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uryptococcusLgattiiLinLwuropeZLEnvironmentalbMicrobiologyXL2017XLckXLfecjYfedg 5.2 22

146 ïowYuostLTetraplexL₄uRLforLtheLylobalLSpreadingLMultiYvrugLResistantLxungusXLandL–tsL
₄hylogeneticLRelativesZLFrontiersbinbMicrobiologyXL2018XLkXLccck 5.7 21

145 xirstLenvironmentalLisolationLofLuryptococcusLgattiiXLgenotypeLsxï₄gXLfromL–ndiaLandLaLglobalL
reviewZLMycosesXL2013XLghXLdddYj 5.2 21

144 uryptococcosisLinLpatientsLwithLdiabetesLmellitusL––LinLmainlandLuhinalLckkeYdbcgZLMycosesXL2017XL
hbXLibhYice 5.2 21

143 wcoepidemiologyLofLuryptococcusLgattiiLinLvevelopingLuountriesZLJournalbofbFungibkBaselob
SwitzerlandlXL2017XLeXL 5.6 21

142 uryptococcusLneoformansLpopulationLdiversityLandLclinicalLoutcomesLofLz–VYassociatedL
cryptococcalLmeningitisLpatientsLinLZimbabweZLJournalbofbMedicalbMicrobiologyXL2016XLhgXLcdjcYcdjj 3.2 21

141
MolecularLcharacterisationLandLantifungalLsusceptibilityLofLclinicalLuryptococcusLdeuterogattiiL
Tsxï₄haVy––ULisolatesLfromLSouthernLtrazilZLEuropeanbJournalbofbClinicalbMicrobiologybandbInfectiousb
DiseasesXL2016XLegXLcjbeYcjcb

5.3 21

140 yenotypesLandLpopulationLgeneticsLofLcryptococcusLneoformansLandLcryptococcusLgattiiLspeciesL
complexesLinLwuropeLandLtheLmediterraneanLareaZLFungalbGeneticsbandbBiologyXL2019XLcdkXLchYdk 3.9 20

139
ïowLlevelLofLantifungalLresistanceLofLuandidaLglabrataLbloodLisolatesLinLTurkeylLxluconazoleL
minimumLinhibitoryLconcentrationLandLxKSLmutationsLcanLpredictLtherapeuticLfailureZLMycosesXL2020
XLheXLkccYkdb

5.2 20

138 uryptococcusLgattiiLinfectionLinLanLimmunocompetentLpatientLfromLSouthernL–talyZLMycopathologiaXL
2012XLcifXLjiYkd 2.9 20

137
uomparisonLofLdcY₄lexL₄uRLandLs₄–LdbuLsUXXLMsïv–YT₃xLMSXLandLrvNsLSequencingLforLaLWideL
RangeLofLulinicallyL–solatedLYeastLSpecieslL–mprovedL–dentificationLbyLuombiningLdcY₄lexL₄uRLandL
s₄–LdbuLsUXLasLanLslternativeLStrategyLforLvevelopingLuountriesZLFrontiersbinbCellularbandbInfectionb
MicrobiologyXL2019XLkXLdc

5.9 19

136
wvaluationLofLMolecularLwpidemiologyXLulinicalLuharacteristicsXLsntifungalLSusceptibilityL₄rofilesXL
andLMolecularLMechanismsLofLsntifungalLResistanceLofL–ranianLSpeciesLuomplexLtloodL–solatesZL
FrontiersbinbCellularbandbInfectionbMicrobiologyXL2020XLcbXLdbh

5.9 19

135 veterminingLtheLanalyticalLspecificityLofL₄uRYbasedLassaysLforLtheLdiagnosisLofL–slLWhatLisL
sspergillusqZLMedicalbMycologyXL2017XLggXLfbdYfce 3.9 19

134 yeographicallyLpredominantLgenotypesLofLsspergillusLterreusLspeciesLcomplexLinLsustrialLsL
microsatelliteLtypingLstudyZLClinicalbMicrobiologybandbInfectionXL2016XLddXLdibYh 9.5 19

133 TriazoleLphenotypesLandLgenotypicLcharacterizationLofLclinicalLsspergillusLfumigatusLisolatesLinL
uhinaZLEmergingbMicrobesbandbInfectionsXL2017XLhXLecbk 18.9 19

Ferry Hagen
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132 ylobalLSpreadLofLzumanLuhromoblastomycosisL–sLvrivenLbyLRecombinantLuladophialophoraL
carrioniiLandL₄redominantlyLulonalLxonsecaeaLSpeciesZLPLoSbNeglectedbTropicalbDiseasesXL2015XLkXLebbbfbbf4.8 19

131 MeningitisLcausedLbyLxilobasidiumLuniguttulatumlLcaseLreportLandLoverviewLofLtheLliteratureZL
MycosesXL2012XLggXLcbgYk 5.2 19

130 –nLvitroLantifungalLactivityLofLamphotericinLtLandLccLcomparatorsLagainstLsspergillusLterreusL
speciesLcomplexZLMycosesXL2018XLhcXLcefYcfd 5.2 19

129 SpeciesLvistinctionLinLtheLTrichophytonLrubrumLuomplexZLJournalbofbClinicalbMicrobiologyXL2019XLgiXL 9.7 18

128 ylobalLMolecularLviversityLofLtheLzalotolerantLxungusZLLifeXL2018XLjXL 3 18

127 xerretsLasLsentinelsLofLtheLpresenceLofLpathogenicLuryptococcusLspeciesLinLtheLMediterraneanL
environmentZLMycopathologiaXL2014XLcijXLcfgYgc 2.9 18

126 SimpleXLlowYcostLmolecularLassaysLforLTRefaïkjzLmutationsLinLtheLcypgcsLgeneLforLrapidLdetectionL
ofLtriazoleYresistantLsspergillusLfumigatusLisolatesZLJournalbofbClinicalbMicrobiologyXL2014XLgdXLdddeYi 9.7 18

125 yrowthLandLmatingLofLuryptococcusLneoformansLvarZLgrubiiLonLwoodyLdebrisZLMicrobialbEcologyXL
2009XLgiXLigiYhg 4.4 18

124 TheLxungalL₄uRL–nitiativeSsLevaluationLofLinYhouseLandLcommercialL₄neumocystisLjiroveciiLq₄uRL
assayslLTowardLaLstandardLforLaLdiagnosticsLassayZLMedicalbMycologyXL2020XLgjXLiikYijj 3.9 18

123 xungicideYdrivenLalterationsLinLazoleYresistantLsspergillusLfumigatusLareLrelatedLtoLvegetableLcropsL
inLuolombiaXLSouthLsmericaZLMycologiaXL2019XLcccXLdciYddf 2.4 17

122 –nLvitroLantimicrobialLsusceptibilityLtestingLofLhumanLtrucellaLmelitensisLisolatesLfromLQatarL
betweenLdbcfLYLdbcgZLBMCbMicrobiologyXL2015XLcgXLcdc 4.5 17

121 MolecularLviagnosticsLofLsrthroconidialLYeastsXLxrequentL₄ulmonaryL₃pportunistsZLJournalbofb
ClinicalbMicrobiologyXL2018XLghXL 9.7 17

120 SuccessfulLsllogenicLStemLuellLTransplantationLinL₄atientsLwithL–nheritedLusRvkLveficiencyZL
JournalbofbClinicalbImmunologyXL2019XLekXLfhdYfhk 5.7 16

119 uryptococcosisLandLtuberculosisLcoYinfectionLinLmainlandLuhinaZLEmergingbMicrobesbandbInfectionsXL
2016XLgXLekj 18.9 16

118 uonstructingLïevelYdL₄hylogeneticLNetworksLfromLTripletsZLLecturebNotesbinbComputerbScienceXL2008
XLfgbYfhd 0.9 16

117
zighYresolutionLfingerprintingLofLuandidaLparapsilosisLisolatesLsuggestsLpersistenceLandL
transmissionLofLinfectionsLamongLneonatalLintensiveLcareLunitLpatientsLinLKuwaitZLScientificbReportsXL
2019XLkXLcefb

4.9 16

116
ylobalLguidelineLforLtheLdiagnosisLandLmanagementLofLtheLendemicLmycoseslLanLinitiativeLofLtheL
wuropeanLuonfederationLofLMedicalLMycologyLinLcooperationLwithLtheL–nternationalLSocietyLforL
zumanLandLsnimalLMycologyZLLancetbInfectiousbDiseasesobTheXL2021XLdcXLeehfYeeif

25.5 16

115 uoxiellaLburnetiiLvNsLdetectedLinLdomesticLruminantsLandLwildlifeLfromL₄ortugalZLVeterinaryb
MicrobiologyXL2015XLcjbXLcehYfc 3.3 15

(2015-2015)
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114 ₄itfallsLinLSerologicalLviagnosisLofLuryptococcusLgattiiL–nfectionsZLMedicalbMycologyXL2015XLgeXLjifYk 3.9 15

113 ₃utbreakLofLinfectionsLinLchildrenLwithLcancerlLanLexperienceLwithLiLepisodesLofLcatheterYrelatedL
fungemiaZLAntimicrobialbResistancebandbInfectionbControlXL2017XLhXLke 6.2 15

112 wnvironmentalLdistributionLofLuryptococcusLspeciesLandLsomeLotherLyeastYlikeLfungiLinL–ndiaZL
MycosesXL2018XLhcXLebgYece 5.2 15

111 MolecularLTypingLofLtheLuryptococcusLneoformansauryptococcusLgattiiLSpeciesLuomplexL2014XLediYegi 15

110 xatalLuryptococcusLgattiiLgenotypeLsxï₄gLinfectionLinLanLimmunocompetentLuubanLpatientZL
MedicalbMycologybCasebReportsXL2013XLdXLfjYgc 1.7 15

109 WholeLyenomeYtasedLsmplifiedLxragmentLïengthL₄olymorphismLsnalysisLRevealsLyeneticL
viversityLinZLFrontiersbinbMicrobiologyXL2017XLjXLggh 5.7 15

108 uryptococcalLmeningitisLdueLtoLuryptococcusLneoformansLgenotypeLsxï₄caVN–LinL–ranlLaLreviewLofL
theLliteratureZLMycosesXL2015XLgjXLhjkYke 5.2 15

107 treakthroughLcandidemiaLafterLtheLintroductionLofLbroadLspectrumLantifungalLagentslLsLgYyearL
retrospectiveLstudyZLMedicalbMycologyXL2018XLghXLfbhYfcg 3.9 14

106 uoxiellaLburnetiiLyenotypesLinL–berianLWildlifeZLMicrobialbEcologyXL2016XLidXLjkbYjki 4.4 14

105 ReactivationLofLaLuryptococcusLgattiiLinfectionLinLaLcheetahLTscinonyxLjubatusULheldLinLtheLNationalL
ZooXLzavanaXLuubaZLMycosesXL2011XLgfXLejjkYkd 5.2 14

104 wvaluationLofLMicrosatelliteLTypingXL–TSLSequencingXLsxï₄LxingerprintingXLMsïv–YT₃xLMSXLandL
xourierYTransformL–nfraredLSpectroscopyLsnalysisLofZLJournalbofbFungibkBaselobSwitzerlandlXL2020XLhXL 5.6 14

103
–nterspeciesLdiscriminationLofLsZLfumigatusLandLsiblingsLsZLlentulusLandLsZLfelisLofLtheLsspergillusL
sectionLxumigatiLusingLtheLssperyeniusLassayZLDiagnosticbMicrobiologybandbInfectiousbDiseaseXL2017XL
jiXLdfiYdgd

2.9 13

102
₃neLyearLprospectiveLsurveyLofLazoleLresistanceLinLsspergillusLfumigatusLatLaLxrenchLcysticLfibrosisL
referenceLcentrelLprevalenceLandLmechanismsLofLresistanceZLJournalbofbAntimicrobialbChemotherapyXL
2019XLifXLcjjfYcjjk

5.1 13

101 MolecularLcharacterizationLandLantifungalLsusceptibilityLtestingLofLuryptococcusLneoformansLsensuL
strictoLfromLsouthernLtrazilZLJournalbofbMedicalbMicrobiologyXL2018XLhiXLghbYghk 3.2 13

100
₄erformanceLofLTwoLNovelLuhromogenicLMediaLforLtheL–dentificationLofLMultidrugYResistantL
uandidaLaurisLuomparedLwithL₃therLuommerciallyLsvailableLxormulationsZLJournalbofbClinicalb
MicrobiologyXL2021XLgkXL

9.7 13

99
yeneticallyLrelatedLmicafunginYresistantLuandidaLparapsilosisLbloodLisolatesLharbouringLnovelL
mutationLRhgjyLinLhotspotLcLofLxkscplLaLnewLchallengeqZLJournalbofbAntimicrobialbChemotherapyXL
2021XLihXLfcjYfdd

5.1 13

98 MolecularLepidemiologyLofLenvironmentalLuryptococcusLspeciesLisolatesLbasedLonLamplifiedL
fragmentLlengthLpolymorphismZLJournalbDebMycologiebMedicaleXL2018XLdjXLgkkYhbg 3 13

97 zighLprevalenceLofLtheLsdbgjTLmacrolideLresistanceYassociatedLmutationLinLMycoplasmaL
genitaliumLstrainsLfromLtheLNetherlandsZLJournalbofbAntimicrobialbChemotherapyXL2017XLidXLcgdkYcgeb 5.1 12
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96
MolecularLuharacterizationLandLsntifungalLSusceptibilityLTestingLofLSequentiallyL₃btainedLulinicalL
uryptococcusLdeneoformansLandLuryptococcusLneoformansL–solatesLfromLïjubljanaXLSloveniaZL
MycopathologiaXL2018XLcjeXLeicYejb

2.9 12

95 wpidemiologyLandLaetiologiesLofLcryptococcalLmeningitisLinLsfricaXLckgbYdbcilLprotocolLforLaL
systematicLreviewZLBMJbOpenXL2018XLjXLebdbhgf 3 12

94
MolecularLcharacterizationLofLuryptococcusLgattiiLgenotypeLsxï₄haVy––LisolatedLfromLwoodyLdebrisL
ofLdiviYdiviLTuaesalpiniaLcoriariaUXLtonaireXLvutchLuaribbeanZLRevistabIberoamericanabDebMicologiaXL
2014XLecXLckeYh

1.6 12

93 uryptococcusLandLcryptococcosisLinLuubaZLsLminireviewZLMycosesXL2014XLgiXLibiYci 5.2 12

92 MacrolideYResistantLMycoplasmaLgenitaliumLinLSoutheasternLRegionLofLtheLNetherlandsXL
dbcfYdbciZLEmergingbInfectiousbDiseasesXL2019XLdgXLcdkiYcebe 10.2 11

91 wnvironmentalLsamplingLofLueratoniaLsiliquaLTcarobULtreesLinLSpainLrevealsLtheLpresenceLofLtheLrareL
uryptococcusLgattiiLgenotypeLsxï₄iaVy–VZLRevistabIberoamericanabDebMicologiaXL2015XLedXLdhkYid 1.6 11

90 ₄olyphasicLviscriminationLofLTrichophytonLtonsuransLandLTZLequinumLfromLzumansLandLzorsesZL
MycopathologiaXL2020XLcjgXLcceYcdd 2.9 11

89 MolecularLcharacterizationLbyLMïVsLofLuoxiellaLburnetiiLstrainsLinfectingLdairyLcowsLandLgoatsLofL
northYeasternL–talyZLMicrobesbandbInfectionXL2015XLciXLiihYjc 9.3 11

88 –nterlaboratoryLevaluationLofLMucoralesL₄uRLassaysLforLtestingLserumLspecimenslLsLstudyLbyLtheL
fungalL₄uRL–nitiativeLandLtheLModimucorLstudyLgroupZLMedicalbMycologyXL2021XLgkXLcdhYcej 3.9 11

87 –nLVitroLsctivitiesLofLwightLsntifungalLvrugsLagainstLaLylobalLuollectionLofLyenotypedLwxserohilumL
–solatesZLAntimicrobialbAgentsbandbChemotherapyXL2015XLgkXLhhfdYg 5.9 10

86 yenotypicLdiversityLofL₄seudomonasLaeruginosaLinLcysticLfibrosisLsiblingsLinLQatarLusingLsxï₄L
fingerprintingZLEuropeanbJournalbofbClinicalbMicrobiologybandbInfectiousbDiseasesXL2014XLeeXLdhgYic 5.3 10

85
sLmultiYcentreLprospectiveLevaluationLofLtheLuheckYvirectLwStïLScreenLforLtvLMsXLasLaLrapidL
molecularLscreeningLmethodLforLextendedYspectrumLbetaYlactamaseYproducingLwnterobacteriaceaeL
rectalLcarriageZLJournalbofbHospitalbInfectionXL2017XLkiXLdfiYdge

6.9 10

84 MutationsXLwxtroliteL₄rofilesXLandLsntifungalLSusceptibilityLinLulinicalLandLwnvironmentalL–solatesLofL
theLsspergillusLviridinutansLSpeciesLuomplexZLAntimicrobialbAgentsbandbChemotherapyXL2019XLheXL 5.9 9

83 yenotypicLdiversityLinLclinicalLandLenvironmentalLisolatesLofLuryptococcusLneoformansLfromL–ndiaL
usingLmultilocusLmicrosatelliteLandLmultilocusLsequenceLtypingZLMycosesXL2020XLheXLdjfYdke 5.2 9

82 yenotypingLofLclinicalLandLenvironmentalLsspergillusLflavusLisolatesLfromL–ranLusingLmicrosatellitesZL
MycosesXL2016XLgkXLddbYddg 5.2 9

81 uomparativeLgenotypingLandLphenotypingLofLsspergillusLfumigatusLisolatesLfromLhumansXLdogsL
andLtheLenvironmentZLBMCbMicrobiologyXL2018XLcjXLccj 4.5 9

80
virectLmolecularLversusLcultureYbasedLassessmentLofLyramYpositiveLcocciLinLbiopsiesLofLpatientsL
withLmajorLabscessesLandLdiabeticLfootLinfectionsZLEuropeanbJournalbofbClinicalbMicrobiologybandb
InfectiousbDiseasesXL2015XLefXLcjjgYkd

5.3 8

79 MolecularLcharacterizationLandLantifungalLsusceptibilityLofLuryptococcusLneoformansLstrainsL
collectedLfromLaLsingleLinstitutionLinLïimaXL₄eruZLRevistabIberoamericanabDebMicologiaXL2015XLedXLjjYkd 1.6 8

(2015-2018)
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78 yenomeYwideLmappingLusingLnewLsxï₄LmarkersLtoLexploreLintraspecificLvariationLamongL
pathogenicLSporothrixLspeciesZLPLoSbNeglectedbTropicalbDiseasesXL2020XLcfXLebbbjeeb 4.8 8

77 viagnosticLvalueLofLserumLpneumococcalLvNsLloadLduringLinvasiveLpneumococcalLinfectionsZL
EuropeanbJournalbofbClinicalbMicrobiologybandbInfectiousbDiseasesXL2014XLeeXLccckYdf 5.3 8

76 uryptococcalLMeningitisL₄resentingLasLaLuomplicationLinLz–VYinfectedLuhildrenlLsLuaseLSeriesLxromL
SubYSaharanLsfricaZLPediatricbInfectiousbDiseasebJournalXL2016XLegXLkikYjb 3.4 8

75 uomparisonLofLbiotypingLmethodsLasLalternativeLidentificationLtoolsLtoLmolecularLtypingLofL
pathogenicLuryptococcusLspeciesLinLsubYSaharanLsfricaZLMycosesXL2016XLgkXLcgcYh 5.2 8

74
–nLvitroLantifungalLsusceptibilityLprofilesLofLuryptococcusLspeciesLisolatedLfromLz–VYassociatedL
cryptococcalLmeningitisLpatientsLinLZimbabweZLDiagnosticbMicrobiologybandbInfectiousbDiseaseXL2016XL
jhXLdjkYdkd

2.9 8

73 sirwayLpersistenceLbyLtheLemergingLmultiYazoleYresistantLRasamsoniaLargillaceaLcomplexLinLcysticL
fibrosisZLMycosesXL2018XLhcXLhhgYhie 5.2 7

72 viscoveryLofLaLsexualLcycleLinLTalaromycesLamestolkiaeZLMycologiaXL2016XLcbjXLibYk 2.4 7

71 visseminatedLuryptococcusLdeuterogattiiLTsxï₄haVy––ULinfectionLinLanLsrabianLhorseLfromLvubaiXL
UnitedLsrabLwmiratesZLRevistabIberoamericanabDebMicologiaXL2017XLefXLddkYded 1.6 7

70 SuccessfulLtreatmentLofLuryptococcusLgattiiLneurocryptococcosisLinLaLgYyearYoldLimmunocompetentL
childLfromLtheLxrenchLyuianaLsmazonLregionZLRevistabIberoamericanabDebMicologiaXL2012XLdkXLdcbYe 1.6 7

69
MolecularLcharacterizationLandLantifungalLsusceptibilityLtestingLofLuandidaLnivariensisLfromLbloodL
samplesLYLanL–ranianLmulticentreLstudyLandLaLreviewLofLtheLliteratureZLJournalbofbMedicalb
MicrobiologyXL2019XLhjXLiibYiii

3.2 7

68 uaseLreportlLsLfatalLcaseLofLcryptococcosisLinLanLimmunocompetentLpatientLdueLtoLTsxï₄haVy––UZL
JMMbCasebReportsXL2018XLgXLebbgchj 0.5 7

67 yenotypicLdiversityLandLantifungalLsusceptibilityLofLuryptococcusLneoformansLisolatesLfromL
paediatricLpatientsLinLuhinaZLMycosesXL2019XLhdXLcicYcjb 5.2 7

66
UnequivocalLidentificationLofLanLunderestimatedLopportunisticLyeastLspeciesXLuyberlindneraL
fabianiiXLandLitsLcloseLrelativesLusingLaLdualYfunctionL₄uRLandLliteratureLreviewLofLpublishedLcasesZL
MedicalbMycologyXL2019XLgiXLjeeYjfb

3.9 6

65 –ncidenceLandLspectrumLofLyeastLspeciesLisolatedLfromLtheLoralLcavityLofL–ranianLpatientsLsufferingL
fromLhematologicalLmalignanciesZLJournalbofbOralbMicrobiologyXL2019XLccXLchbcbhc 6.3 6

64 xirstLfungemiaLcaseLdueLtoLenvironmentalLyeastLWickerhamomycesLmyanmarensislLdetectionLbyL
multiplexLq₄uRLandLantifungalLsusceptibilityZLFuturebMicrobiologyXL2019XLcfXLdhiYdif 2.9 6

63 ₄ostYinfluenzalLtriazoleYresistantLaspergillosisLfollowingLallogeneicLstemLcellLtransplantationZL
MycosesXL2018XLhcXLgibYgig 5.2 6

62 vifferentialLuytokineL–nductionLbyLtheLSpeciesLofLuryptococcusLgattiiLuomplexZLInfectionbandb
ImmunityXL2018XLjhXL 3.7 6

61 ₄rimaryLcutaneousLcryptococcosisLduringLinfliximabLtherapyZLDermatologicbTherapyXL2017XLebXLecdfbg 2.2 6
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60 uryptococcusLandLTrichosporonLsppZLareLsusceptibleLinLvitroLtoLbranchedLhistidineYLandLlysineYrichL
peptidesLTtzK₄sUZLJournalbofbAntimicrobialbChemotherapyXL2011XLhhXLchfkYgd 5.1 6

59 wxploringLgeneticLdiversityXLpopulationLstructureXLandLphylogeographyLinLspeciesLusingLsxï₄L
markersZZLStudiesbinbMycologyXL2021XLcbbXLcbbcec 22.2 6

58 TheLzighYQualityLuompleteLyenomeLSequenceLofLtheL₃pportunisticLxungalL₄athogenLuandidaL
vulturnaLutSLcfehhZLMycopathologiaXL2019XLcjfXLiecYief 2.9 6

57 uandidaLinfanticolaLandLuandidaLspencermartinsiaeLyeastslL₄ossibleLemergingLspeciesLinLcancerL
patientsZLMicrobialbPathogenesisXL2018XLccgXLegeYegi 3.8 5

56 MicrosatelliteLgenotypingLofLclinicalLuandidaLparapsilosisLisolatesZLCurrentbMedicalbMycologyXL2017XL
eXLcgYdb 1.1 5

55
ulinicalLinsightsLandLepidemiologyLofLcentralLnervousLsystemLinfectionLdueLtoLuryptococcusL
neoformansagattiiLspeciesLcomplexeslLsLprospectiveLstudyLfromLSouthL–ndiaZLMedicalbMycologyXL
2020XLgjXLhbbYhbj

3.9 5

54 –solationLofLuryptococcusLgattiiLfromLaLuastanopsisLargyrophyllaLtreeLhollowLTMaiYKawUXLuhiangLMaiXL
ThailandZLMycopathologiaXL2017XLcjdXLehgYeib 2.9 4

53 TwoLcasesLofLsporotrichosisLofLtheLrightLupperLextremityLinLrightYhandedLpatientsLwithLdiabetesL
mellitusZLRevistabIberoamericanabDebMicologiaXL2016XLeeXLejYfd 1.6 4

52 TheLmitochondrialLintergenicLregionsLnadcYcobLandLcobYrpseLasLmolecularLidentificationLtoolsLforL
pathogenicLmembersLofLtheLgenusLuryptococcusZLFEMSbYeastbResearchXL2019XLckXL 3.1 4

51 sLnovelLdiagnosisLscoringLmodelLtoLpredictLinvasiveLpulmonaryLaspergillosisLinLtheLintensiveLcareL
unitZLJournalbofbKingbAbdulazizbUniversityobIslamicbEconomicsXL2019XLfbXLcfbYcfh 1.1 4

50 TriazoleLResistanceL–sLStillLNotLwmergingLinLsspergillusLfumigatusL–solatesLuausingL–nvasiveL
sspergillosisLinLtrazilianL₄atientsZLAntimicrobialbAgentsbandbChemotherapyXL2017XLhcXL 5.9 4

49 ₄resenceLofLpathogenicLcryptococciLonLtreesLsituatedLinLtwoLrecreationalLareasLinLSouthLsfricaZL
FungalbEcologyXL2017XLebXLcbcYccc 4.1 4

48 uryptococcusLTypinglLWhatLisLinLaLNameqZLInternationalbJournalbofbGerontologyXL2009XLeXLjj 4

47 TheLprevalenceLandLdiversityLofLfungiLinLrespiratoryLsamplesLofLcysticLfibrosisLpatientsLâ��LaLvutchXL
nationwideXLprospectiveXLmulticentreLstudyL2018XL 4

46 NeglectingLyeneticLviversityLzindersLTimelyLviagnosisLofL–nfectionsZLJournalbofbClinicalbMicrobiology
XL2021XLgkXL 9.7 4

45 yenotypingLofLinLxormalinYxixedL₄araffinYwmbeddedLTissuesLandLSerumLSamplesLxromL₄atientsL
WithL–nvasiveLsspergillosisZLFrontiersbinbCellularbandbInfectionbMicrobiologyXL2018XLjXLeii 5.9 4

44 tacteroidesLfragilisLinLbiopsiesLofLpatientsLwithLmajorLabscessesLandLdiabeticLfootLinfectionslLdirectL
molecularLversusLcultureYbasedLdetectionZLDiagnosticbMicrobiologybandbInfectiousbDiseaseXL2016XLjgXLdheYg2.9 3

43
uommentLonlLTduandidaLMRLasLaLpredictorLofLoutcomeLinLpatientsLwithLsuspectedLinvasiveL
candidiasisLstartingLempiricalLantifungalLtreatmentlLaLprospectiveLpilotLstudyZLJournalbofb
AntimicrobialbChemotherapyXL2019XLifXLgedYgee

5.1 3

(2019-2011)
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42 MultipleLintracranialLabscessesLdueLtoLuryptococcusLneoformanslLanLunusualLclinicalLfeatureLinLanL
immunocompetentLpatientLandLaLshortLreviewLofLreportedLcasesZLMedicalbMycologyXL2010XLfjXLekjYfbc 3.9 3

41 ulassificationLofLyeastLcellsLfromLimageLfeaturesLtoLevaluateLpathogenLconditionsL2007XL 3

40 NanoporeLyenomeLSequencingLandLVariantLsnalysisLofLtheLSusceptibleLuandidaLaurisLStrainL
ïcgeiadbdbXLSalvadorXLtrazilZLMycopathologiaXL2021XLcjhXLjjeYjji 2.9 3

39 uollateralLconsequencesLofLagriculturalLfungicidesLonLpathogenicLyeastslLsL₃neLzealthLperspectiveL
toLtackleLazoleLresistanceZLMycosesXL2021XL 5.2 3

38 vonorYverivedLTransmissionLofLuryptococcusLgattiiLsensuLlatoLinLKidneyLTransplantLRecipientsZL
EmergingbInfectiousbDiseasesXL2020XLdhXLcedkYceec 10.2 3

37 –ntraspecificLviversityLandLTaxonomyLofLwmmonsiaLcrescensZLMycopathologiaXL2020XLcjgXLhceYhdi 2.9 3

36 ₄uzzlingLparacoccidioidomycosislLxactorsLassociatedLwithLtheLseverityLofL₄aracoccidioidesLlutziiL
infectionsZLInternationalbJournalbofbInfectiousbDiseasesXL2021XLcbiXLdjfYdkb 10.5 3

35 uryptococcosisLandLuryptococcusZLMycopathologiaXL2021XLcjhXLidkYiec 2.9 3

34 NomenclaturalLissuesLconcerningLculturedLyeastsLandLotherLfungilLwhyLitLisLimportantLtoLavoidL
unneededLnameLchangesZLIMAbFungusXL2021XLcdXLcj 6.8 3

33 sLnewLduplexL₄uRLassayLforLtheLrapidLscreeningLofLmatingYtypeLidiomorphsLofLpathogenicL
SporothrixLspeciesZLFungalbBiologyXL2021XLcdgXLjefYjfe 2.8 3

32 SpeciesLborderlinesLinLxusariumLexemplifiedLbyLxZLcircinatumaxZLsubglutinansZLFungalbGeneticsbandb
BiologyXL2019XLcedXLcbedhd 3.9 2

31 uaseLreportlLchronicLrelapsingLcryptococcalLmeningitisLinLaLpatientLwithLlowLmannoseYbindingLlectinL
andLaLlowLnaˆflveLuvfLcellLcountZLBMCbInfectiousbDiseasesXL2019XLckXLjfh 4 2

30 sLnewLwayLofLrecyclingLleadLbatteriesLinLNorwayZLJournalbofbPowerbSourcesXL1999XLijXLdibYdid 8.9 2

29 TrendsLinLtheLmolecularLepidemiologyLandLpopulationLgeneticsLofLemergingLspeciesZZLStudiesbinb
MycologyXL2021XLcbbXLcbbcdk 22.2 2

28 vetectionLandLuontrolLofLxungalL₃utbreaksZLMycopathologiaXL2020XLcjgXLifcYifg 2.9 2

27 ₃ccurrenceLofLandLotherLyeastYlikeLfungiLinLenvironmentalLsourcesLinLtonaireLTvutchLuaribbeanUZL
GermsXL2020XLcbXLckgYdbb 2 2

26 uryptococcusLgattiiLgenotypeLsxï₄haVy––LmeningoencephalitisLinLanLimmunocompetentLxilipinoL
maleLinLKuwaitlLactivationLofLaLdormantLinfectionZLJMMbCasebReportsXL2015XLdXL 0.5 2

25 ₄opulationLgenomicsLofuryptococcusLneoformansvarZgrubiirevealsLnewLbiogeographicL
relationshipsLandLfinelyLmapsLhybridization 2
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24 ₄aracoccidioidomycosisLdueLtoL₄LlutziilLTheLimportanceLofLneutrophilalymphocyteLratioLinLtheL
symptomaticLandLasymptomaticLphasesLinLsevereLcasesZLMycosesXL2021XLhfXLjifYjjc 5.2 2

23 SuccessfulL–savuconazoleLSalvageLTherapyLforLaLuryptococcusLdeuterogattiiLTsxï₄haVy––UL
visseminatedL–nfectionLinLaLwuropeanL–mmunocompetentL₄atientZLMycopathologiaXL2021XLcjhXLgbiYgcj 2.9 2

22 MolecularLepidemiologyLandLinLvitroLantifungalLsusceptibilityLofLTrichophytonLschoenleiniiXLagentLofL
tineaLcapitisLfavosaZLMycosesXL2019XLhdXLfhhYfif 5.2 2

21 vevelopmentLofLaLzighYResolutionLMultiYïocusLMicrosatelliteLTypingLMethodLforZLMycobiologyXL
2017XLfgXLfbcYfbj 1.7 1

20 wcogenomicsLofLzumanLandLsnimalLtasidiomycetousLYeastL₄athogensL2013XLdceYdfd 1

19 NanoporeLyenomeLSequencingLandLVariantLsnalysisLofLtheLSusceptibleLuandidaLaurisLStrainL
ïcgeiadbdbXLSalvadorXLtrazilZLMycopathologiaXL2021XLcjhXLjjeYjji 2.9 1

18 MultiYlocusLsequenceLtypingLrevealsLgenotypicLsimilarityLinLNigerianLsxï₄caVN–LofLenvironmentalL
andLclinicalLoriginZLJournalbofbMedicalbMicrobiologyXL2021XLibXL 3.2 1

17 MultipleLintracranialLabscessesLdueLtoLuryptococcusLneoformanslLanLunusualLclinicalLfeatureLinLanL
immunocompetentLpatientLandLaLshortLreviewLofLreportedLcasesZLMedicalbMycologyXL2010XLfjXLekjYfbc 3.9 1

16 MolecularLToolsLforLuandidaLaurisL–dentificationLandLTypingZLMethodsbinbMolecularbBiologyXL2022XLeeYfc 1.4 1

15 vomesticLtirdsLasLSourceLofLuryptococcusLdeuterogattiiLTsxï₄haVy––UlL₄otentialLRiskLforL
uryptococcosisZLMycopathologiaXL2021XLcjiXLcbe 2.9 0

14 RenalLtransplantLpatientLsurvivesLaLdonorYderivedLabdominalLinvasiveLmucormycosisLTLUZLMedicalb
MycologybCasebReportsXL2020XLebXLekYfd 1.7 0

13 MolecularLtypingLandLantifungalLsusceptibilityLstudyLofLsspergillusLsppZLinLintensiveLcareLunitLT–uUUL
patientsLinL–ndonesiaZLJournalbofbInfectionbinbDevelopingbCountriesXL2021XLcgXLcbcfYcbdb 2.3 0

12 causingLcryptococcomaLofLtheLbeakLofLanLsfricanLgreyLparrotLTUXL₄ortugalZLMedicalbMycologybCaseb
ReportsXL2021XLefXLjYcd 1.7 0

11 vevelopmentLandLsnalysisLofLq₄uRLforLtheL–dentificationLofLsrthroconidialLYeastsLofLtheLyenusL
MagnusiomycesZLMycopathologiaXL2021XLcjhXLfcYgc 2.9 0

10 yeneticLandLphenotypicLdiversityLofLfecalLuandidaLalbicansLstrainsLinLirritableLbowelLsyndromeZZL
ScientificbReportsXL2022XLcdXLgekc 4.9 0

9 veLnovoLNanoporeLyenomeLSequencingLofLtheLulinicalLviutinaLcatenulataLTypeYstrainLutSghgZZL
MycopathologiaXL2022XLc 2.9 0

8 uutaneousLdisseminatedLsporotrichosisLinLimmunocompetentLpatientlLuaseLreportLandLliteratureL
reviewZZLMedicalbMycologybCasebReportsXL2022XLehXLecYef 1.7 0

7 YoungL–SzsMLâ��LUnitingLYoungLScientistsLfromLallLoverLtheLWorldZLCurrentbFungalbInfectionbReportsXL
2012XLhXLefhYefj 1.4
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6 UrbanLwnvironmentlLxungalLSpecificitieslLNonoccupationalLwxposureLandLUrbanLwnvironmentL2016XLcfiYcgg

5 RoundLyranulomatousLïesionsLinLaLYoungLyirllLsLQuizZLActabDermatopVenereologicaXL2021XLcbcXLadvbbfhf2.2

4 yenomeYwideLmappingLusingLnewLsxï₄LmarkersLtoLexploreLintraspecificLvariationLamongL
pathogenicLSporothrixLspeciesL2020XLcfXLebbbjeeb

3 yenomeYwideLmappingLusingLnewLsxï₄LmarkersLtoLexploreLintraspecificLvariationLamongL
pathogenicLSporothrixLspeciesL2020XLcfXLebbbjeeb

2 yenomeYwideLmappingLusingLnewLsxï₄LmarkersLtoLexploreLintraspecificLvariationLamongL
pathogenicLSporothrixLspeciesL2020XLcfXLebbbjeeb

1 yenomeYwideLmappingLusingLnewLsxï₄LmarkersLtoLexploreLintraspecificLvariationLamongL
pathogenicLSporothrixLspeciesL2020XLcfXLebbbjeeb
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