiveGenteropathyUGGutSG2008SG]bSGXWYbTc 19.2 6

176 lörXawXGandGtwYZRGareGassociatedGwithGinflammatoryGbowelGdiseasesGbutGnotGwithGceliacGdiseaseGinG
theGyetherlandsUGAmericandJournaldofdGastroenterologySG2008SGXWZSGaYXTb 0.7 77

175 RelevanceGofGanimalGmodelsGforGunderstandingGmammalianGcopperGhomeostasisUGAmericandJournald
ofdClinicaldNutritionSG2008SGccSGc[WçT]ç 7 45

174 lGnombinedGreneticsGandGrenomicsGlpproachGtoGʼnravellingGxolecularG–athwaysGinGnoeliacG
oiseaseUGNovartisdFoundationdSymposiumSG2008SGXXZTX[[

173 xaleTspecificGassociationGbetweenGaGgammaTsecretaseGpolymorphismGandGprematureGcoronaryG
atherosclerosisUGPLoSdONESG2008SGZSGeZaaY 3.7 4

172 lssociationGofGçölö[GwithGrheumatoidGarthritiseGaGreplicationGstudyGinGthreeGpuropeanGpopulationsUG
ArthritisdanddRheumatismSG2008SG]cSGXdb[TcW 85

171 tsGxYzdmGtheGmissingGlinkGbetweenGschizophreniaGandGceliacGdiseasejUGAmericandJournaldofdMedicald
GeneticsdPartdB:dNeuropsychiatricdGeneticsSG2008SGX[bSGZ]XT] 3.5 17

170 oetectionSGimputationSGandGassociationGanalysisGofGsmallGdeletionsGandGnullGallelesGonG
oligonucleotideGarraysUGAmericandJournaldofdHumandGeneticsSG2008SGcYSGXZXaTZZ 11 32

169 xyosinGtγmGgeneGregionGandGglutenGintoleranceeGlinkageGtoGcoeliacGdiseaseGandGaGputativeGdermatitisG
herpetiformisGassociationUGJournaldofdMedicaldGeneticsSG2008SG[]SGYYYTb 5.8 23

168 lssociationsGwithGtightGjunctionGgenesG–lRoZGandGxlrtYGinGoutchGpatientsGpointGtoGaGcommonG
barrierGdefectGforGcoeliacGdiseaseGandGulcerativeGcolitisUGGutSG2008SG]bSG[aZTb 19.2 119

167 renesGinvolvedGinGtheGtransformingGgrowthGfactorGbetaGsignallingGpathwayGandGtheGriskGofG
intracranialGaneurysmsUGJournaldofdNeurologypdNeurosurgerydanddPsychiatrySG2008SGbdSGbYYT[ 5.5 9

166 –olymorphismsGofGtheGöʼmGgeneGareGassociatedGwithGbodyGcompositionGandGeatingGbehaviorGinG
middleTagedGwomenUGPLoSdONESG2008SGZSGeX[W] 3.7 21

165 xolecularGpathogenesisGofGβilsonGandGxenkesGdiseaseeGcorrelationGofGmutationsGwithGmolecularG
defectsGandGdiseaseGphenotypesUGJournaldofdMedicaldGeneticsSG2007SG[[SGabZTcc 5.8 268

(2007-2008)

25



164 oistinctGβilsonNsGdiseaseGmutationsGinGlö–bmGareGassociatedGwithGenhancedGbindingGtoGnzxxoXG
andGreducedGstabilityGofGlö–bmUGGastroenterologySG2007SGXZZSGXZXaTYa 13.3 118

163 lGvariantGinGnovlwXGinfluencesGinsulinGresponseGandGriskGofGtypeGYGdiabetesUGNaturedGeneticsSG2007SG
ZdSGbbWT] 36.3 851

162 lGgenomeTwideGassociationGstudyGforGceliacGdiseaseGidentifiesGriskGvariantsGinGtheGregionGharboringG
twYGandGtwYXUGNaturedGeneticsSG2007SGZdSGcYbTd 36.3 518

161 öwoGvariantsGonGchromosomeGXbGconferGprostateGcancerGriskSGandGtheGoneGinGönqYGprotectsGagainstG
typeGYGdiabetesUGNaturedGeneticsSG2007SGZdSGdbbTcZ 36.3 616

160 xetaTanalysisGofGgenomeTwideGlinkageGstudiesGinGmxtGandGobesityUGObesitySG2007SGX]SGYYaZTb] 8 122

159 tö–RYGasGaGsusceptibilityGgeneGinGsporadicGamyotrophicGlateralGsclerosiseGaGgenomeTwideGassociationG
studyUGLancetdNeurologypdTheSG2007SGaSGcadTbb 24.1 168

158 öheGç–tyvGgeneGfamilyGandGceliacGdiseaseGsusceptibilityUGImmunogeneticsSG2007SG]dSGZ[dT]b 3.2 33

157 lssociationGofGvariantsGofGtranscriptionGfactorGbTlikeGYGOönqbwYPGwithGsusceptibilityGtoGtypeGYG
diabetesGinGtheGoutchGmredaGcohortUGDiabetologiaSG2007SG]WSG]dTaY 10.3 89

156 winkageGstudyGofGX[GcandidateGgenesGandGlociGinGfourGlargeGoutchGfamiliesGwithGvesicoTureteralG
refluxUGPediatricdNephrologySG2007SGYYSGXXYdTZZ 3.2 20

155 reneGexpressionGprofilingGofGliverGcellsGafterGcopperGoverloadGinGvivoGandGinGvitroGrevealsGnewG
copperTregulatedGgenesUGJournaldofdBiologicaldInorganicdChemistrySG2007SGXYSG[d]T]Wb 3.7 62

154 nTreactiveGproteinGisGindependentlyGassociatedGwithGglucoseGbutGnotGwithGinsulinGresistanceGinG
healthyGmenUGDiabetesdCareSG2007SGZWSGXaYbTd 14.6 17

153 tncreasedGactivityGofGhypoxiaTinducibleGfactorGXGisGassociatedGwithGearlyGembryonicGlethalityGinG
nommdXGnullGmiceUGMoleculardanddCellulardBiologySG2007SGYbSG[X[YT]a 4.8 87

152 nzxxoXeGaGnovelGproteinGinvolvedGinGtheGproteolysisGofGproteinsUGCelldCycleSG2007SGaSGYWdXTc 4.7 16

151 sighTresolutionGcopyGnumberGanalysisGofGparaffinTembeddedGarchivalGtissueGusingGçy–GmeadlrraysUG
GenomedResearchSG2007SGXbSGZacTba 9.7 56

150 lssociationGanalysisGofGfunctionalGvariantsGofGtheGqcgRttaGandGqcgRtttaGgenesGwithGtypeGXGdiabetesSG
celiacGdiseaseGandGrheumatoidGarthritisUGHumandMoleculardGeneticsSG2007SGXaSGY]]YTd 5.6 37

149 reneticGsusceptibilityGtoGrespiratoryGsyncytialGvirusGbronchiolitisGisGpredominantlyGassociatedGwithG
innateGimmuneGgenesUGJournaldofdInfectiousdDiseasesSG2007SGXdaSGcYaTZ[ 7 228

148 lGstrategyGtoGsearchGforGcommonGobesityGandGtypeGYGdiabetesGgenesUGTrendsdindEndocrinologydandd
MetabolismSG2007SGXcSGXdTYa 8.8 37

147 xtnlGmarksGadditionalGriskGfactorsGforGöypeGXGdiabetesGonGextendedGswlGhaplotypeseGanGassociationG
andGmetaTanalysisUGMoleculardImmunologySG2007SG[[SGYcWaTXY 4.3 22

CiscatWijmenga
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146 xYzdmGgeneGpolymorphismsGareGassociatedGwithGautoimmuneGdiseasesGinGçpanishGpopulationUG
HumandImmunologySG2007SGacSGaXWT] 2.3 26

145 oisruptionGofGRzmzYGisGassociatedGwithGurinaryGtractGanomaliesGandGconfersGriskGofGvesicoureteralG
refluxUGAmericandJournaldofdHumandGeneticsSG2007SGcWSGaXaTZY 11 170

144
yovelGassociationGinGchromosomeG[qYbGregionGwithGrheumatoidGarthritisGandGconfirmationGofGtypeGXG
diabetesGpointGtoGaGgeneralGriskGlocusGforGautoimmuneGdiseasesUGAmericandJournaldofdHumandGenetics
SG2007SGcXSGXYc[Tc

11 171

143 öheGxYzdmGgeneGisGaGstrongGriskGfactorGforGdevelopingGrefractoryGceliacGdiseaseUGClinicald
GastroenterologydanddHepatologySG2007SG]SGXZddT[W]SGX[W]UeXTY 6.9 37

142 rlobalGtranscriptionalGresponsesGofGfissionGandGbuddingGyeastGtoGchangesGinGcopperGandGironGlevelseGaG
comparativeGstudyUGGenomedBiologySG2007SGcSGRbZ 18.3 44

141 yeutrophilGrecruitmentGandGbarrierGimpairmentGinGceliacGdiseaseeGaGgenomicGstudyUGClinicald
GastroenterologydanddHepatologySG2007SG]SG]b[TcX 6.9 29

140 öheGversicanGgeneGandGtheGriskGofGintracranialGaneurysmsUGStrokeSG2006SGZbSGYZbYT[ 6.7 40

139 wackGofGassociationGofGxYzdmGgeneticGvariantsGwithGcoeliacGdiseaseGinGaGmritishGcohortUGGutSG2006SG]]SGdadTbY19.2 49

138
pvidenceGinGfavorGofGtheGcontributionGofGgenesGinvolvedGinGtheGmaintenanceGofGtheGextracellularG
matrixGofGtheGarterialGwallGtoGtheGdevelopmentGofGintracranialGaneurysmsUGHumandMoleculardGeneticsSG
2006SGX]SGZZaXTc

5.6 59

137 tdentificationGofGöʼmGasGaGnovelGcandidateGgeneGinfluencingGbodyGweightGinGhumansUGDiabetesSG2006SG
]]SGZc]Td 0.9 21

136 ʼnderstandingGtheGmolecularGbasisGofGceliacGdiseaseeGwhatGgeneticGstudiesGrevealUGAnnalsdofdMedicine
SG2006SGZcSG]bcTdX 1.5 19

135 ReconstructionGofGaGfunctionalGhumanGgeneGnetworkSGwithGanGapplicationGforGprioritizingGpositionalG
candidateGgenesUGAmericandJournaldofdHumandGeneticsSG2006SGbcSGXWXXTY] 11 420

134 reneticGvariationGinGmyosinGtγmGisGassociatedGwithGulcerativeGcolitisUGGastroenterologySG2006SGXZXSGXbacTb[13.3 82

133 lssociationGanalysisGofGxYzdmGgeneGpolymorphismsGwithGceliacGdiseaseGinGaGçwedishVyorwegianG
cohortUGHumandImmunologySG2006SGabSGZ[XT] 2.3 40

132 nharacterizationGofGnzxxoGproteinTproteinGinteractionsGinGyqTkappamGsignallingUGBiochemicald
JournalSG2006SGZdcSGaZTbX 3.8 72

131 reneticGandGfunctionalGanalysisGofGpyroglutamylTpeptidaseGtGinGcoeliacGdiseaseUGEuropeandJournaldofd
GastroenterologydanddHepatologySG2006SGXcSGaZbT[[ 2.2 4

130 lssociationGanalysisGofGxYzdmGgeneGpolymorphismsGandGinflammatoryGbowelGdiseaseGinGaG
yorwegianGcohortUGTissuedAntigensSG2006SGacSGY[dT]Y 19

129 lGhighTresolutionGswlGandGçy–GhaplotypeGmapGforGdiseaseGassociationGstudiesGinGtheGextendedG
humanGxsnUGNaturedGeneticsSG2006SGZcSGXXaaTbY 36.3 618

(2006-2007)
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128 öheGdownstreamGmodulatorGofGinterferonTgammaSGçölöXGisGnotGgeneticallyGassociatedGtoGtheGoutchG
coeliacGdiseaseGpopulationUGEuropeandJournaldofdHumandGeneticsSG2006SGX[SGXXYWT[ 5.3 4

127 lGfunctionalGcandidateGscreenGforGcoeliacGdiseaseGgenesUGEuropeandJournaldofdHumandGeneticsSG2006SG
X[SGXYX]TYY 5.3 22

126 reneticGvariantsGofGRlyöpçGareGassociatedGwithGserumGRlyöpçGlevelGandGprotectionGforGtypeGXG
diabetesUGGenesdanddImmunitySG2006SGbSG][[Td 4.4 41

125 nöwl[GisGdifferentlyGassociatedGwithGautoimmuneGdiseasesGinGtheGoutchGpopulationUGHumandGenetics
SG2006SGXXdSGYY] 6.3 1

124 winkageGanalysisGlocalisesGaGvartagenerGsyndromeGgeneGtoGaGZU]GcxGregionGonGchromosomeG
X]qY[TY]UGJournaldofdMedicaldGeneticsSG2006SG[ZSGeX 5.8 10

123 nharacterizationGofGtheGnzxxoXGOxʼRRXPGmutationGcausingGcopperGtoxicosisGinGmedlingtonG
terriersUGAnimaldGeneticsSG2005SGZaSG[dbT]WX 2.5 35

122 xyosinGtγmGvariantGincreasesGtheGriskGofGceliacGdiseaseGandGpointsGtowardGaGprimaryGintestinalGbarrierG
defectUGNaturedGeneticsSG2005SGZbSGXZ[XT[ 36.3 184

121 oifferentialGassociationGofGtheG–ö–yYYGcodingGvariantGwithGautoimmuneGdiseasesGinGaGoutchG
populationUGGenesdanddImmunitySG2005SGaSG[]dTaX 4.4 94

120 rluteneGaGtwoTedgedGswordUGtmmunopathogenesisGofGceliacGdiseaseUGSeminarsdindImmunopathologySG
2005SGYbSGYXbTZY 35

119 reneticsGinGcoeliacGdiseaseUGBailliereksdBestdPracticedanddResearchdindClinicaldGastroenterologySG2005SG
XdSGZYZTZd 2.5 78

118 renesGandGoutcomeGafterGaneurysmalGsubarachnoidGhaemorrhageUGJournaldofdNeurologySG2005SGY]YSG[XbTYY5.5 31

117 nöwl[GisGdifferentiallyGassociatedGwithGautoimmuneGdiseasesGinGtheGoutchGpopulationUGHumand
GeneticsSG2005SGXXcSG]cTaa 6.3 56

116 reneGexpressionGprofilingGandGphenotypeGanalysesGofGçUGcerevisiaeGinGresponseGtoGchangingGcopperG
revealsGsixGgenesGwithGnewGrolesGinGcopperGandGironGmetabolismUGPhysiologicaldGenomicsSG2005SGYYSGZ]aTab3.6 59

115 pxpressingGtheGdifferencesGbetweenGnrohnGdiseaseGandGulcerativeGcolitisUGPLoSdMedicineSG2005SGYSG
eYZWfGquizGeZW[ 11.6 11

114 yoGgeneticGassociationGofGtheGhumanGprolylGendopeptidaseGgeneGinGtheGoutchGceliacGdiseaseG
populationUGAmericandJournaldofdPhysiologydrdRenaldPhysiologySG2005SGYcdSGr[d]T]WW 5.1 9

113 wackGofGassociationGbetweenGαprqGpolymorphismsGandGlwçGinGaGoutchGpopulationUGNeurologySG2005SG
a]SGXa[ZT] 6.5 44

112 ReliableGhighTthroughputGgenotypingGandGlossTofTheterozygosityGdetectionGinGformalinTfixedSG
paraffinTembeddedGtumorsGusingGsingleGnucleotideGpolymorphismGarraysUGCancerdResearchSG2005SGa]SGXWXccTdX10.1 74

111 qamilyGmatterseGgeneGregulationGbyGmetalTdependentGtranscriptionGfactorsUGTopicsdindCurrentd
GeneticsSG2005SGZ[XTZd[ 3

CiscatWijmenga
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110 öheGmanyGfacesGofGtheGcopperGmetabolismGproteinGxʼRRXVnzxxoXUGJournaldofdHereditySG2005SGdaSGcWZTXX2.4 57

109 xolecularGmechanismsGofGtheGadaptiveSGinnateGandGregulatoryGimmuneGresponsesGinGtheGintestinalG
mucosaGofGceliacGdiseaseGpatientsUGExpertdReviewdofdMoleculardDiagnosticsSG2005SG]SGacXTbWW 3.8 10

108 InoelionomicsIeGtowardsGunderstandingGtheGmolecularGpathologyGofGcoeliacGdiseaseUGClinicald
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