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117 vollectiveMhumanMmobilityMpatternMfromMtaxiMtripsMinMurbanMareaaMPLoSdONE[M2012[Mj[Mefggkj 3.7 128

116 ParticleMSwarmMOptimizationMWithMaMualanceableMyitnessMxstimationMforMMany]ObjectiveM
OptimizationMProblemsaMIEEEdTransactionsdondEvolutionarydComputation[M2018[Mee[Mfe]gi 15.6 116

115 MirsynergymMdetectingMsynergisticMmiRNtMregulatoryMmodulesMbyMoverlappingMneighbourhoodM
expansionaMBioinformatics[M2014[Mfc[Meiej]fh 7.2 65

114 Off]targetMpredictionsMinMvRISPR]vaslMgeneMeditingMusingMdeepMlearningaMBioinformatics[M2018[Mfg[Miihi]iiif7.2 65

113 tnMxxternalMtrchive]zuidedMMultiobjectiveMParticleMSwarmMOptimizationMtlgorithmaMIEEEd
TransactionsdondCybernetics[M2017[Mgj[Mejlg]ekck 10.2 58

112 tdaptiveMmultiple]elites]guidedMcompositeMdifferentialMevolutionMalgorithmMwithMaMshiftMmechanismaM
InformationdSciences[M2018[Mgee[Mdee]dgf 7.7 56

111 tMnovelMartificialMbeeMcolonyMalgorithmMwithManMadaptiveMpopulationMsizeMforMnumericalMfunctionM
optimizationaMInformationdSciences[M2017[Mgdg[Mhf]ij 7.7 50

110 SNPdryadmMpredictingMdeleteriousMnon]synonymousMhumanMSNPsMusingMonlyMorthologousMproteinM
sequencesaMBioinformatics[M2014[Mfc[Mddde]dddl 7.2 49

109 tMvlustering]uasedMxvolutionaryMtlgorithmMforMMany]ObjectiveMOptimizationMProblemsaMIEEEd
TransactionsdondEvolutionarydComputation[M2019[Mef[Mfld]gch 15.6 45

108 xvolutionaryMmultimodalMoptimizationMusingMtheMprincipleMofMlocalityaMInformationdSciences[M2012[M
dlg[Mdfk]djc 7.7 43

107 tnMadaptiveMimmune]inspiredMmulti]objectiveMalgorithmMwithMmultipleMdifferentialMevolutionM
strategiesaMInformationdSciences[M2018[Mgfc]gfd[Mgi]ig 7.7 40

106 wiscoveringMprotein]wNtMbindingMsequenceMpatternsMusingMassociationMruleMminingaMNucleicdAcidsd
Research[M2010[Mfk[Mifeg]fj 20.1 39

105 wNtMmotifMelucidationMusingMbeliefMpropagationaMNucleicdAcidsdResearch[M2013[Mgd[Medhf 20.1 38

104 InferringMprobabilisticMmiRNt]mRNtMinteractionMsignaturesMinMcancersmMaMrole]switchMapproachaM
NucleicdAcidsdResearch[M2014[Mge[Meji 20.1 33

103 tMprobabilisticMapproachMtoMexploreMhumanMmiRNtMtargetomeMbyMintegratingMmiRNt]overexpressionM
dataMandMsequenceMinformationaMBioinformatics[M2014[Mfc[Mied]k 7.2 31

102 ProteinMstructureMpredictionMonMaMlatticeMmodelMviaMmultimodalMoptimizationMtechniquesM2010[M 31

101 xvolutionaryMMultiobjectiveMvlusteringMandMItsMtpplicationsMtoMPatientMStratificationaMIEEEd
TransactionsdondCybernetics[M2019[Mgl[Mdikc]dilf 10.2 31
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100 SignalSpidermMprobabilisticMpatternMdiscoveryMonMmultipleMnormalizedMvhIP]SeqMsignalMprofilesaM
Bioinformatics[M2015[Mfd[Mdj]eg 7.2 26

99 tMwiversity]xnhancedMResourceMtllocationMStrategyMforMwecomposition]uasedMMultiobjectiveM
xvolutionaryMtlgorithmaMIEEEdTransactionsdondCybernetics[M2018[Mgk[Mefkk]egcd 10.2 25

98 –erdMvlusteringmMtMsynergisticMdataMclusteringMapproachMusingMcollectiveMintelligenceaMApplieddSoftd
ComputingdJournal[M2014[Mef[Mid]jh 7.5 23

97 Zinc]fingerMproteinMgjdMsuppressesMgastricMcancerMthroughMtranscriptionallyMrepressingMdownstreamM
oncogenicMPLSfMandMTytPetaMOncogene[M2018[Mfj[Mficd]fidi 9.2 21

96 vomputationalMlearningMonMspecificity]determiningMresidue]nucleotideMinteractionsaMNucleicdAcidsd
Research[M2015[Mgf[Mdcdkc]l 20.1 20

95 VerbalMaggressionMdetectionMonMTwitterMcommentsmMconvolutionalMneuralMnetworkMforMshort]textM
sentimentManalysisaMNeuraldComputingdanddApplications[M2020[Mfe[Mdckcl]dckdk 4.8 20

94 zeneralizingMandMlearningMprotein]wNtMbindingMsequenceMrepresentationsMbyManMevolutionaryM
algorithmaMSoftdComputing[M2011[Mdh[Mdifd]dige 3.5 19

93 tMShortMSurveyMonMwataMvlusteringMtlgorithmsM2015[M 16

92 tnMxffectiveMxnsembleMyrameworkMforMMultiobjectiveMOptimizationaMIEEEdTransactionsdond
EvolutionarydComputation[M2019[Mef[Migh]ihl 15.6 15

91 Motif–yadesmMexpectationMmaximizationMforMdeMnovoMwNtMmotifMpairMdiscoveryMonMpairedMsequencesaM
Bioinformatics[M2017[Mff[Mfcek]fcfh 7.2 14

90 tMnovelMmulti]objectiveMevolutionaryMalgorithmMwithMdynamicMdecompositionMstrategyaMSwarmdandd
EvolutionarydComputation[M2019[Mgk[Mdke]ecc 9.8 14

89 tnMevolutionaryMalgorithmMwithMspecies]specificMexplosionMforMmultimodalMoptimizationM2009[M 14

88 SxvOMmMaMnovelMhashMseedMandMcommunityMdetectionMbased]approachMforMgenome]scaleMproteinM
domainMidentificationaMPLoSdONE[M2012[Mj[Meflgjh 3.7 14

87 xarlyMvancerMwetectionMfromMMultianalyteMuloodMTestMResultsaMIScience[M2019[Mdh[Mffe]fgd 6.1 13

86 wiscoveringMapproximate]associatedMsequenceMpatternsMforMprotein]wNtMinteractionsaM
Bioinformatics[M2011[Mej[Mgjd]k 7.2 13

85 SynergizingMvRISPRbvaslMoff]targetMpredictionsMforMensembleMinsightsMandMpracticalMapplicationsaM
Bioinformatics[M2019[Mfh[Mddck]dddh 7.2 13

84 Nature]InspiredMMultiobjectiveMxpistasisMxlucidationMfromMzenome]WideMtssociationMStudiesaM
IEEEuACMdTransactionsdondComputationaldBiologydanddBioinformatics[M2020[Mdj[Meei]efj 3 12

83 xffectMofMSpatialMLocalityMonManMxvolutionaryMtlgorithmMforMMultimodalMOptimizationaMLecturedNotesd
indComputerdScience[M2010[Mgkd]glc 0.9 12
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82 NewMtricksMforMOoldOMdomainsmMhowMnovelMarchitecturesMandMpromiscuousMhubsMcontributedMtoMtheM
organizationMandMevolutionMofMtheMxvMaMGenomedBiologydanddEvolution[M2014[Mi[Meklj]ldj 3.9 11

81 tMvomparisonMStudyMforMwNtMMotifMModelingMonMProteinMuindingMMicroarrayaMIEEEuACMdTransactionsd
ondComputationaldBiologydanddBioinformatics[M2016[Mdf[Meid]jd 3 9

80 Nature]InspiredMMultiobjectiveMvancerMSubtypeMwiagnosisaMIEEEdJournaldofdTranslationaldEngineeringd
indHealthdanddMedicine[M2019[Mj[Mgfccdde 3 9

79 ivircRuP]w–NmMidentificationMofMcircRNt]RuPMinteractionMsitesMusingMdeepMhierarchicalMnetworkaM
BriefingsdindBioinformatics[M2021[Mee[M 13.4 9

78 Single]cellMRNt]seqMinterpretationsMusingMevolutionaryMmultiobjectiveMensembleMpruningaM
Bioinformatics[M2019[Mfh[Mekcl]ekdj 7.2 9

77
IncreasedMexpressionMofMztTtMzincMfingerMdomainMcontainingMdMthroughMgeneMamplificationM
promotesMliverMcancerMbyMdirectlyMinducingMphosphataseMofMregeneratingMliverMfaMHepatology[M2018[M
ij[Mefce]efdl

11.2 8

76 MultiobjectiveMPatientMStratificationMUsingMxvolutionaryMMultiobjectiveMOptimizationaMIEEEdJournald
ofdBiomedicaldanddHealthdInformatics[M2018[Mee[Mdidl]diel 7.2 8

75 vRISPR]NetmMtMRecurrentMvonvolutionalMNetworkMQuantifiesMvRISPRMOff]TargetMtctivitiesMwithM
MismatchesMandMIndelsaMAdvanceddScience[M2020[Mj[Mdlcfhie 13.6 7

74 xvolvingMSpatialMvlustersMofMzenomicMRegionsMyromM–igh]ThroughputMvhromatinMvonformationM
vaptureMwataaMIEEEdTransactionsdondNanobioscience[M2017[Mdi[Mgcc]gcj 3.4 7

73 ImplicationMofMLightMtbsorptionMxnhancementMandMMixingMStateMofMulackMvarbonMUuvVMbyMvoatingsMinM
–ongMKongaMAerosoldanddAirdQualitydResearch[M2018[Mdk[Mejhf]ejif 4.6 7

72 tMnovelMsemi]supervisedMmodelMforMmiRNt]diseaseMassociationMpredictionMbasedMonM[yormulamMseeM
text]]normMgraphaMJournaldofdTranslationaldMedicine[M2018[Mdi[Mfhj 8.5 7

71 NSSRymMglobalMnetworkMsimilarityMsearchMwithMsubgraphMsignaturesMandMitsMapplicationsaM
Bioinformatics[M2017[Mff[Mdili]djce 7.2 6

70 uigMdataMchallengesMinMgenomeMinformaticsaMBiophysicaldReviews[M2019[Mdd[Mhd]hg 3.7 6

69 IdentificationMofMcouplingMwNtMmotifMpairsMonMlong]rangeMchromatinMinteractionsMinMhumanMKhieM
cellsaMBioinformatics[M2016[Mfe[Mfed]g 7.2 6

68 tMnovelMweb]basedMsystemMforMtropicalMcycloneManalysisMandMpredictionaMInternationaldJournaldofd
GeographicaldInformationdScience[M2012[Mei[Mjh]lj 4.1 6

67 MachineMLearningMProtocolsMinMxarlyMvancerMwetectionMuasedMonMLiquidMuiopsymMtMSurveyaMLife[M2021[M
dd[M 3 6

66 xvolutionaryMLarge]ScaleMMultiobjectiveMOptimizationmMuenchmarksMandMtlgorithmsaMIEEEd
TransactionsdondEvolutionarydComputation[M2021[Md]d 15.6 6

65 tnMImprovedMNeuralMNetworkMvascadeMforMyaceMwetectionMinMLargeMSceneMSurveillanceaMAppliedd
SciencesdmSwitzerlandn[M2018[Mk[Meeee 2.6 6
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64 PathxmbmMRandomMWalkMuasedMwocumentMxmbeddingMforMzlobalMPathwayMSimilarityMSearchaMIEEEd
JournaldofdBiomedicaldanddHealthdInformatics[M2019[Mef[Mdfel]dffh 7.2 5

63 xlucidatingMzenome]WideMProtein]RNtMInteractionsMUsingMwifferentialMxvolutionaMIEEEuACMd
TransactionsdondComputationaldBiologydanddBioinformatics[M2019[Mdi[Meje]eke 3 5

62 vontextMawarenessMandMembeddingMforMbiomedicalMeventMextractionaMBioinformatics[M2020[Mfi[Mifj]igf 7.2 5

61 wecomposition]basedMmultiobjectiveMoptimizationMwithMbicriteriaMassistedMadaptiveMoperatorM
selectionaMSwarmdanddEvolutionarydComputation[M2021[Mic[Mdccjlc 9.8 5

60 wNtMMotifMRecognitionMModelingMfromMProteinMSequencesaMIScience[M2018[Mj[Mdlk]edd 6.1 5

59 xvolvingMTranscriptionMyactorMuindingMSiteMModelsMyromMProteinMuindingMMicroarrayMwataaMIEEEd
TransactionsdondCybernetics[M2017[Mgj[Mgdh]geg 10.2 4

58 wNtMSequencingMTechnologiesaMACMdComputingdSurveys[M2019[Mhe[Md]fc 13.4 4

57 UncoveringMtheMkeyMdimensionsMofMhigh]throughputMbiomolecularMdataMusingMdeepMlearningaMNucleicd
AcidsdResearch[M2020[Mgk[Mehi 20.1 4

56
tMvomparativeMStudyMforMIdentifyingMtheMvhromosome]WideMSpatialMvlustersMfromM–igh]ThroughputM
vhromatinMvonformationMvaptureMwataaMIEEEuACMdTransactionsdondComputationaldBiologydandd
Bioinformatics[M2018[Mdh[Mjjg]jkj

3 4

55 TouiomMzlobalMPathwayMSimilarityMSearchMuasedMonMTopologicalMandMuiologicalMyeaturesaMIEEEuACMd
TransactionsdondComputationaldBiologydanddBioinformatics[M2019[Mdi[Mffi]fgl 3 4

54 tMSelf]zuidedMReferenceMVectorMStrategyMforMMany]ObjectiveMOptimizationaMIEEEdTransactionsdond
Cybernetics[M2020[M 10.2 4

53 tMself]adaptiveMweightedMdifferentialMevolutionMapproachMforMlarge]scaleMfeatureMselectionaM
KnowledgesBaseddSystems[M2021[Mefh[Mdcjiff 7.3 4

52 NoninvasiveMearlyMdiagnosisMofMintestinalMdiseasesMbasedMonMartificialMintelligenceMinMgenomicsMandM
microbiomeaMJournaldofdGastroenterologydanddHepatologydmAustralian[M2021[Mfi[Mkef]kfd 4 4

51 xlucidatingMtranscriptomicMprofilesMfromMsingle]cellMRNtMsequencingMdataMusingMnature]inspiredM
compressedMsensingaMBriefingsdindBioinformatics[M2021[Mee[M 13.4 4

50 xarlyMvancerMwetectionMfromMzenome]wideMvell]freeMwNtMyragmentationMviaMShuffledMyrogMLeapingM
tlgorithmMandMSupportMVectorMMachineaMBioinformatics[M2021[M 7.2 4

49 Nature]inspiredMmultiobjectiveMpatientMstratificationMfromMcancerMgeneMexpressionMdataaMInformationd
Sciences[M2020[Mhei[Megh]eie 7.7 4

48 Single]vellMRNtMSequencingMwataMInterpretationMbyMxvolutionaryMMultiobjectiveMvlusteringaM
IEEEuACMdTransactionsdondComputationaldBiologydanddBioinformatics[M2020[Mdj[Mdjjf]djkg 3 3

47 tMscalableMcommunityMdetectionMalgorithmMforMlargeMgraphsMusingMstochasticMblockMmodelsaM
IntelligentdDatadAnalysis[M2017[Med[Mdgif]dgkh 1.1 3

(2017-2019)
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46
ProbabilisticMInferenceMonMMultipleMNormalizedMSignalMProfilesMfromMNextMzenerationMSequencingmM
TranscriptionMyactorMuindingMSitesaMIEEEuACMdTransactionsdondComputationaldBiologydandd
Bioinformatics[M2015[Mde[Mdgdi]ek

3 3

45 yutureMwNtMcomputingMdeviceMandMaccompaniedMtoolMstackmMTowardsMhigh]throughputMcomputationaM
FuturedGenerationdComputerdSystems[M2021[Mddj[Mddd]deg 7.5 3

44 TransmissionMtrendMofMtheMvOVIw]dlMpandemicMpredictedMbyMdendriticMneuralMregressionaMAppliedd
SoftdComputingdJournal[M2021[Mddd[Mdcjikf 7.5 3

43 xvolutionaryMMultiobjectiveMvlusteringMtlgorithmsMWithMxnsembleMforMPatientMStratificationaMIEEEd
TransactionsdondCybernetics[M2021[MPP[M 10.2 3

42 IntrusionMdetectionMusingMmulti]objectiveMevolutionaryMconvolutionalMneuralMnetworkMforMInternetMofM
ThingsMinMyogMcomputingaMKnowledgesBaseddSystems[M2022[Megg[Mdckhch 7.3 3

41 vategoricalMMatrixMvompletionMWithMtctiveMLearningMforM–igh]ThroughputMScreeningaMIEEEuACMd
TransactionsdondComputationaldBiologydanddBioinformatics[M2021[Mdk[Meeid]eejc 3 2

40 tMconeMorderMsequenceMbasedMmulti]objectiveMevolutionaryMalgorithmM2016[M 2

39 xlucidatingMhigh]dimensionalMcancerMhallmarkMannotationMviaMenrichedMontologyaMJournaldofd
BiomedicaldInformatics[M2017[Mjf[Mkg]lg 10.2 2

38 MultiplicativeMtlgorithmsMforMvonstrainedMNon]negativeMMatrixMyactorizationM2012[M 2

37 xvolutionaryMtlgorithmsddd]dfj 2

36 Nature]InspiredMvompressedMSensingMforMTranscriptomicMProfilingMyromMRandomMvompositeM
MeasurementsaMIEEEdTransactionsdondCybernetics[M2021[Mhd[Mggji]ggkj 10.2 2

35 IdentificationMofMpan]cancerMRasMpathwayMactivationMwithMdeepMlearningaMBriefingsdindBioinformatics[M
2021[Mee[M 13.4 2

34 weepMembeddedMclusteringMwithMmultipleMobjectivesMonMscRNt]seqMdataaMBriefingsdindBioinformatics[M
2021[Mee[M 13.4 2

33 UnsupervisedMLearningMinMzenomeMInformaticsM2016[Mgch]ggk 2

32 tMnovelMsurrogate]assistedMevolutionaryMalgorithmMwithManMuncertaintyMgroupingMbasedMinfillM
criterionaMSwarmdanddEvolutionarydComputation[M2021[Mic[Mdccjkj 9.8 2

31 ProtocolMforMxpistasisMwetectionMwithMMachineMLearningMUsingMzenxpiMPackageaMMethodsdind
MoleculardBiology[M2021[Meede[Meld]fch 1.4 2

30 iweepSubMitomMidentificationMofMproteinMsubmitochondrialMlocalizationMwithMdeepMlearningaMBriefingsd
indBioinformatics[M2021[Mee[M 13.4 2

29 LeveragingMMulti]sourceMknowledgeMforMvhineseMclinicalMnamedMentityMrecognitionMviaMrelationalM
graphMconvolutionalMnetworkaaMJournaldofdBiomedicaldInformatics[M2022[Mdek[Mdcgcfh 10.2 2
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28 scxySvmMtccurateMsingle]cellMRNt]seqMdataManalysisMviaMensembleMconsensusMclusteringMbasedMonM
multipleMfeatureMselectionsaMComputationaldanddStructuraldBiotechnologydJournal[M2022[Mec[Medkd]edlj 6.8 2

27 tggressivityMwetectionMonMSocialMNetworkMvommentsM2017[M 1

26 xvolvingMMultiobjectiveMvancerMSubtypeMwiagnosisMyromMvancerMzeneMxxpressionMwataaMIEEEuACMd
TransactionsdondComputationaldBiologydanddBioinformatics[M2021[Mdk[Megfd]eggg 3 1

25 MultiobjectiveMzenome]WideMRNt]uindingMxventMIdentificationMyromMvLIP]SeqMwataaMIEEEd
TransactionsdondCybernetics[M2020[M 10.2 1

24 weepMLearningMResolvesMRepresentativeMMovementMPatternsMinMaMMarineMPredatorMSpeciesaMAppliedd
SciencesdmSwitzerlandn[M2019[Ml[Melfh 2.6 1

23 xvolutionaryMtlgorithmsaMAdvancesdindComputationaldIntelligencedanddRoboticsdBookdSeries[M2016[Mdlc]edh0.4 1

22 xwvNNmMIdentificationMofMzenome]WideMRNt]bindingMProteinsMUsingMxvolutionaryMweepM
vonvolutionalMNeuralMNetworkaMBioinformatics[M2021[M 7.2 1

21 tMNovelMtpproachMtoMPredictMvoreMResiduesMonMvancer]RelatedMwNt]uindingMwomainsaMCancerd
Informatics[M2016[Mdh[Md]j 2.4 1

20 –eterodimericMwNtMmotifMsynthesisMandMvalidationsaMNucleicdAcidsdResearch[M2019[Mgj[Mdiek]difi 20.1 1

19 weleteriousMNon]SynonymousMSingleMNucleotideMPolymorphismMPredictionsMonM–umanMTranscriptionM
yactorsaMIEEEuACMdTransactionsdondComputationaldBiologydanddBioinformatics[M2020[Mdj[Mfej]fff 3 1

18 zxSgnxxtmMzeneMxxpressionMSignatureMxxtractionMandMMeta]tnalysisMonMzeneMxxpressionMOmnibusaM
IEEEdJournaldofdBiomedicaldanddHealthdInformatics[M2020[Meg[Mfdd]fdk 7.2 1

17 xpistasisMtnalysismMvlassificationMThroughMMachineMLearningMMethodsaMMethodsdindMoleculardBiology[M
2021[Meede[Mffj]fgh 1.4 1

16 –igh]throughputMsingle]cellMRNt]seqMdataMimputationMandMcharacterizationMwithMsurrogate]assistedM
automatedMdeepMlearningaMBriefingsdindBioinformatics[M2021[M 13.4 1

15 vancerxMvmMfrontlineMnon]invasiveMcancerMscreeningMfromMcirculatingMproteinMbiomarkersMandM
mutationsMinMcell]freeMwNtaMBioinformatics[M2021[M 7.2 1

14 tMwynamicMMulti]objectiveMxvolutionaryMtlgorithmMbasedMonMPolynomialMRegressionMandMtdaptiveM
vlusteringaMSwarmdanddEvolutionarydComputation[M2022[Mdcdcjh 9.8 1

13 –umanMdiseaseMpredictionMfromMmicrobiomeMdataMbyMmultipleMfeatureMfusionMandMdeepMlearningaaM
IScience[M2022[Meh[Mdcgckd 6.1 1

12 xvolutionaryMMultitaskingMforMLarge]ScaleMMultiobjectiveMOptimizationaMIEEEdTransactionsdond
EvolutionarydComputation[M2022[Md]d 15.6 1

11 MultiobjectiveMweepMvlusteringMandMItsMtpplicationsMinMSingle]cellMRNt]seqMwataaMIEEEdTransactionsd
ondSystemsrdManrdanddCybernetics:dSystems[M2021[Md]de 7.3 0

(2021-2022)
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10 volorectalMcancerMsubtypeMidentificationMfromMdifferentialMgeneMexpressionMlevelsMusingMminimalistM
deepMlearningaaMBioDatadMining[M2022[Mdh[Mde 4.3 0

9 tMSelf]organizingMWeightedMOptimizationMbasedMyrameworkMforMLarge]scaleMMulti]objectiveM
OptimizationaMSwarmdanddEvolutionarydComputation[M2022[Mdcdckg 9.8 0

8 ProbabilisticMInferenceMonMMultipleMNormalizedMzenome]WideMSignalMProfilesMWithMModelM
RegularizationaMIEEEdTransactionsdondNanobioscience[M2017[Mdi[Mgf]hc 3.4

7
xvolvingMTranscriptomicMProfilesMyromMSingle]vellMRNt]SeqMwataMUsingMNature]InspiredM
MultiobjectiveMOptimizationaMIEEEuACMdTransactionsdondComputationaldBiologydanddBioinformatics[M
2021[Mdk[Meggh]eghk

3

6 xxploringMhigh]throughputMbiomolecularMdataMwithMmultiobjectiveMrobustMcontinuousMclusteringaM
InformationdSciences[M2022[Mhkf[Mefl]eih 7.7

5 MetricMLearningMuasedMVisionMTransformerMforMProductMMatchingaMLecturedNotesdindComputerdScience[M
2021[Mf]df 0.9

4 tnalyzingM–igh]OrderMxpistasisMfromMzenotype]PhenotypeMMapsMUsingMTxpistasisTMPackageaMMethodsd
indMoleculardBiology[M2021[Meede[Meih]ejh 1.4

3 xpistasisMwetectionMuasedMonMxpi]zTuNaMMethodsdindMoleculardBiology[M2021[Meede[Mfeh]ffh 1.4

2 yindingMcoreâ��peripheryMstructuresMinMlargeMnetworksaMPhysicadA:dStatisticaldMechanicsdanddItsd
Applications[M2021[Mhkd[Mdeieeg 3.3

1 tMueliefMwegree]tssociatedMyuzzyMMultifactorMwimensionalityMReductionMyrameworkMforMxpistasisM
wetectionaMMethodsdindMoleculardBiology[M2021[Meede[Mfcj]fef 1.4
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