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66 ConvergentRsomaticRmutationsRinRmetabolismRgenesRinRchronicRliverRdiseasegRNatureeR2021eRnrqeRmplfmpq 50.4 10
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56 PredictionRofRacuteRmyeloidRleukaemiaRriskRinRhealthyRindividualsgRNatureeR2018eRnnreRmiifmim 50.4 368
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superfenhancersRinRbreastRcancersgRNaturesGeneticseR2017eRmreRlmjflmq 36.3 54
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36.3 292

41 TheRLifeRHistoryRofRkjRBreastRCancersgRCelleR2015eRjokeRrkm 56.2 7

40 cgpPindelsRIdentifyingRSomaticallyRzcquiredRInsertionRandRDeletionREventsRfromRPairedREndR
SequencinggRCurrentsProtocolssinsBioinformaticseR2015eRnkeRjngpgjfjngpgjk 24.2 74

39 zRcomprehensiveRassessmentRofRsomaticRmutationRdetectionRinRcancerRusingRwholefgenomeR
sequencinggRNaturesCommunicationseR2015eRoeRjiiij 17.4 199

38 RzGfmediatedRrecombinationRisRtheRpredominantRdriverRofRoncogenicRrearrangementRinR
ETVofRUNXjRacuteRlymphoblasticRleukemiagRNaturesGeneticseR2014eRmoeRjjofkn 36.3 244
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36 ProcessedRpseudogenesRacquiredRsomaticallyRduringRcancerRdevelopmentgRNaturesCommunicationseR
2014eRneRlomm 17.4 68

35 CgRelegansRwholefgenomeRsequencingRrevealsRmutationalRsignaturesRrelatedRtoRcarcinogensRandR
DNzRrepairRdeficiencygRGenomesResearcheR2014eRkmeRjokmflo 9.7 125

34 PolygenicRinRvivoRvalidationRofRcancerRmutationsRusingRtransposonsgRGenomesBiologyeR2014eRjneRmnn 18.3 3
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32 SignaturesRofRmutationalRprocessesRinRhumanRcancergRNatureeR2013eRniieRmjnfkj 50.4 5895

31 SinglefcellRpairedfendRgenomeRsequencingRrevealsRstructuralRvariationRperRcellRcyclegRNucleicsAcidss
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29 ClinicalRandRbiologicalRimplicationsRofRdriverRmutationsRinRmyelodysplasticRsyndromesgRBloodeR2013eR
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23 TheRlandscapeRofRcancerRgenesRandRmutationalRprocessesRinRbreastRcancergRNatureeR2012eRmqoeRmiifm 50.4 1264

22 IntratumorRheterogeneityRandRbranchedRevolutionRrevealedRbyRmultiregionRsequencinggRNews
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21 MutationalRprocessesRmoldingRtheRgenomesRofRkjRbreastRcancersgRCelleR2012eRjmreRrprfrl 56.2 1279

20 TheRlifeRhistoryRofRkjRbreastRcancersgRCelleR2012eRjmreRrrmfjiip 56.2 979

19 TandemRduplicationRofRchromosomalRsegmentsRisRcommonRinRovarianRandRbreastRcancerRgenomesgR
JournalsofsPathologyeR2012eRkkpeRmmofnn 9.4 72
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carcinomagRNatureeR2011eRmoreRnlrfmk 50.4 943
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andRnonsyndromicRmentalRretardationgRNaturesGeneticseR2007eRlreRjjkpfll 36.3 189

15 PatternsRofRsomaticRmutationRinRhumanRcancerRgenomesgRNatureeR2007eRmmoeRjnlfq 50.4 2400
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MutationsRinRCULmBeRwhichRencodesRaRubiquitinRElRligaseRsubuniteRcauseRanRXflinkedRmentalR
retardationRsyndromeRassociatedRwithRaggressiveRoutburstseRseizureseRrelativeRmacrocephalyeR
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11 120
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9 MutationsRinRtheRgeneRencodingRtheRSigmaRkRsubunitRofRtheRadaptorRproteinRjRcomplexeRzPjSkeR
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TherapeuticseR2006eRneRkoiofjk 6.1 322

7 zRscreenRofRtheRcompleteRproteinRkinaseRgeneRfamilyRidentifiesRdiverseRpatternsRofRsomaticR
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5 LungRcancersRintragenicRERBBkRkinaseRmutationsRinRtumoursgRNatureeR2004eRmljeRnknfo 50.4 655
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