
Michelle Wille

ListjofjPublicationsjbyjCitations

Source:jhttps://exalyycom/authorxpdf/5090538/michellexwillexpublicationsxbyxcitationsypdf

Version:j2024x04x28j

ThisjdocumentjhasjbeenjgeneratedjbasedjonjthejpublicationsjandjcitationsjrecordedjbyjexalyycomyjForj

thejlatestjversionjofjthisjpublicationjlistwjvisitjthejlinkjgivenjabovey

ThejthirdjcolumnjisjthejimpactjfactorjsIFtjofjthejjournalwjandjthejfourthjcolumnjisjthejnumberjofj

citationsjofjthejarticley

64
papers

1,099
citations

20
h-index

30
g-index

75
ext. papers

1,548
ext. citations

5.5
avg, IF

4.95
L-index



m Paper IF Citations

64 LongctermNvariationNinNinfluenzaNxNvirusNprevalenceNandNsubtypeNdiversityNinNmigratoryNmallardsNinN
northernNEuropedNProceedingshofhthehRoyalhSocietyhB:hBiologicalhSciencesbN2014bNhogbNhfgkffpo 4.4 81

63 ExtensiveNgeographicNmosaicismNinNavianNinfluenzaNvirusesNfromNgullsNinNtheNnorthernNhemispheredN
PLoShONEbN2011bNmbNehfmmk 3.7 57

62 IndividualNvariationNinNinfluenzaNxNvirusNinfectionNhistoriesNandNlongctermNimmuneNresponsesNinN
MallardsdNPLoShONEbN2013bNobNemghfg 3.7 52

61 ViruscvirusNinteractionsNandNhostNecologyNareNassociatedNwithNRNxNviromeNstructureNinNwildNbirdsdN
MolecularhEcologybN2018bNhnbNlhmiclhno 5.7 49

60 FrequencyNandNpatternsNofNreassortmentNinNnaturalNinfluenzaNxNvirusNinfectionNinNaNreservoirNhostdN
VirologybN2013bNkkibNglfcmf 3.6 45

59 xNDivergentNHepatitisNDcLikeNxgentNinNyirdsdNVirusesbN2018bNgfbN 6.2 41

58 MetactranscriptomicsNrevealsNaNdiverseNantibioticNresistanceNgeneNpoolNinNavianNmicrobiomesdNBMCh
BiologybN2019bNgnbNig 7.3 40

57
ReassortmentNofNxmericanNandNEurasianNgenesNinNanNinfluenzaNxNvirusNisolatedNfromNaNgreatN
blackcbackedNgullNWLarusNmarinusYbNaNspeciesNdemonstratedNtoNmoveNbetweenNtheseNregionsdN
ArchiveshofhVirologybN2011bNglmbNgfncgl

2.6 40

56 ViromeNheterogeneityNandNconnectivityNinNwaterfowlNandNshorebirdNcommunitiesdNISMEhJournalbN
2019bNgibNhmfichmgm 11.9 36

55 zzMetagenqNcomprehensiveNandNaccurateNidentificationNofNeukaryotesNandNprokaryotesNinN
metagenomicNdatadNGenomehBiologybN2020bNhgbNgfi 18.3 35

54 HostNandNvirusNecologyNasNdeterminantsNofNinfluenzaNxNvirusNtransmissionNinNwildNbirdsdNCurrenth
OpinionhinhVirologybN2018bNhobNhmcim 7.5 35

53 NovelNhepatitisNDclikeNagentsNinNvertebratesNandNinvertebratesdNVirushEvolutionbN2019bNlbNvezfhg 3.7 34

52 WildNbirdsNasNreservoirsNforNdiverseNandNabundantNgammacNandNdeltacoronavirusesdNFEMSh
MicrobiologyhReviewsbN2020bNkkbNmigcmkk 15.1 34

51 DetectionNandNcharacterisationNofNcoronavirusesNinNmigratoryNandNnoncmigratoryNxustralianNwildN
birdsdNScientifichReportsbN2018bNobNlpof 4.9 30

50 TheNEcologyNandNEvolutionNofNInfluenzaNVirusesdNColdhSpringhHarborhPerspectiveshinhMedicinebN2020bN
gfbN 5.4 28

49 SustainedNRNxNviromeNdiversityNinNxntarcticNpenguinsNandNtheirNticksdNISMEhJournalbN2020bNgkbNgnmocgnoh 11.9 28

48
TemporalNdynamicsbNdiversitybNandNinterplayNinNthreeNcomponentsNofNtheNvirodiversityNofNaNMallardN
populationqNinfluenzaNxNvirusbNavianNparamyxovirusNandNavianNcoronavirusdNInfectionwhGeneticshandh
EvolutionbN2015bNhpbNghpcin

4.5 24

Michelle Wille

2



47 GlobalNpatternsNofNavianNinfluenzaNxNWHnYqNvirusNevolutionNandNzoonoticNthreatsdNFEMShMicrobiologyh
ReviewsbN2019bNkibNmfocmhg 15.1 22

46 PerpetuationNandNreassortmentNofNgullNinfluenzaNxNvirusesNinNxtlanticNNorthNxmericadNVirologybN2014bN
klmcklnbNilicmi 3.6 21

45 HighNPrevalenceNandNPutativeNLineageNMaintenanceNofNxvianNzoronavirusesNinNScandinavianN
WaterfowldNPLoShONEbN2016bNggbNefglfgpo 3.7 21

44
InfluenzaNxWHnNpYNvirusNacquiresNresistancecrelatedNneuraminidaseNIhhhTNsubstitutionNwhenN
infectedNmallardsNareNexposedNtoNlowNlevelsNofNoseltamivirNinNwaterdNAntimicrobialhAgentshandh
ChemotherapybN2015bNlpbNlgpmchfh

5.9 18

43 HowNaccuratelyNcanNweNassessNzoonoticNriskvdNPLoShBiologybN2021bNgpbNeiffggil 9.7 18

42 xNPanelNofNStablyNExpressedNReferenceNGenesNforNRealcTimeNqPzRNGeneNExpressionNStudiesNofN
MallardsNWxnasNplatyrhynchosYdNPLoShONEbN2016bNggbNefgkpklk 3.7 18

41 xssessingNtheNRoleNofNSeabirdsNinNtheNEcologyNofNInfluenzaNxNVirusesdNAvianhDiseasesbN2016bNmfbNinocom 1.6 17

40 PrevalenceNofNavianNparamyxovirusNtypeNgNinNMallardsNduringNautumnNmigrationNinNtheNwesternN
yalticNSeaNregiondNVirologyhJournalbN2013bNgfbNhol 6.1 16

39 ViromeNcompositionNinNmarineNfishNrevealedNbyNmetactranscriptomicsdNVirushEvolutionbN2021bNnbNveabffl 3.7 16

38 xntarcticNPenguinsNasNReservoirsNofNDiversityNforNxvianNxvulavirusesdNJournalhofhVirologybN2019bNpibN 6.6 15

37 TheNgenomeNsequenceNofNanNHggNhNavianNinfluenzaNvirusNfromNaNThickcbilledNMurreNWUriaNlomviaYN
showsNmarinecspecificNandNregionalNpatternsNofNrelationshipsNtoNotherNvirusesdNVirushGenesbN2010bNkgbNhhkcif2.3 14

36 WhereNdoNallNtheNsubtypesNgovNTemporalNdynamicsNofNHocHghNinfluenzaNxNvirusesNinNwaterfowldNVirush
EvolutionbN2018bNkbNveyfhl 3.7 14

35 xNPELxGIzNOUTyRExKNOFNxVIxNNzHOLERxNINNNORTHNxMERIzxNNGULLSqNSzxVENGINGNxSNxN
PRIMxRYNMEzHxNISMNFORNTRxNSMISSIONvdNJournalhofhWildlifehDiseasesbN2016bNlhbNnpicofh 1.3 13

34 UrbanizationNandNtheNdynamicsNofNRNxNvirusesNinNMallardsNWxnasNplatyrhynchosYdNInfectionwhGeneticsh
andhEvolutionbN2017bNlgbNopcpn 4.5 12

33 SerologicNEvidenceNofNExposureNtoNHighlyNPathogenicNxvianNInfluenzaNHlNVirusesNinNMigratoryN
ShorebirdsbNxustraliadNEmerginghInfectioushDiseasesbN2019bNhlbNgpficgpgf 10.2 11

32
InfectedNorNnotqNareNPzRcpositiveNoropharyngealNswabsNindicativeNofNlowNpathogenicNinfluenzaNxN
virusNinfectionNinNtheNrespiratoryNtractNofNMallardNxnasNplatyrhynchosvdNVeterinaryhResearchbN2014bN
klbNli

3.8 11

31 EvaluationNofNseabirdsNinNNewfoundlandNandNLabradorbNzanadabNasNhostsNofNinfluenzaNxNvirusesdN
JournalhofhWildlifehDiseasesbN2014bNlfbNpocgfi 1.3 11

30 yirdsNandNvirusesNatNaNcrossroadccsurveillanceNofNinfluenzaNxNvirusNinNPortugueseNwaterfowldNPLoSh
ONEbN2012bNnbNekpffh 3.7 10

(2012-2019)

3



29 RiskNassessmentNofNSxRSczoVchNinNxntarcticNwildlifedNSciencehofhthehTotalhEnvironmentbN2021bNnllbNgkiilh10.2 10

28 xNrapidNandNtransientNinnateNimmuneNresponseNtoNavianNinfluenzaNinfectionNinNmallardsdNMolecularh
ImmunologybN2018bNplbNmkcnh 4.3 9

27 xNkcyearNstudyNofNavianNinfluenzaNvirusNprevalenceNandNsubtypeNdiversityNinNducksNofNNewfoundlandbN
zanadadNCanadianhJournalhofhMicrobiologybN2013bNlpbNnfgco 3.2 9

26 xlternateNroutesNofNinfluenzaNxNvirusNinfectionNinNMallardNWxnasNplatyrhynchosYdNVeterinaryhResearchbN
2018bNkpbNggf 3.8 9

25 NoNevidenceNforNhomosubtypicNimmunityNofNinfluenzaNHiNinNMallardsNfollowingNvaccinationNinNaN
naturalNexperimentalNsystemdNMolecularhEcologybN2017bNhmbNgkhfcgkig 5.7 8

24 OseltamivirNResistanceNinNInfluenzaNxWHmNhYNzausedNbyNanNRhphKNSubstitutionNinNNeuraminidaseNIsN
NotNMaintainedNinNMallardsNwithoutNDrugNPressuredNPLoShONEbN2015bNgfbNefgipkgl 3.7 8

23 GeneticNstructureNofNavianNinfluenzaNvirusesNfromNducksNofNtheNxtlanticNflywayNofNNorthNxmericadN
PLoShONEbN2014bNpbNeomppp 3.7 8

22 zhlamydiaceaeclikeNbacteriumbNbutNnoNzhlamydiaNpsittacibNinNseaNbirdsNfromNxntarcticadNPolarhBiologybN
2015bNiobNgpigcgpim 2 7

21 mallardNexperimentsNindicateNthatNzanamivirNhasNlessNpotentialNforNenvironmentalNinfluenzaNxNvirusN
resistanceNdevelopmentNthanNoseltamivirdNJournalhofhGeneralhVirologybN2017bNpobNhpinchpkp 4.9 6

20 DivergentNInfluenzacLikeNVirusesNofNxmphibiansNandNFishNSupportNanNxncientNEvolutionaryN
xssociationdNVirusesbN2020bNghbN 6.2 6

19 RNxlaterNisNaNviableNstorageNoptionNforNavianNinfluenzaNsamplingNinNlogisticallyNchallengingN
conditionsdNJournalhofhVirologicalhMethodsbN2018bNhlhbNihcim 2.6 5

18 ResurgenceNofNavianNinfluenzaNvirusddNSciencebN2022bNeaboghih 33.3 5

17 ExpansionNofNspatialNandNhostNrangeNofNPuumalaNvirusNinNSwedenqNanNincreasingNthreatNforNhumansvdN
EpidemiologyhandhInfectionbN2017bNgklbNgmkhcgmko 4.3 4

16 RNxNviromeNabundanceNandNdiversityNisNassociatedNwithNhostNageNinNaNbirdNspeciesdNVirologybN2021bN
lmgbNpocgfm 3.6 4

15 EvolutionaryNgeneticsNofNcanineNrespiratoryNcoronavirusNandNrecentNintroductionNintoNSwedishNdogsdN
InfectionwhGeneticshandhEvolutionbN2020bNohbNgfkhpf 4.5 3

14 ExpressionNofNimmuneNgenesNandNinNmallardNducksNinfectedNwithNlowNpathogenicNavianNinfluenzaN
WLPxIYqNxNdatasetdNDatahinhBriefbN2018bNgobNglmhcglmm 1.2 3

13 OfNDucksNandNMenqNEcologyNandNEvolutionNofNaNZoonoticNPathogenNinNaNWildNReservoirNHostdN
AdvanceshinhEnvironmentalhMicrobiologybN2017bNhknchom 1.3 3

12 NarrativeNoverviewNonNwildNbirdNmigrationNinNtheNcontextNofNhighlyNpathogenicNavianNinfluenzaN
incursionNintoNtheNEuropeanNUniondNEFSAhSupportinghPublicationsbN2017bNgkbNghoiE 1.1 3

Michelle Wille

4



11 SustainedNviromeNdiversityNinNxntarcticNpenguinsNandNtheirNticksqNgeographicalNconnectednessNandN
noNevidenceNforNlowNpathogenNpressure 3

10 HowNaccuratelyNcanNweNassessNzoonoticNriskv 3

9 InfluenzaNxeHkNhNmallardNinfectionNexperimentsNfurtherNindicateNzanamivirNasNlessNproneNtoNinduceN
environmentalNresistanceNdevelopmentNthanNoseltamivirdNJournalhofhGeneralhVirologybN2020bNgfgbNogmcohk4.9 2

8 zzMetagenqNcomprehensiveNandNaccurateNidentificationNofNeukaryotesNandNprokaryotesNinN
metagenomicNdata 2

7 FourNnovelNpicornavirusesNdetectedNinNMagellanicNPenguinsNWSpheniscusNmagellanicusYNinNzhiledN
VirologybN2021bNlmfbNggmcghi 3.6 2

6 ViromeNcompositionNinNmarineNfishNrevealedNbyNmetactranscriptomics 1

5 RevealingNinterspeciesNtransmissionNbarriersNofNavianNinfluenzaNxNviruses 1

4 xNdivergentNhepatitisNDclikeNagentNinNbirds 1

3 ParasitesNofNchinstrapNpenguinsNWPygoscelisNantarcticaYNfromNthreeNlocalitiesNinNtheNxntarcticN
PeninsulaNandNaNreviewNofNtheirNparasiticNfaunadNPolarhBiologybg 2 1

2 xustraliaNasNaNglobalNsinkNforNtheNgeneticNdiversityNofNavianNinfluenzaNxNvirusddNPLoShPathogensbN2022bN
gobNegfgfglf 7.6 1

1 IdentificationNandNmolecularNcharacterizationNofNhighlyNdivergentNRNxNvirusesNinNcattlebNUgandaddN
VirushResearchbN2022bNgponip 6.4 0

List of Publications

5


