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263 TheKvhrlichKpathwayKforKfuselKalcoholKproductionkKaKcenturyKofKresearchKonKSaccharomycesK
cerevisiaeKmetabolismYKAppliedfandfEnvironmentalfMicrobiologyWK2008WKheWKccfjXgg 4.8 873

262 PyruvateKmetabolismKinKSaccharomycesKcerevisiaeYKYeastWK1996WKbcWKbgahXdd 3.4 537

261 xenomeKsequencingKandKanalysisKofKtheKfilamentousKfungusKPenicilliumKchrysogenumYKNaturef
BiotechnologyWK2008WKcgWKbbgbXi 44.5 374

260 rlcoholicKfermentationKofKcarbonKsourcesKinKbiomassKhydrolysatesKbyKSaccharomycesKcerevisiaekK
currentKstatusYKAntoniefVanfLeeuwenhoekWK2006WKjaWKdjbXebi 2.1 354

259 ΔicrobialKexportKofKlacticKandKdXhydroxypropanoicKacidkKimplicationsKforKindustrialKfermentationK
processesYKMetabolicfEngineeringWK2004WKgWKcefXff 9.7 347

258 StoichiometryKandKcompartmentationKofKαruyKmetabolismKinKSaccharomycesKcerevisiaeYKFEMSf
MicrobiologyfReviewsWK2001WKcfWKbfXdh 15.1 346

257
yomofermentativeKlactateKproductionKcannotKsustainKanaerobicKgrowthKofKengineeredK
SaccharomycesKcerevisiaekKpossibleKconsequenceKofKenergyXdependentKlactateKexportYKAppliedfandf
EnvironmentalfMicrobiologyWK2004WKhaWKcijiXjaf

4.8 308

256 ΔetabolicKengineeringKofKaKxyloseXisomeraseXexpressingKSaccharomycesKcerevisiaeKstrainKforKrapidK
anaerobicKxyloseKfermentationYKFEMSfYeastfResearchWK2005WKfWKdjjXeaj 3.1 303

255 ΔalicKacidKproductionKbyKSaccharomycesKcerevisiaekKengineeringKofKpyruvateKcarboxylationWK
oxaloacetateKreductionWKandKmalateKexportYKAppliedfandfEnvironmentalfMicrobiologyWK2008WKheWKchggXhh 4.8 277

254 vvolutionaryKengineeringKofKmixedXsugarKutilizationKbyKaKxyloseXfermentingKSaccharomycesK
cerevisiaeKstrainYKFEMSfYeastfResearchWK2005WKfWKjcfXde 3.1 266

253 tRzSPRZtasjkKaKmolecularKSwissKarmyKknifeKforKsimultaneousKintroductionKofKmultipleKgeneticK
modificationsKinKSaccharomycesKcerevisiaeYKFEMSfYeastfResearchWK2015WKbfWK 3.1 264

252 yighXlevelKfunctionalKexpressionKofKaKfungalKxyloseKisomerasekKtheKkeyKtoKefficientKethanolicK
fermentationKofKxyloseKbyKSaccharomycesKcerevisiaepYKFEMSfYeastfResearchWK2003WKeWKgjXhi 3.1 264

251
TheKgenomeXwideKtranscriptionalKresponsesKofKSaccharomycesKcerevisiaeKgrownKonKglucoseKinK
aerobicKchemostatKculturesKlimitedKforKcarbonWKnitrogenWKphosphorusWKorKsulfurYKJournalfoffBiologicalf
ChemistryWK2003WKchiWKdcgfXhe

5.4 256

250 ueKnovoKproductionKofKtheKflavonoidKnaringeninKinKengineeredKSaccharomycesKcerevisiaeYKMicrobialf
CellfFactoriesWK2012WKbbWKbff 6.4 235

249 ΔetabolicKengineeringKofKyeastKforKproductionKofKfuelsKandKchemicalsYKCurrentfOpinionfinf
BiotechnologyWK2013WKceWKdjiXeae 11.4 231

248
αovelKevolutionaryKengineeringKapproachKforKacceleratedKutilizationKofKglucoseWKxyloseWKandK
arabinoseKmixturesKbyKengineeredKSaccharomycesKcerevisiaeKstrainsYKAppliedfandfEnvironmentalf
MicrobiologyWK2009WKhfWKjahXbe

4.8 215

247
TheKSaccharomycesKcerevisiaeKαuvbKandKαuvcKgenesKencodeKseparateKmitochondrialKαruyK
dehydrogenasesKcatalyzingKtheKoxidationKofKcytosolicKαruyYKJournalfoffBiologicalfChemistryWK1998WK
chdWKcefcjXde

5.4 213
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246 RoleKofKtranscriptionalKregulationKinKcontrollingKfluxesKinKcentralKcarbonKmetabolismKofK
SaccharomycesKcerevisiaeYKrKchemostatKcultureKstudyYKJournalfoffBiologicalfChemistryWK2004WKchjWKjbcfXdi5.4 207

245 vffectKofKspecificKgrowthKrateKonKfermentativeKcapacityKofKbakerRsKyeastYKAppliedfandfEnvironmentalf
MicrobiologyWK1998WKgeWKeccgXdd 4.8 206

244 yighXcellXdensityKfedXbatchKcultivationKofKtheKdocosahexaenoicKacidKproducingKmarineKalgaK
trypthecodiniumKcohniiYKBiotechnologyfandfBioengineeringWK2003WKibWKgggXhc 4.9 195

243
TheKfluxesKthroughKglycolyticKenzymesKinKSaccharomycesKcerevisiaeKareKpredominantlyKregulatedKatK
posttranscriptionalKlevelsYKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoff
AmericaWK2007WKbaeWKbfhfdXi

11.5 192

242 ruxotrophicKyeastKstrainsKinKfundamentalKandKappliedKresearchYKAppliedfandfEnvironmentalf
MicrobiologyWK2002WKgiWKcajfXbaa 4.8 192

241
ReproducibilityKofKoligonucleotideKmicroarrayKtranscriptomeKanalysesYKrnKinterlaboratoryK
comparisonKusingKchemostatKculturesKofKSaccharomycesKcerevisiaeYKJournalfoffBiologicalfChemistryWK
2002WKchhWKdhaabXi

5.4 191

240 ΔinimalKmetabolicKengineeringKofKSaccharomycesKcerevisiaeKforKefficientKanaerobicKxyloseK
fermentationkKaKproofKofKprincipleYKFEMSfYeastfResearchWK2004WKeWKgffXge 3.1 189

239
ueKnovoKsequencingWKassemblyKandKanalysisKofKtheKgenomeKofKtheKlaboratoryKstrainKSaccharomycesK
cerevisiaeKtvαYP×bbdXhuWKaKmodelKforKmodernKindustrialKbiotechnologyYKMicrobialfCellfFactoriesWK
2012WKbbWKdg

6.4 183

238 PyruvateKdecarboxylasekKrnKindispensableKenzymeKforKgrowthKofKSaccharomycesKcerevisiaeKonK
glucoseK1996WKbcWKcehXcfh 183

237 TheKtwoKacetylXcoenzymeKrKsynthetasesKofKSaccharomycesKcerevisiaeKdifferKwithKrespectKtoKkineticK
propertiesKandKtranscriptionalKregulationYKJournalfoffBiologicalfChemistryWK1996WKchbWKcijfdXj 5.4 175

236 vngineeringKofKSaccharomycesKcerevisiaeKforKefficientKanaerobicKalcoholicKfermentationKofK
LXarabinoseYKAppliedfandfEnvironmentalfMicrobiologyWK2007WKhdWKeiibXjb 4.8 172

235
uirectedKevolutionKofKpyruvateKdecarboxylaseXnegativeKSaccharomycesKcerevisiaeWKyieldingKaK
tcXindependentWKglucoseXtolerantWKandKpyruvateXhyperproducingKyeastYKAppliedfandfEnvironmentalf
MicrobiologyWK2004WKhaWKbfjXgg

4.8 169

234 xlucoseKuptakeKkineticsKandKtranscriptionKofKyXTKgenesKinKchemostatKculturesKofKSaccharomycesK
cerevisiaeYKJournalfoffBiologicalfChemistryWK1999WKcheWKbfdfaXj 5.4 159

233 ×ineticsKofKgrowthKandKsugarKconsumptionKinKyeastsYKAntoniefVanfLeeuwenhoekWK1993WKgdWKdedXfc 2.1 153

232 zdentificationKandKcharacterizationKofKphenylpyruvateKdecarboxylaseKgenesKinKSaccharomycesK
cerevisiaeYKAppliedfandfEnvironmentalfMicrobiologyWK2003WKgjWKefdeXeb 4.8 147

231 RegulationKofKcarbonKmetabolismKinKchemostatKculturesKofKSaccharomycesKcerevisiaeKgrownKonK
mixturesKofKglucoseKandKethanolYKYeastWK1995WKbbWKeahXbi 3.4 133

230 TheKmitochondrialKalcoholKdehydrogenaseKrdhdpKisKinvolvedKinKaKredoxKshuttleKinKSaccharomycesK
cerevisiaeYKJournalfoffBacteriologyWK2000WKbicWKehdaXh 3.5 131

229 zdentificationKandKcharacterizationKofKΔrvbWKtheKSaccharomycesKcerevisiaeKstructuralKgeneK
encodingKmitochondrialKmalicKenzymeYKJournalfoffBacteriologyWK1998WKbiaWKcihfXic 3.5 122
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228
vliminationKofKglycerolKproductionKinKanaerobicKculturesKofKaKSaccharomycesKcerevisiaeKstrainK
engineeredKtoKuseKaceticKacidKasKanKelectronKacceptorYKAppliedfandfEnvironmentalfMicrobiologyWK2010
WKhgWKbjaXf

4.8 121

227
TwoXdimensionalKtranscriptomeKanalysisKinKchemostatKculturesYKtombinatorialKeffectsKofKoxygenK
availabilityKandKmacronutrientKlimitationKinKSaccharomycesKcerevisiaeYKJournalfoffBiologicalf
ChemistryWK2005WKciaWKedhXeh

5.4 117

226 uevelopmentKofKefficientKxyloseKfermentationKinKSaccharomycesKcerevisiaekKxyloseKisomeraseKasKaK
keyKcomponentYKAdvancesfinfBiochemicalfEngineeringwBiotechnologyWK2007WKbaiWKbhjXcae 1.7 115

225 ΔetabolicKengineeringKofKSaccharomycesKcerevisiaeKforKproductionKofKcarboxylicKacidskKcurrentK
statusKandKchallengesYKFEMSfYeastfResearchWK2009WKjWKbbcdXdg 3.1 112

224 znKvivoKanalysisKofKtheKmechanismsKforKoxidationKofKcytosolicKαruyKbyKSaccharomycesKcerevisiaeK
mitochondriaYKJournalfoffBacteriologyWK2000WKbicWKcicdXda 3.5 112

223 SaccharomycesKcerevisiaeKstrainsKforKsecondXgenerationKethanolKproductionkKfromKacademicK
explorationKtoKindustrialKimplementationYKFEMSfYeastfResearchWK2017WKbhWK 3.1 108

222 amdSYΔWKaKnewKdominantKrecyclableKmarkerKcassetteKforKSaccharomycesKcerevisiaeYKFEMSfYeastf
ResearchWK2013WKbdWKbcgXdj 3.1 106

221 ProteomeKanalysisKofKyeastKresponseKtoKvariousKnutrientKlimitationsYKMolecularfSystemsfBiologyWK
2006WKcWKcaagYaacg 12.2 103

220 TheKSaccharomycesKcerevisiaeKztLcKgeneKencodesKaKmitochondrialKcXmethylisocitrateKlyaseKinvolvedK
inKpropionylXcoenzymeKrKmetabolismYKJournalfoffBacteriologyWK2000WKbicWKhaahXbd 3.5 103

219 XyloseKmetabolismKinKtheKanaerobicKfungusKPiromycesKspYKstrainKvcKfollowsKtheKbacterialKpathwayYK
ArchivesfoffMicrobiologyWK2003WKbiaWKbdeXeb 3 101

218 vffectsKofKaceticKacidKonKtheKkineticsKofKxyloseKfermentationKbyKanKengineeredWK
xyloseXisomeraseXbasedKSaccharomycesKcerevisiaeKstrainYKFEMSfYeastfResearchWK2009WKjWKdfiXge 3.1 100

217 QuantitativeKproteomicsKandKtranscriptomicsKofKanaerobicKandKaerobicKyeastKculturesKrevealsK
postXtranscriptionalKregulationKofKkeyKcellularKprocessesYKMicrobiologyfoUnitedfKingdompWK2007WKbfdWKdigeXdihi2.9 99

216 RegulationKofKfermentativeKcapacityKandKlevelsKofKglycolyticKenzymesKinKchemostatKculturesKofK
SaccharomycesKcerevisiaeYKEnzymefandfMicrobialfTechnologyWK2000WKcgWKhceXhdg 3.8 99

215
PhysiologicalKcharacterizationKofKtheKrRβbaXdependentWKbroadXsubstrateXspecificityKcXoxoKacidK
decarboxylaseKactivityKofKSaccharomycesKcerevisiaeYKAppliedfandfEnvironmentalfMicrobiologyWK2005WK
hbWKdchgXie

4.8 97

214 tarbonKdioxideKfixationKbyKtalvinXtycleKenzymesKimprovesKethanolKyieldKinKyeastYKBiotechnologyfforf
BiofuelsWK2013WKgWKbcf 7.8 93

213 rcclimationKofKSaccharomycesKcerevisiaeKtoKlowKtemperaturekKaKchemostatXbasedKtranscriptomeK
analysisYKMolecularfBiologyfoffthefCellWK2007WKbiWKfbaaXbc 3.5 93

212
rKnewKlaboratoryKevolutionKapproachKtoKselectKforKconstitutiveKaceticKacidKtoleranceKinK
SaccharomycesKcerevisiaeKandKidentificationKofKcausalKmutationsYKBiotechnologyfforfBiofuelsWK2016WK
jWKbhd

7.8 88

211 UnderKpressurekKevolutionaryKengineeringKofKyeastKstrainsKforKimprovedKperformanceKinKfuelsKandK
chemicalsKproductionYKCurrentfOpinionfinfBiotechnologyWK2018WKfaWKehXfg 11.4 88
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210 ProlongedKselectionKinKaerobicWKglucoseXlimitedKchemostatKculturesKofKSaccharomycesKcerevisiaeK
causesKaKpartialKlossKofKglycolyticKcapacityYKMicrobiologyfoUnitedfKingdompWK2005WKbfbWKbgfhXbggj 2.9 87

209 xrowthKrequirementsKofKpyruvateXdecarboxylaseXnegativeKSaccharomycesKcerevisiaeYKFEMSf
MicrobiologyfLettersWK1999WKbheWKhdXj 2.9 87

208 RegulationKofKalcoholicKfermentationKinKbatchKandKchemostatKculturesKofK×luyveromycesKlactisKtsSK
cdfjYKYeastWK1998WKbeWKefjXgj 3.4 86

207 βxidationKandKReductionKofKzronKbyKrcidophilicKsacteriaYKGeomicrobiologyfJournalWK1992WKbaWKbfdXbhb 2.5 86

206 ΔetabolicKengineeringKofKglycerolKproductionKinKSaccharomycesKcerevisiaeYKAppliedfandf
EnvironmentalfMicrobiologyWK2002WKgiWKcibeXcb 4.8 84

205 ReplacementKofKtheKSaccharomycesKcerevisiaeKacetylXtorKsynthetasesKbyKalternativeKpathwaysKforK
cytosolicKacetylXtorKsynthesisYKMetabolicfEngineeringWK2014WKcbWKegXfj 9.7 82

204
vngineeringKcytosolicKacetylXcoenzymeKrKsupplyKinKSaccharomycesKcerevisiaekKPathwayK
stoichiometryWKfreeXenergyKconservationKandKredoxXcofactorKbalancingYKMetabolicfEngineeringWK2016WK
dgWKjjXbbf

9.7 81

203 wermentativeKcapacityKinKhighXcellXdensityKfedXbatchKculturesKofKbakerRsKyeastYKBiotechnologyfandf
BioengineeringWK2000WKgiWKfbhXfcd 4.9 81

202 SYKcerevisiaeKˆ�KSYKeubayanusKinterspecificKhybridWKtheKbestKofKbothKworldsKandKbeyondYKFEMSfYeastf
ResearchWK2015WKbfWK 3.1 79

201 zncreasingKrTPKconservationKinKmaltoseKconsumingKyeastWKaKchallengeKforKindustrialKorganicKacidK
productionKinKnonXaeratedKreactorsYKBMCfProceedingsWK2014WKiWKPbif 2.3 78

200 ResolvingKPhenylalanineKΔetabolismKShedsKLightKonKαaturalKSynthesisKofKPenicillinKxKinKPenicilliumK
chrysogenumYKEukaryoticfCellWK2013WKbcWKbfbXbfb 78

199 QuantitativeKphysiologyKofKSaccharomycesKcerevisiaeKatKnearXzeroKspecificKgrowthKratesYKAppliedf
andfEnvironmentalfMicrobiologyWK2009WKhfWKfgahXbe 4.8 78

198 zntegratedKmultilaboratoryKsystemsKbiologyKrevealsKdifferencesKinKproteinKmetabolismKbetweenK
twoKreferenceKyeastKstrainsYKNaturefCommunicationsWK2010WKbWKbef 17.4 78

197 xenericKandKspecificKtranscriptionalKresponsesKtoKdifferentKweakKorganicKacidsKinKanaerobicK
chemostatKculturesKofKSaccharomycesKcerevisiaeYKFEMSfYeastfResearchWK2007WKhWKibjXdd 3.1 76

196 PolycistronicKexpressionKofKaK˛†XcaroteneKbiosyntheticKpathwayKinKSaccharomycesKcerevisiaeKcoupledK
toK˛†XiononeKproductionYKJournalfoffBiotechnologyWK2014WKbjcKPtKsWKdidXjc 3.7 75

195 rKversatileWKefficientKstrategyKforKassemblyKofKmultiXfragmentKexpressionKvectorsKinKSaccharomycesK
cerevisiaeKusingKgaKbpKsyntheticKrecombinationKsequencesYKMicrobialfCellfFactoriesWK2013WKbcWKeh 6.4 74

194 vngineeringKtopologyKandKkineticsKofKsucroseKmetabolismKinKSaccharomycesKcerevisiaeKforKimprovedK
ethanolKyieldYKMetabolicfEngineeringWK2011WKbdWKgjeXhad 9.7 74

193
xenomeKduplicationKandKmutationsKinKrtvcKcauseKmulticellularWKfastXsedimentingKphenotypesKinK
evolvedKSaccharomycesKcerevisiaeYKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedf
StatesfoffAmericaWK2013WKbbaWKveccdXdb

11.5 71
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192 satchKandKcontinuousKcultureXbasedKselectionKstrategiesKforKaceticKacidKtoleranceKinK
xyloseXfermentingKSaccharomycesKcerevisiaeYKFEMSfYeastfResearchWK2011WKbbWKcjjXdag 3.1 71

191 vngineeringKacetylKcoenzymeKrKsupplykKfunctionalKexpressionKofKaKbacterialKpyruvateK
dehydrogenaseKcomplexKinKtheKcytosolKofKSaccharomycesKcerevisiaeYKMBioWK2014WKfWKeabgjgXbe 7.8 70

190 vffectsKofKgrowthKconditionsKonKmitochondrialKmorphologyKinKSaccharomycesKcerevisiaeYKAntonief
VanfLeeuwenhoekWK1995WKghWKcedXfd 2.1 69

189
yighXlevelKexpressionKofKPlasmodiumKvivaxKapicalKmembraneKantigenKbKSrΔrXbTKinKPichiaKpastoriskK
strongKimmunogenicityKinKΔacacaKmulattaKimmunizedKwithKPYKvivaxKrΔrXbKandKadjuvantKSsrScYK
InfectionfandfImmunityWK1999WKghWKedXj

3.7 69

188 SubstrateKspecificityKofKthiamineKpyrophosphateXdependentKcXoxoXacidKdecarboxylasesKinK
SaccharomycesKcerevisiaeYKAppliedfandfEnvironmentalfMicrobiologyWK2012WKhiWKhfdiXei 4.8 68

187 PhysiologicalKandKtranscriptionalKresponsesKtoKhighKconcentrationsKofKlacticKacidKinKanaerobicK
chemostatKculturesKofKSaccharomycesKcerevisiaeYKAppliedfandfEnvironmentalfMicrobiologyWK2008WKheWKfhfjXgi4.8 68

186 ΔetabolomeWKtranscriptomeKandKmetabolicKfluxKanalysisKofKarabinoseKfermentationKbyKengineeredK
SaccharomycesKcerevisiaeYKMetabolicfEngineeringWK2010WKbcWKfdhXfb 9.7 66

185 xlucoseKmetabolismKandKgluconicKacidKproductionKbyKrcetobacterKdiazotrophicusYKJournalfoff
BiosciencefandfBioengineeringWK1991WKhcWKbabXbaf 66

184 rnKinternalKdeletionKinKΔTybKenablesKgrowthKonKglucoseKofKpyruvateXdecarboxylaseKnegativeWK
nonXfermentativeKSaccharomycesKcerevisiaeYKMicrobialfCellfFactoriesWK2012WKbbWKbdb 6.4 65

183 tarbonicKanhydraseKSαcebadpTkKanKessentialKbiosyntheticKenzymeKforKgrowthKofKSaccharomycesK
cerevisiaeKatKatmosphericKcarbonKdioxideKpressureYKBiochemicalfJournalWK2005WKdjbWKdbbXg 3.8 65

182 PyruvateKdecarboxylasekKanKindispensableKenzymeKforKgrowthKofKSaccharomycesKcerevisiaeKonK
glucoseYKYeastWK1996WKbcWKcehXfh 3.4 65

181 xenomeXwideKanalyticalKapproachesKforKreverseKmetabolicKengineeringKofKindustriallyKrelevantK
phenotypesKinKyeastYKFEMSfYeastfResearchWK2012WKbcWKbidXjg 3.1 64

180 vxploringKandKdissectingKgenomeXwideKgeneKexpressionKresponsesKofKPenicilliumKchrysogenumKtoK
phenylaceticKacidKconsumptionKandKpenicillinxKproductionYKBMCfGenomicsWK2009WKbaWKhf 4.5 64

179 TranscriptionalKresponsesKofKSaccharomycesKcerevisiaeKtoKpreferredKandKnonpreferredKnitrogenK
sourcesKinKglucoseXlimitedKchemostatKculturesYKFEMSfYeastfResearchWK2007WKhWKgaeXca 3.1 64

178 xenomeXscaleKanalysesKofKbutanolKtoleranceKinKSaccharomycesKcerevisiaeKrevealKanKessentialKroleKofK
proteinKdegradationYKBiotechnologyfforfBiofuelsWK2013WKgWKei 7.8 63

177 tatalaseKoverexpressionKreducesKlacticKacidXinducedKoxidativeKstressKinKSaccharomycesKcerevisiaeYK
AppliedfandfEnvironmentalfMicrobiologyWK2009WKhfWKcdcaXf 4.8 62

176 ValidationKofKaKmetabolicKnetworkKforKSaccharomycesKcerevisiaeKusingKmixedKsubstrateKstudiesYK
BiotechnologyfProgressWK1996WKbcWKedeXei 2.8 59

175 ×eyKprocessKconditionsKforKproductionKofKtSeTKdicarboxylicKacidsKinKbioreactorKbatchKculturesKofKanK
engineeredKSaccharomycesKcerevisiaeKstrainYKAppliedfandfEnvironmentalfMicrobiologyWK2010WKhgWKheeXfa 4.8 57
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174 vffectsKofKpyruvateKdecarboxylaseKoverproductionKonKfluxKdistributionKatKtheKpyruvateKbranchKpointK
inKSaccharomycesKcerevisiaeYKAppliedfandfEnvironmentalfMicrobiologyWK1998WKgeWKcbddXea 4.8 57

173 vnergyKcouplingKinKSaccharomycesKcerevisiaekKselectedKopportunitiesKforKmetabolicKengineeringYK
FEMSfYeastfResearchWK2012WKbcWKdihXjh 3.1 54

172 ΔetabolicKfluxKanalysisKofKaKglycerolXoverproducingKSaccharomycesKcerevisiaeKstrainKbasedKonK
xtXΔSWKLtXΔSKandKαΔRXderivedKtXlabellingKdataYKFEMSfYeastfResearchWK2007WKhWKcbgXdb 3.1 54

171 uynamicsKofKglycolyticKregulationKduringKadaptationKofKSaccharomycesKcerevisiaeKtoKfermentativeK
metabolismYKAppliedfandfEnvironmentalfMicrobiologyWK2008WKheWKfhbaXcd 4.8 52

170 PhysiologicalKandKtranscriptionalKresponsesKofKSaccharomycesKcerevisiaeKtoKzincKlimitationKinK
chemostatKculturesYKAppliedfandfEnvironmentalfMicrobiologyWK2007WKhdWKhgiaXjc 4.8 52

169 rKnewKphysiologicalKroleKforKPdrbcpKinKSaccharomycesKcerevisiaekKexportKofKaromaticKandK
branchedXchainKorganicKacidsKproducedKinKaminoKacidKcatabolismYKFEMSfYeastfResearchWK2006WKgWKjdhXef 3.1 52

168 vvolutionaryKengineeringKtoKenhanceKstarterKcultureKperformanceKinKfoodKfermentationsYKCurrentf
OpinionfinfBiotechnologyWK2015WKdcWKbXh 11.4 51

167
thromosomalKtopyKαumberKVariationKinKSaccharomycesKpastorianusKzsKvvidenceKforKvxtensiveK
xenomeKuynamicsKinKzndustrialKLagerKsrewingKStrainsYKAppliedfandfEnvironmentalfMicrobiologyWK
2015WKibWKgcfdXgh

4.8 50

166
PyruvateKdecarboxylaseKcatalyzesKdecarboxylationKofKbranchedXchainKcXoxoKacidsKbutKisKnotK
essentialKforKfuselKalcoholKproductionKbyKSaccharomycesKcerevisiaeYKAppliedfandfEnvironmentalf
MicrobiologyWK1998WKgeWKbdadXh

4.8 50

165 zncreasingKfreeXenergyKSrTPTKconservationKinKmaltoseXgrownKSaccharomycesKcerevisiaeKbyK
expressionKofKaKheterologousKmaltoseKphosphorylaseYKMetabolicfEngineeringWK2011WKbdWKfbiXcg 9.7 48

164 wunctionalKanalysisKofKstructuralKgenesKforKαruSVTXdependentKformateKdehydrogenaseKinK
SaccharomycesKcerevisiaeYKYeastWK2002WKbjWKfajXca 3.4 48

163 themostatXbasedKmicroXarrayKanalysisKinKbakerRsKyeastYKAdvancesfinfMicrobialfPhysiologyWK2009WKfeWKcfhXdbb4.4 47

162
tombinatorialKeffectsKofKenvironmentalKparametersKonKtranscriptionalKregulationKinKSaccharomycesK
cerevisiaekKaKquantitativeKanalysisKofKaKcompendiumKofKchemostatXbasedKtranscriptomeKdataYKBMCf
GenomicsWK2009WKbaWKfd

4.5 46

161 tontrolKofKtheKglycolyticKfluxKinKSaccharomycesKcerevisiaeKgrownKatKlowKtemperaturekKaKmultiXlevelK
analysisKinKanaerobicKchemostatKculturesYKJournalfoffBiologicalfChemistryWK2007WKcicWKbacedXfb 5.4 46

160 PhysiologicalKandKgenomeXwideKtranscriptionalKresponsesKofKSaccharomycesKcerevisiaeKtoKhighK
carbonKdioxideKconcentrationsYKFEMSfYeastfResearchWK2005WKfWKfhjXjd 3.1 46

159 xenomeKeditingKinK×luyveromycesKandKβgataeaKyeastsKusingKaKbroadXhostXrangeKtasjZgRαrK
coXexpressionKplasmidYKFEMSfYeastfResearchWK2018WKbiWK 3.1 45

158 vngineeringKofKPenicilliumKchrysogenumKforKfermentativeKproductionKofKaKnovelKcarbamoylatedK
cephemKantibioticKprecursorYKMetabolicfEngineeringWK2009WKbbWKbcfXdh 9.7 45

157
LaboratoryKevolutionKofKnewKlactateKtransporterKgenesKinKaKjenb˛�KmutantKofKSaccharomycesK
cerevisiaeKandKtheirKidentificationKasKruYcKallelesKbyKwholeXgenomeKresequencingKandK
transcriptomeKanalysisYKFEMSfYeastfResearchWK2012WKbcWKdfjXdhe

3.1 44

(2012-1998)
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156
ΔutationsKinKPΔRbKstimulateKxyloseKisomeraseKactivityKandKanaerobicKgrowthKonKxyloseKofK
engineeredKSaccharomycesKcerevisiaeKbyKinfluencingKmanganeseKhomeostasisYKScientificfReportsWK
2017WKhWKegbff

4.9 44

155 ProlongedKmaltoseXlimitedKcultivationKofKSaccharomycesKcerevisiaeKselectsKforKcellsKwithKimprovedK
maltoseKaffinityKandKhypersensitivityYKAppliedfandfEnvironmentalfMicrobiologyWK2004WKhaWKbjfgXgd 4.8 44

154 TranscriptionKfactorKcontrolKofKgrowthKrateKdependentKgenesKinKSaccharomycesKcerevisiaekKaKthreeK
factorKdesignYKBMCfGenomicsWK2008WKjWKdeb 4.5 43

153 βneXstepKassemblyKandKtargetedKintegrationKofKmultigeneKconstructsKassistedKbyKtheKzXScezK
meganucleaseKinKSaccharomycesKcerevisiaeYKFEMSfYeastfResearchWK2013WKbdWKhgjXib 3.1 42

152 PhysiologicalKandKgeneticKengineeringKofKcytosolicKredoxKmetabolismKinKSaccharomycesKcerevisiaeK
forKimprovedKglycerolKproductionYKMetabolicfEngineeringWK2006WKiWKfdcXec 9.7 42

151 tomparativeKgenotypingKofKtheKSaccharomycesKcerevisiaeKlaboratoryKstrainsKSciitKandK
tvαYP×bbdXhuKusingKoligonucleotideKmicroarraysYKFEMSfYeastfResearchWK2003WKeWKcfjXgj 3.1 42

150 βxidationKofKreducedKsulphurKcompoundsKbyKintactKcellsKofKThiobacillusKacidophilusYKArchivesfoff
MicrobiologyWK1992WKbfhWKbgbXbgi 3 42

149 vnzymicKanalysisKofKαruPyKmetabolismKinKbetaXlactamXproducingKPenicilliumKchrysogenumkK
presenceKofKaKmitochondrialKαruPyKdehydrogenaseYKMetabolicfEngineeringWK2006WKiWKjbXbab 9.7 40

148 zndustrialKRelevanceKofKthromosomalKtopyKαumberKVariationKinKSaccharomycesKYeastsYKAppliedfandf
EnvironmentalfMicrobiologyWK2017WKidWK 4.8 39

147 vxploitingKcombinatorialKcultivationKconditionsKtoKinferKtranscriptionalKregulationYKBMCfGenomicsWK
2007WKiWKcf 4.5 39

146 yydrolyticKactivityKinKbakerRsKyeastKlimitsKtheKyieldKofKasymmetricKdXoxoKesterKreductionYK
BiotechnologyfandfBioengineeringWK2000WKgjWKdhaXg 4.9 39

145 tonnectingKcentralKcarbonKandKaromaticKaminoKacidKmetabolismsKtoKimproveKdeKnovoK
cXphenylethanolKproductionKinKSaccharomycesKcerevisiaeYKMetabolicfEngineeringWK2019WKfgWKbgfXbia 9.7 37

144 rnapleroticKroleKforKcytosolicKmalicKenzymeKinKengineeredKSaccharomycesKcerevisiaeKstrainsYKAppliedf
andfEnvironmentalfMicrobiologyWK2011WKhhWKhdcXi 4.8 37

143
βverproductionKofKthreonineKaldolaseKcircumventsKtheKbiosyntheticKroleKofKpyruvateKdecarboxylaseK
inKglucoseXlimitedKchemostatKculturesKofKSaccharomycesKcerevisiaeYKAppliedfandfEnvironmentalf
MicrobiologyWK2003WKgjWKcajeXj

4.8 37

142 βxygenKrequirementsKofKtheKfoodKspoilageKyeastKZygosaccharomycesKbailiiKinKsyntheticKandK
complexKmediaYKAppliedfandfEnvironmentalfMicrobiologyWK2001WKghWKcbcdXi 4.8 37

141
PhysiologyKofKtheKfuelKethanolKstrainKSaccharomycesKcerevisiaeKPvXcKatKlowKpyKindicatesKaK
contextXdependentKperformanceKrelevantKforKindustrialKapplicationsYKFEMSfYeastfResearchWK2014WK
beWKbbjgXcaf

3.1 36

140
TranscriptomeXbasedKcharacterizationKofKinteractionsKbetweenKSaccharomycesKcerevisiaeKandK
LactobacillusKdelbrueckiiKsubspYKbulgaricusKinKlactoseXgrownKchemostatKcoculturesYKAppliedfandf
EnvironmentalfMicrobiologyWK2013WKhjWKfjejXgb

4.8 36

139 tellularKresponsesKofKSaccharomycesKcerevisiaeKatKnearXzeroKgrowthKrateskKtranscriptomeKanalysisK
ofKanaerobicKretentostatKculturesYKFEMSfYeastfResearchWK2011WKbbWKgadXca 3.1 36

Jack Jack T Pronk

8



138 PhosphoenolpyruvateKcarboxykinaseKasKtheKsoleKanapleroticKenzymeKinKSaccharomycesKcerevisiaeYK
AppliedfandfEnvironmentalfMicrobiologyWK2010WKhgWKfdidXj 4.8 36

137 TwoKmechanismsKforKoxidationKofKcytosolicKαruPyKbyK×luyveromycesKlactisKmitochondriaYKYeastWK
2002WKbjWKibdXce 3.4 36

136 tontributionKofKtheKSaccharomycesKcerevisiaeKtranscriptionalKregulatorKLeudpKtoKphysiologyKandK
geneKexpressionKinKnitrogenXKandKcarbonXlimitedKchemostatKculturesYKFEMSfYeastfResearchWK2005WKfWKiifXjh3.1 36

135 znvolvementKofKvacuolarKsequestrationKandKactiveKtransportKinKtoleranceKofKSaccharomycesK
cerevisiaeKtoKhopKisoXalphaXacidsYKAppliedfandfEnvironmentalfMicrobiologyWK2010WKhgWKdbiXci 4.8 34

134 VitaminKrequirementsKandKbiosynthesisKinKSaccharomycesKcerevisiaeYKYeastWK2020WKdhWKcidXdae 3.4 33

133 zmprovingKethanolKyieldKinKacetateXreducingKSaccharomycesKcerevisiaeKbyKcofactorKengineeringKofK
gXphosphogluconateKdehydrogenaseKandKdeletionKofKrLugYKMicrobialfCellfFactoriesWK2016WKbfWKgh 6.4 33

132 rKthreeXwayKproteomicsKstrategyKallowsKdifferentialKanalysisKofKyeastKmitochondrialKmembraneK
proteinKcomplexesKunderKanaerobicKandKaerobicKconditionsYKProteomicsWK2009WKjWKehihXji 4.8 33

131
LaboratoryKevolutionKofKnewKlactateKtransporterKgenesKinKaKjenb˛�KmutantKofKSaccharomycesK
cerevisiaeKandKtheirKidentificationKasKruYcKallelesKbyKwholeXgenomeKresequencingKandK
transcriptomeKanalysisYKFEMSfYeastfResearchWK2012WKbcWKdfjXdhe

3.1 33

130
vngineeringKαruyKmetabolismKinKSaccharomycesKcerevisiaekKformateKasKanKelectronKdonorKforK
glycerolKproductionKbyKanaerobicWKglucoseXlimitedKchemostatKculturesYKFEMSfYeastfResearchWK2006WK
gWKbbjdXcad

3.1 33

129
TheKPenicilliumKchrysogenumKaclrKgeneKencodesKaKbroadXsubstrateXspecificityKacylXcoenzymeKrK
ligaseKinvolvedKinKactivationKofKadipicKacidWKaKsideXchainKprecursorKforKcephemKantibioticsYKFungalf
GeneticsfandfBiologyWK2010WKehWKddXec

3.9 32

128 PichiaKpastorisKvxhibitsKyighKViabilityKandKaKLowKΔaintenanceKvnergyKRequirementKatKαearXZeroK
SpecificKxrowthKRatesYKAppliedfandfEnvironmentalfMicrobiologyWK2016WKicWKefhaXefid 4.8 30

127
vvolutionaryKengineeringKofKaKglycerolXdXphosphateKdehydrogenaseXnegativeWKacetateXreducingK
SaccharomycesKcerevisiaeKstrainKenablesKanaerobicKgrowthKatKhighKglucoseKconcentrationsYK
MicrobialfBiotechnologyWK2014WKhWKeeXfd

6.3 30

126
wunctionalKanalysisKandKtranscriptionalKregulationKofKtwoKorthologsKofKrRβbaWKencodingK
broadXsubstrateXspecificityKcXoxoXacidKdecarboxylasesWKinKtheKbrewingKyeastKSaccharomycesK
pastorianusKtsSbeidYKFEMSfYeastfResearchWK2013WKbdWKfafXbh

3.1 30

125 znfluenceKofKtheKethanolKandKglucoseKsupplyKrateKonKtheKrateKandKenantioselectivityKofKdXoxoKesterK
reductionKbyKbakerRsKyeastYKBiotechnologyfandfBioengineeringWK2001WKhfWKcjXdi 4.9 30

124
SteadyXstateKandKtransientXstateKanalysisKofKgrowthKandKmetaboliteKproductionKinKaKSaccharomycesK
cerevisiaeKstrainKwithKreducedKpyruvateXdecarboxylaseKactivityYKBiotechnologyfandfBioengineeringWK
1999WKggWKecXfa

4.9 30

123 PhysiologicalKandKTranscriptionalKResponsesKofKuifferentKzndustrialKΔicrobesKatKαearXZeroKSpecificK
xrowthKRatesYKAppliedfandfEnvironmentalfMicrobiologyWK2015WKibWKfggcXha 4.8 29

122 βptimizingKanaerobicKgrowthKrateKandKfermentationKkineticsKinKstrainsKexpressingKtalvinXcycleK
enzymesKforKimprovedKethanolKyieldYKBiotechnologyfforfBiofuelsWK2018WKbbWKbh 7.8 29

121 ΔodulatingKtheKdistributionKofKfluxesKamongKrespirationKandKfermentationKbyKoverexpressionKofK
yrPeKinKSaccharomycesKcerevisiaeYKFEMSfYeastfResearchWK2001WKbWKbdjXej 3.1 29

(2001-2010)

9



120 RegulationKofKpyruvateKmetabolismKinKchemostatKculturesKofK×luyveromycesKlactisKtsSKcdfjYKYeastWK
2000WKbgWKgbbXca 3.4 29

119
LaboratoryKevolutionKforKforcedKglucoseXxyloseKcoXconsumptionKenablesKidentificationKofKmutationsK
thatKimproveKmixedXsugarKfermentationKbyKxyloseXfermentingKSaccharomycesKcerevisiaeYKFEMSf
YeastfResearchWK2018WKbiWK

3.1 29

118
zdentityKofKtheKgrowthXlimitingKnutrientKstronglyKaffectsKstorageKcarbohydrateKaccumulationKinK
anaerobicKchemostatKculturesKofKSaccharomycesKcerevisiaeYKAppliedfandfEnvironmentalfMicrobiologyWK
2009WKhfWKgihgXif

4.8 28

117
wormateKasKanKauxiliaryKsubstrateKforKglucoseXlimitedKcultivationKofKPenicilliumKchrysogenumkK
impactKonKpenicillinKxKproductionKandKbiomassKyieldYKAppliedfandfEnvironmentalfMicrobiologyWK2007WK
hdWKfacaXf

4.8 28

116
TheKSaccharomycesKcerevisiaeKacetylXcoenzymeKrKsynthetaseKencodedKbyKtheKrtSbKgeneWKbutKnotK
theKrtScXencodedKenzymeWKisKsubjectKtoKglucoseKcataboliteKinactivationYKFEMSfMicrobiologyfLettersWK
1997WKbfdWKhfXib

2.9 28

115 ΔodulatingKtheKdistributionKofKfluxesKamongKrespirationKandKfermentationKbyKoverexpressionKofK
yrPeKinKSaccharomycesKcerevisiaeYKFEMSfYeastfResearchWK2001WKbWKbdjXbej 3.1 28

114 StructuralWKPhysiologicalKandKRegulatoryKrnalysisKofKΔaltoseKTransporterKxenesKinKtsSKbcdfhYK
FrontiersfinfMicrobiologyWK2018WKjWKbhig 5.7 27

113 ΔetabolicKfluxesKinKchemostatKculturesKofKSchizosaccharomycesKpombeKgrownKonKmixturesKofK
glucoseKandKethanolYKMicrobiologyfoUnitedfKingdompWK1996WKbecKSKPtKgTWKbdjjXbeah 2.9 27

112 ΔaintenanceXenergyKrequirementsKandKrobustnessKofKSaccharomycesKcerevisiaeKatKaerobicK
nearXzeroKspecificKgrowthKratesYKMicrobialfCellfFactoriesWK2016WKbfWKbbb 6.4 26

111 yxtXcarrierXmediatedKglucoseKeffluxKuponKexposureKofKSaccharomycesKcerevisiaeKtoKexcessKmaltoseYK
AppliedfandfEnvironmentalfMicrobiologyWK2002WKgiWKecfjXgf 4.8 26

110 PurificationKandKpartialKcharacterizationKofKaKthermostableKtrithionateKhydrolaseKfromKtheK
acidophilicKsulphurKoxidizerKThiobacillusKacidophilusYKFEBSfJournalWK1992WKcajWKdghXhe 26

109 PathwayKswappingkKTowardKmodularKengineeringKofKessentialKcellularKprocessesYKProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2016WKbbdWKbfagaXbfagf 11.5 26

108 ueletionKofKtheKSaccharomycesKcerevisiaeKrRβiKgeneWKencodingKanKaromaticKaminoKacidK
transaminaseWKenhancesKphenylethanolKproductionKfromKglucoseYKYeastWK2015WKdcWKcjXef 3.4 25

107 vvolutionaryKvngineeringKinKthemostatKtulturesKforKzmprovedKΔaltotrioseKwermentationK×ineticsKinK
LagerKsrewingKYeastYKFrontiersfinfMicrobiologyWK2017WKiWKbgja 5.7 25

106 rnKatypicalKPΔRcKlocusKisKresponsibleKforKhypersensitivityKtoKsodiumKandKlithiumKcationsKinKtheK
laboratoryKstrainKSaccharomycesKcerevisiaeKtvαYP×bbdXhuYKFEMSfYeastfResearchWK2009WKjWKhijXjc 3.1 25

105 ΔetabolicKengineeringKstrategiesKforKoptimizingKacetateKreductionWKethanolKyieldKandK
osmotoleranceKinKSYKBiotechnologyfforfBiofuelsWK2017WKbaWKbah 7.8 24

104 rKΔinimalKSetKofKxlycolyticKxenesKRevealsKStrongKRedundanciesKinKSaccharomycesKcerevisiaeK
tentralKΔetabolismYKEukaryoticfCellWK2015WKbeWKiaeXbg 24

103 vfficientKsimultaneousKexcisionKofKmultipleKselectableKmarkerKcassettesKusingKzXScezXinducedK
doubleXstrandKuαrKbreaksKinKSaccharomycesKcerevisiaeYKFEMSfYeastfResearchWK2014WKbeWKhebXfe 3.1 24

Jack Jack T Pronk
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102 TheKdiversityKofKproteinKturnoverKandKabundanceKunderKnitrogenXlimitedKsteadyXstateKconditionsKinK
SaccharomycesKcerevisiaeYKMolecularfBioSystemsWK2011WKhWKddbgXcg 24

101 vxtremeKcalorieKrestrictionKandKenergyKsourceKstarvationKinKSaccharomycesKcerevisiaeKrepresentK
distinctKphysiologicalKstatesYKBiochimicafEtfBiophysicafActafufMolecularfCellfResearchWK2011WKbibdWKcbddXee4.9 24

100 αewKinsightsKintoKtheKSaccharomycesKcerevisiaeKfermentationKswitchkKdynamicKtranscriptionalK
responseKtoKanaerobicityKandKglucoseXexcessYKBMCfGenomicsWK2008WKjWKbaa 4.5 24

99 LongXtermKadaptationKofKSaccharomycesKcerevisiaeKtoKtheKburdenKofKrecombinantKinsulinK
productionYKBiotechnologyfandfBioengineeringWK2013WKbbaWKchejXgd 4.9 23

98 xalacturonicKacidKinhibitsKtheKgrowthKofKSaccharomycesKcerevisiaeKonKgalactoseWKxyloseWKandK
arabinoseYKAppliedfandfEnvironmentalfMicrobiologyWK2012WKhiWKfafcXj 4.8 23

97 TowardKpectinKfermentationKbyKSaccharomycesKcerevisiaekKexpressionKofKtheKfirstKtwoKstepsKofKaK
bacterialKpathwayKforKuXgalacturonateKmetabolismYKJournalfoffBiotechnologyWK2012WKbgcWKdadXba 3.7 23

96
zmpactKofKvelvetKcomplexKonKtranscriptomeKandKpenicillinKxKproductionKinKglucoseXlimitedK
chemostatKculturesKofKaK˛†XlactamKhighXproducingKPenicilliumKchrysogenumKstrainYKOMICSfAfJournalf
offIntegrativefBiologyWK2012WKbgWKdcaXdd

3.8 23

95
βverproductionKofKacetylXcoenzymeKrKsynthetaseKisoenzymesKinKrespiringKSaccharomycesK
cerevisiaeKcellsKdoesKnotKreduceKacetateKproductionKafterKexposureKtoKglucoseKexcessYKFEMSf
MicrobiologyfLettersWK1998WKbgfWKbfXca

2.9 23

94 torrelationKbetweenKtranscriptKprofilesKandKfitnessKofKdeletionKmutantsKinKanaerobicKchemostatK
culturesKofKSaccharomycesKcerevisiaeYKMicrobiologyfoUnitedfKingdompWK2007WKbfdWKihhXiig 2.9 23

93 ΔetabolismKofKtetrathionateKinThiobacillusKacidophilusYKFEMSfMicrobiologyfLettersWK1993WKbbcWKbghXbhc 2.9 23

92 rlternativeKreactionsKatKtheKinterfaceKofKglycolysisKandKcitricKacidKcycleKinKSaccharomycesKcerevisiaeYK
FEMSfYeastfResearchWK2016WKbgWK 3.1 23

91 xrowthXrateKdependencyKofKdeKnovoKresveratrolKproductionKinKchemostatKculturesKofKanKengineeredK
SaccharomycesKcerevisiaeKstrainYKMicrobialfCellfFactoriesWK2015WKbeWKbdd 6.4 22

90 ΔetabolicKengineeringKofK˛†XoxidationKinKPenicilliumKchrysogenumKforKimprovedKsemiXsyntheticK
cephalosporinKbiosynthesisYKMetabolicfEngineeringWK2012WKbeWKedhXei 9.7 22

89 wsybWKtheKsoleKhexoseXprotonKtransporterKcharacterizedKinKSaccharomycesKyeastsWKexhibitsKaKvariableK
fructosekySVTKstoichiometryYKBiochimicafEtfBiophysicafActafufBiomembranesWK2013WKbiciWKcabXh 3.8 22

88
znactivationKofKtheK×luyveromycesKlactisK×lPurbKgeneKleadsKtoKlossKofKpyruvateKdehydrogenaseK
activityWKimpairsKgrowthKonKglucoseKandKtriggersKaerobicKalcoholicKfermentationYKMicrobiologyf
oUnitedfKingdompWK1998WKbeeKSKPtKbcTWKdedhXdeeg

2.9 22

87
LaboratoryKvvolutionKofKaKsiotinXRequiringKSaccharomycesKcerevisiaeKStrainKforKwullKsiotinK
PrototrophyKandKzdentificationKofKtausalKΔutationsYKAppliedfandfEnvironmentalfMicrobiologyWK2017WK
idWK

4.8 21

86 wermentationKofKglucoseXxyloseXarabinoseKmixturesKbyKaKsyntheticKconsortiumKofK
singleXsugarXfermentingKSaccharomycesKcerevisiaeKstrainsYKFEMSfYeastfResearchWK2018WKbiWK 3.1 21

85 rKtRzSPRZtasjXbasedKexplorationKintoKtheKelusiveKmechanismKforKlactateKexportKinKSaccharomycesK
cerevisiaeYKFEMSfYeastfResearchWK2017WKbhWK 3.1 21

(2017-2011)

11



84 SimilarKtemperatureKdependenciesKofKglycolyticKenzymeskKanKevolutionaryKadaptationKtoK
temperatureKdynamicspYKBMCfSystemsfBiologyWK2012WKgWKbfb 3.5 21

83 αanoarrayskKaKmethodKforKperformingKenzymaticKassaysYKAnalyticalfChemistryWK2004WKhgWKebbcXh 7.8 21

82 znKvivoKrecombinationKofKSaccharomycesKeubayanusKmaltoseXtransporterKgenesKyieldsKaKchimericK
transporterKthatKenablesKmaltotrioseKfermentationYKPLoSfGeneticsWK2019WKbfWKebaahifd 6 20

81 vliminationKofKsucroseKtransportKandKhydrolysisKinKSaccharomycesKcerevisiaekKaKplatformKstrainKforK
engineeringKsucroseKmetabolismYKFEMSfYeastfResearchWK2017WKbhWK 3.1 20

80 ResolvingKphenylalanineKmetabolismKshedsKlightKonKnaturalKsynthesisKofKpenicillinKxKinKPenicilliumK
chrysogenumYKEukaryoticfCellWK2012WKbbWKcdiXej 20

79 ToKdivideKorKnotKtoKdividekKaKkeyKroleKofKRimbfKinKcalorieXrestrictedKyeastKculturesYKBiochimicafEtf
BiophysicafActafufMolecularfCellfResearchWK2014WKbiedWKbacaXda 4.9 19

78 RevisitingKtheKroleKofKyeastKSfpbKinKribosomeKbiogenesisKandKcellKsizeKcontrolkKaKchemostatKstudyYK
MicrobiologyfoUnitedfKingdompWK2008WKbfeWKddhXdeg 2.9 19

77
TheKgenomeKsequenceKofKtheKpopularKhexoseXtransportXdeficientKSaccharomycesKcerevisiaeKstrainK
vsYYVWeaaaKrevealsKLoxPZtreXinducedKtranslocationsKandKgeneKlossYKFEMSfYeastfResearchWK2015WK
bfWK

3.1 18

76 βxygenKavailabilityKstronglyKaffectsKchronologicalKlifespanKandKthermotoleranceKinKbatchKculturesK
ofYKMicrobialfCellWK2015WKcWKecjXeee 3.9 18

75 rlleleXspecificKgenomeKeditingKusingKtRzSPRXtasjKisKassociatedKwithKlossKofKheterozygosityKinK
diploidKyeastYKNucleicfAcidsfResearchWK2019WKehWKbdgcXbdhc 20.1 18

74 rKtoolkitKforKrapidKtRzSPRXSptasjKassistedKconstructionKofKhexoseXtransportXdeficientK
SaccharomycesKcerevisiaeKstrainsYKFEMSfYeastfResearchWK2019WKbjWK 3.1 18

73 SelectionKofKPofKVariantsKforKtheKtonstructionKofKˆ�KyybridsKWithKReducedKeXVinylKxuaiacolK
wormationYKFrontiersfinfMicrobiologyWK2018WKjWKbgea 5.7 18

72 LaboratoryKvvolutionKofKaKˆ�KyybridKUnderKSimulatedKLagerXsrewingKtonditionsYKFrontiersfinfGenetics
WK2019WKbaWKcec 4.5 17

71 TheKtransporterKrraTKenablesKhighXaffinityWKglucoseXinsensitiveKlXarabinoseKtransportKinYK
BiotechnologyfforfBiofuelsWK2018WKbbWKgd 7.8 17

70 αovelKpathwayKforKalcoholicKfermentationKofKdeltaXgluconolactoneKinKtheKyeastKSaccharomycesK
bulderiYKJournalfoffBacteriologyWK2002WKbieWKghcXi 3.5 17

69 tombinedKengineeringKofKdisaccharideKtransportKandKphosphorolysisKforKenhancedKrTPKyieldKfromK
sucroseKfermentationKinKSaccharomycesKcerevisiaeYKMetabolicfEngineeringWK2018WKefWKbcbXbdd 9.7 17

68 LagerXbrewingKyeastsKinKtheKeraKofKmodernKgeneticsYKFEMSfYeastfResearchWK2019WKbjWK 3.1 16

67 rnaerobicKhomolactateKfermentationKwithKSaccharomycesKcerevisiaeKresultsKinKdepletionKofKrTPK
andKimpairedKmetabolicKactivityYKFEMSfYeastfResearchWK2009WKjWKdejXfh 3.1 16

Jack Jack T Pronk
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66 PhysiologicalKcharacterisationKofKaKpyruvateXcarboxylaseXnegativeKSaccharomycesKcerevisiaeK
mutantKinKbatchKandKchemostatKculturesYKAntoniefVanfLeeuwenhoekWK1998WKheWKcfdXgd 2.1 16

65 PhysiologicalKcharacterizationKandKfedXbatchKproductionKofKanKextracellularKmaltaseKofK
SchizosaccharomycesKpombeKtsSKdfgYKFEMSfYeastfResearchWK2006WKgWKiiiXjab 3.1 15

64 TransientKresponsesKofKtandidaKutilisKtoKoxygenKlimitationkKregulationKofKtheK×luyverKeffectKforK
maltoseYKYeastWK1995WKbbWKdbhXcf 3.4 15

63 yowKtoKsetKupKcollaborationsKbetweenKacademiaKandKindustrialKbiotechKcompaniesYKNaturef
BiotechnologyWK2015WKddWKcdhXea 44.5 14

62 ProteomeKadaptationKofKSaccharomycesKcerevisiaeKtoKsevereKcalorieKrestrictionKinKRetentostatK
culturesYKJournalfoffProteomefResearchWK2014WKbdWKdfecXfd 5.6 14

61 rnKalternativeWKarginaseXindependentKpathwayKforKarginineKmetabolismKinK×luyveromycesKlactisK
involvesKguanidinobutyraseKasKaKkeyKenzymeYKMolecularfMicrobiologyWK2014WKjdWKdgjXij 4.1 14

60 RequirementsKforKtarnitineKShuttleXΔediatedKTranslocationKofKΔitochondrialKrcetylKΔoietiesKtoKtheK
YeastKtytosolYKMBioWK2016WKhWK 7.8 14

59 wunctionalKexpressionKofKaKheterologousKnickelXdependentWKrTPXindependentKureaseKinK
SaccharomycesKcerevisiaeYKMetabolicfEngineeringWK2015WKdaWKbdaXbea 9.7 13

58
UseKofKchemostatKdataKforKmodellingKextracellularXinulinaseKproductionKbyK×luyveromycesK
marxianusKinKaKhighXcellXdensityKfedXbatchKprocessYKJournalfoffBiosciencefandfBioengineeringWK1995WK
hjWKfeXfi

13

57 rnaerobicKgrowthKofKSaccharomycesKcerevisiaeKtvαYP×bbdXhuKdoesKnotKdependKonKsynthesisKorK
supplementationKofKunsaturatedKfattyKacidsYKFEMSfYeastfResearchWK2019WKbjWK 3.1 12

56
yimalayanKxenomeKSequencesKRevealKxeneticKΔarkersKvxplainingKyeteroticKΔaltotrioseK
tonsumptionKbyKSaccharomycesKpastorianusKyybridsYKAppliedfandfEnvironmentalfMicrobiologyWK2019WK
ifWK

4.8 12

55 vngineeringKandKanalysisKofKaKSaccharomycesKcerevisiaeKstrainKthatKusesKformaldehydeKasKanK
auxiliaryKsubstrateYKAppliedfandfEnvironmentalfMicrobiologyWK2008WKheWKdbicXi 4.8 12

54 StoichiometryKandKcompartmentationKofKαruyKmetabolismKinKSaccharomycesKcerevisiae 12

53 rdaptiveKLaboratoryKvvolutionKandKReverseKvngineeringKofKSingleXVitaminKPrototrophiesKinK
SaccharomycesKcerevisiaeYKAppliedfandfEnvironmentalfMicrobiologyWK2020WKigWK 4.8 11

52
LaboratoryKevolutionKofKaKglucoseXphosphorylationXdeficientWKarabinoseXfermentingKSYKcerevisiaeK
strainKrevealsKmutationsKinKxrLcKthatKenableKglucoseXinsensitiveKlXarabinoseKuptakeYKFEMSfYeastf
ResearchWK2018WKbiWK

3.1 11

51 yighXcellXdensityKcultivationKofKyeastsKonKdisaccharidesKinKoxygenXlimitedKbatchKculturesK1996WKejWKgcb 11

50 ReplacementKofKtheKinitialKstepsKofKethanolKmetabolismKinKSaccharomycesKcerevisiaeKbyK
rTPXindependentKacetylatingKacetaldehydeKdehydrogenaseYKFEMSfYeastfResearchWK2016WKbgWKfowaag 3.1 10

49 yighXcellXdensityKcultivationKofKyeastsKonKdisaccharidesKinKoxygenXlimitedKbatchKculturesYK
BiotechnologyfandfBioengineeringWK1996WKejWKgcbXi 4.9 10

(1996-1998)

13



48 wunctionalKcharacterizationKofKaKPenicilliumKchrysogenumKmutanaseKgeneKinducedKuponK
coXcultivationKwithKsacillusKsubtilisYKBMCfMicrobiologyWK2014WKbeWKbbe 4.5 9

47 znKvivoKanalysisKofKSaccharomycesKcerevisiaeKplasmaKmembraneKrTPaseKPmabpKisoformsKwithK
increasedKinKvitroKyVZrTPKstoichiometryYKAntoniefVanfLeeuwenhoekWK2012WKbacWKeabXg 2.1 9

46 vffectKofKyighKProductKtoncentrationKinKaKuualKwedXbatchKrsymmetricKdXoxoKvsterKReductionKbyK
sakerRsKYeastYKBiocatalysisfandfBiotransformationWK2002WKcaWKddhXdef 2.5 9

45
zmpairedKgrowthKonKglucoseKofKaKpyruvateKdehydrogenaseXnegativeKmutantKofK×luyveromycesKlactisK
isKdueKtoKaKlimitationKinKmitochondrialKacetylXcoenzymeKrKuptakeYKFEMSfMicrobiologyfLettersWK1999WK
bhhWKcdXi

2.9 9

44 PhysiologicalKresponsesKofKSaccharomycesKcerevisiaeKtoKindustriallyKrelevantKconditionskKSlowK
growthWKlowKpyWKandKhighKtβKlevelsYKBiotechnologyfandfBioengineeringWK2020WKbbhWKhcbXhdf 4.9 9

43 PyruvateKΔetabolismKinKSaccharomycesKcerevisiae 8

42 SqualeneXTetrahymanolKtyclaseKvxpressionKvnablesKSterolXzndependentKxrowthKofKSaccharomycesK
cerevisiaeYKAppliedfandfEnvironmentalfMicrobiologyWK2020WKigWK 4.8 7

41 vxploitingKtheKuiversityKofKSaccharomycotinaKYeastsKToKvngineerKsiotinXzndependentKxrowthKofK
SaccharomycesKcerevisiaeYKAppliedfandfEnvironmentalfMicrobiologyWK2020WKigWK 4.8 7

40
syXproductKformationKduringKexposureKofKrespiringKSaccharomycesKcerevisiaeKculturesKtoKexcessK
glucoseKisKnotKcausedKbyKaKlimitedKcapacityKofKpyruvateKcarboxylaseYKFEMSfMicrobiologyfLettersWK
1999WKbhjWKbahXbd

2.9 7

39 vvaluationKofKaKnovelKcloudXbasedKsoftwareKplatformKforKstructuredKexperimentKdesignKandKlinkedK
dataKanalyticsYKScientificfDataWK2018WKfWKbiabjf 8.2 7

38 QuantitativeKPhysiologyKofKαonXvnergyXLimitedKRetentostatKtulturesKofKSaccharomycesKcerevisiaeK
atKαearXZeroKSpecificKxrowthKRatesYKAppliedfandfEnvironmentalfMicrobiologyWK2019WKifWK 4.8 6

37 trystalKballKâ��KcabdYKMicrobialfBiotechnologyWK2013WKgWKdXbg 6.3 6

36 ReassessmentKofKrequirementsKforKanaerobicKxyloseKfermentationKbyKengineeredWKnonXevolvedK
SaccharomycesKcerevisiaeKstrainsYKFEMSfYeastfResearchWK2019WKbjWK 3.1 6

35 zmprovingKzndustriallyKRelevantKPhenotypicKTraitsKbyKvngineeringKthromosomeKtopyKαumberKinYK
FrontiersfinfGeneticsWK2020WKbbWKfbi 4.5 5

34
MKxalacturonibacterKsoehngeniiMKShowsKrcetogenicKtatabolismKofKxalacturonicKrcidKbutKLacksKaK
tanonicalKtarbonKΔonoxideKuehydrogenaseZrcetylXtorKSynthaseKtomplexYKFrontiersfinf
MicrobiologyWK2020WKbbWKgd

5.7 5

33
rKαovelKuXxalacturonateKwermentationKPathwayKinKLinksKznitialKReactionsKofKtheK
xalacturonateXzsomeraseKRouteKWithKtheKPhosphoketolaseKPathwayYKFrontiersfinfMicrobiologyWK2019
WKbaWKdach

5.7 5

32
PhysiologicalKandKtranscriptionalKresponsesKofKanaerobicKchemostatKculturesKofKSaccharomycesK
cerevisiaeKsubjectedKtoKdiurnalKtemperatureKcyclesYKAppliedfandfEnvironmentalfMicrobiologyWK2014WK
iaWKeeddXej

4.8 5

31 vngineeringKtheKthermotolerantKindustrialKyeastK×luyveromycesKmarxianusKforKanaerobicKgrowthYK
MetabolicfEngineeringWK2021WKghWKdehXdge 9.7 5
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30 PhenotypeXzndependentKzsolationKofKznterspeciesKyybridsKbyKuualXuyeKwluorescentKStainingKandK
wluorescenceXrctivatedKtellKSortingYKFrontiersfinfMicrobiologyWK2019WKbaWKihb 5.7 4

29
xalacturonateKΔetabolismKinKrnaerobicKthemostatKvnrichmentKtultureskKtombinedKwermentationK
andKrcetogenesisKbyKtheKuominantKspYKnovYKMtandidatusKxalacturonibacterKsoehngeniiMYKAppliedfandf
EnvironmentalfMicrobiologyWK2018WKieWK

4.8 4

28 znKvivorecombinationKofSaccharomycesKeubayanusmaltoseXtransporterKgenesKyieldsKaKchimericK
transporterKthatKenablesKmaltotrioseKfermentation 4

27 UncouplingKgrowthKandKsuccinicKacidKproductionKinKanKindustrialKSaccharomycesKcerevisiaeKstrainYK
BiotechnologyfandfBioengineeringWK2021WKbbiWKbfhgXbfig 4.9 4

26 wunctionalKexpressionKofKaKbacterialK˛–XketoglutarateKdehydrogenaseKinKtheKcytosolKofK
SaccharomycesKcerevisiaeYKMetabolicfEngineeringWK2019WKfgWKbjaXbjh 9.7 3

25 tontributionKofKtomplexKzKαruyKuehydrogenaseKtoKRespiratoryKvnergyKtouplingKinKxlucoseXxrownK
tulturesKofYKAppliedfandfEnvironmentalfMicrobiologyWK2020WKigWK 4.8 3

24 vxtremeKcalorieKrestrictionKinKyeastKretentostatsKinducesKuniformKnonXquiescentKgrowthKarrestYK
BiochimicafEtfBiophysicafActafufMolecularfCellfResearchWK2017WKbigeWKcdbXcec 4.9 3

23 ΔaltotrioseKconsumptionKbyKhybridKSaccharomycesKpastorianusKisKheteroticKandKresultsKfromK
regulatoryKcrossXtalkKbetweenKparentalKsubXgenomes 3

22 LaboratoryKevolutionKofKaSaccharomycesKcerevisiaexSYKeubayanushybridKunderKsimulatedK
lagerXbrewingKconditionskKgeneticKdiversityKandKphenotypicKconvergence 3

21 vngineeringKheterologousKmolybdenumXcofactorXbiosynthesisKandKnitrateXassimilationKpathwaysK
enablesKnitrateKutilizationKbyKSaccharomycesKcerevisiaeYKMetabolicfEngineeringWK2021WKgfWKbbXcj 9.7 3

20 triticalKparametersKandKproceduresKforKanaerobicKcultivationKofKyeastsKinKbioreactorsKandKanaerobicK
chambersYKFEMSfYeastfResearchWK2021WKcbWK 3.1 3

19 LaboratoryKevolutionKandKphysiologicalKanalysisKofKSaccharomycesKcerevisiaeKstrainsKdependentKonK
sucroseKuptakeKviaKtheKPhaseolusKvulgarisKSufbKtransporterYKYeastWK2018WKdfWKgdjXgfc 3.4 3

18 rKSimulatorXrssistedKWorkshopKforKTeachingKthemostatKtultivationKinKrcademicKtlassesKonK
ΔicrobialKPhysiologyYKJournalfoffMicrobiologyfandfBiologyfEducationWK2017WKbiWK 1.3 2

17 znvolvementKofKSnfhpKandKRimbabpKinKtheKtranscriptionalKregulationKofKTzRbKandKotherKanaerobicallyK
upregulatedKgenesKinKSaccharomycesKcerevisiaeYKFEMSfYeastfResearchWK2010WKbaWKdghXie 3.1 2

16 yumanKacylphosphataseKcannotKreplaceKphosphoglycerateKkinaseKinKSaccharomycesKcerevisiaeYK
AntoniefVanfLeeuwenhoekWK2001WKiaWKbbXh 2.1 2

15 PathwayKengineeringKstrategiesKforKimprovedKproductKyieldKinKyeastXbasedKindustrialKethanolK
productionYYKSyntheticfandfSystemsfBiotechnologyWK2022WKhWKffeXfgg 4.2 2

14 zdentificationKofKβxygenXzndependentKPathwaysKforKPyridineKαucleotideKandKtoenzymeKrKSynthesisK
inKrnaerobicKwungiKbyKvxpressionKofKtandidateKxenesKinKYeastYKMBioWK2021WKbcWKeaajghcb 7.8 2

13
rKsqualeneXhopeneKcyclaseKinKrepresentsKaKeukaryoticKadaptationKtoKsterolXlimitedKanaerobicK
environmentsYKProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaWK2021
WKbbiWK

11.5 2

(2021-2019)
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12 PyruvateKdecarboxylasekKrnKindispensableKenzymeKforKgrowthKofKSaccharomycesKcerevisiaeKonK
glucoseK1996WKbcWKceh 2

11 RegulationKofKpyruvateKmetabolismKinKchemostatKculturesKofK×luyveromycesKlactisKtsSKcdfjK2000WK
bgWKgbb 2

10 wermentativeKcapacityKinKhighXcellXdensityKfedXbatchKculturesKofKbakerRsKyeastK2000WKgiWKfbh 2

9 rlleleXspecificKgenomeKeditingKusingKtRzSPRXtasjKcausesKoffXtargetKmutationsKinKdiploidKyeast 1

8 xrowthKrequirementsKofKpyruvateXdecarboxylaseXnegativeKSaccharomycesKcerevisiae 1

7 rdaptiveKlaboratoryKevolutionKandKreverseKengineeringKofKsingleXvitaminKprototrophiesK
inSaccharomycesKcerevisiae 1

6 ReXoxidationKofKcytosolicKαruyKisKaKmajorKcontributorKtoKtheKhighKoxygenKrequirementsKofKtheK
thermotolerantKyeastKβgataeaKparapolymorphaKinKoxygenXlimitedKcultures 1

5 vngineeringKtheKthermotolerantKindustrialKyeastK×luyveromycesKmarxianusKforKanaerobicKgrowth 1

4 vngineeringKoxygenXindependentKbiotinKbiosynthesisKinKSaccharomycesKcerevisiaeYKMetabolicf
EngineeringWK2021WKghWKiiXbad 9.7 1

3 SteadyXstateKandKtransientXstateKanalysisKofKgrowthKandKmetaboliteKproductionKinKaKSaccharomycesK
cerevisiaeKstrainKwithKreducedKpyruvateXdecarboxylaseKactivityK1999WKggWKec 1

2 tlassXzzKdihydroorotateKdehydrogenasesKfromKthreeKphylogeneticallyKdistantKfungiKsupportK
anaerobicKpyrimidineKbiosynthesisYKFungalfBiologyfandfBiotechnologyWK2021WKiWKba 7.5 0

1
vliminationKofKaromaticKfuselKalcoholsKasKbyXproductsKofKstrainsKengineeredKforKphenylpropanoidK
productionKbyKcXoxoXacidKdecarboxylaseKreplacementYKMetabolicfEngineeringfCommunicationsWK2021WK
bdWKeaabid

6.5
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