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<i>PCNT<[i> point mutations and familial intracranial aneurysms. Neurology, 2018, 91, e2170-e2181.
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MAPT haplotype diversity in multiple system atrophy. Parkinsonism and Related Disorders, 2016, 30,
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RAB39B gene mutations are not a common cause of Parkinson's disease or dementia with Lewy bodies. 31 21
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A family study of DRD3 rs6280, SLC1A2 rs3794087 and MAPT rs1052553 variants in essential tremor.
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TREM2 p.R47H substitution is not associated with dementia with Lewy bodies. Neurology: Genetics,
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LRRK?2 variation and dementia with Lewy bodies. Parkinsonism and Related Disorders, 2016, 31, 98-103.

Genome-wide association study in essential tremor identifies three new loci. Brain, 2016, 139, 3163-3169. 7.6 78

Epigenetic regulation in Parkinson&€™s disease. Acta Neuropathologica, 2016, 132, 515-530.

Rare variants in <i>MC1R/TUBB3</i> exon 1 are not associated with <scp>P</scp>arkinson's disease. 5.3 10
Annals of Neurology, 2016, 79, 331-331. :
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Role for the microtubule-associated protein tau variant p.A152T in risk of [+-synucleinopathies. 11 31
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Analysis of Nuclear Export Sequence Regions of FUS-Related RNA-Binding Proteins in Essential Tremor. 05 10
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An association study between Heme oxygenase-1 genetic variants and Parkinson's disease. Frontiers in
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Analysis of COQ2gene in multiple system atrophy. Molecular Neurodegeneration, 2014, 9, 44. 10.8 40

Rare coding variants in the phospholipase D3 gene confer risk for Alzheimera€™s disease. Nature, 2014,
505, 550-554.

LINGO1 rs9652490 and rs11856808 polymorphisms are not associated with risk for multiple sclerosis. L8 10
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Mutational Screening of PARKIN Identified a 38€2 UTR Variant (rs62637702) Associated with Parkinsond€™s
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Fused in Sarcoma (FUS) gene mutations are not a frequent cause of essential tremor in Europeans.
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No association of the SLC1A2 rs3794087 allele with risk for essential tremor in the Spanish population.
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Dopaminergic Neuronal Imaging in Genetic Parkinson's Disease: Insights into Pathogenesis. PLoS ONE,
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Common variation in the <i>LRRK2<[i> gene is a risk factor for Parkinson's disease. Movement 3.9 14
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LINGO1 rs9652490 and rs11856808 are not associated with the risk of Parkinsond€™s disease: Results of a
meta-analysis. Parkinsonism and Related Disorders, 2012, 18, 657-659.
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