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m Paper IF Citations

340 TheJcrioJcancerJgenomicsJportaljJanJopenJplatformJforJexploringJmultidimensionalJcancerJgenomicsJ
dataXJCancerfDiscoveryVJ2012VJbVJdZaWd 24.4 8578

339 yntegrativeJanalysisJofJcomplexJcancerJgenomicsJandJclinicalJprofilesJusingJtheJcrioγortalXJSciencef
SignalingVJ2013VJfVJpla 8.8 7715

338 sancerJimmunologyXJ utationalJlandscapeJdeterminesJsensitivityJtoJγtWaJblockadeJinJnonWsmallJcellJ
lungJcancerXJScienceVJ2015VJcdhVJabdWh 33.3 5003

337 TheJsancerJwenomeJqtlasJγanWsancerJanalysisJprojectXJNaturefGeneticsVJ2013VJdeVJaaacWbZ 36.3 3933

336 γroteinJstructureJcomparisonJbyJalignmentJofJdistanceJmatricesXJJournalfoffMolecularfBiologyVJ1993VJ
bccVJabcWch 6.5 3573

335 qJmammalianJmicroRαqJexpressionJatlasJbasedJonJsmallJRαqJlibraryJsequencingXJCellVJ2007VJabiVJadZaWad56.2 3005

334 TheJsomaticJgenomicJlandscapeJofJglioblastomaXJCellVJ2013VJaeeVJdfbWgg 56.2 2900

333 xumanJ icroRαqJtargetsXJPLoSfBiologyVJ2004VJbVJecfc 9.7 2746

332 yntegrativeJgenomicJprofilingJofJhumanJprostateJcancerXJCancerfCellVJ2010VJahVJaaWbb 24.3 2666

331 γredictionJofJproteinJsecondaryJstructureJatJbetterJthanJgZOJaccuracyXJJournalfoffMolecularfBiology
VJ1993VJbcbVJehdWii 6.5 2597

330  icroRαqJtargetsJinJtrosophilaXJGenomefBiologyVJ2003VJeVJRa 18.3 2206

329 TheJmicroRαqXorgJresourcejJtargetsJandJexpressionXJNucleicfAcidsfResearchVJ2008VJcfVJtadiWec 20.1 1892

328 wenomicJslassificationJofJsutaneousJ elanomaXJCellVJ2015VJafaVJafhaWif 56.2 1807

327 yntegrationJofJbiologicalJnetworksJandJgeneJexpressionJdataJusingJsytoscapeXJNaturefProtocolsVJ
2007VJbVJbcffWhb 18.8 1798

326 TheJymmuneJ–andscapeJofJsancerXJImmunityVJ2018VJdhVJhabWhcZXead 32.3 1754

325 urrorsJinJproteinJstructuresXJNatureVJ1996VJchaVJbgb 50.4 1730

324 TheJ olecularJTaxonomyJofJγrimaryJγrostateJsancerXJCellVJ2015VJafcVJaZaaWbe 56.2 1713
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323 wlobalJmappingJofJtheJyeastJgeneticJinteractionJnetworkXJScienceVJ2004VJcZcVJhZhWac 33.3 1700

322 yntegratedJgenomicJcharacterizationJofJpapillaryJthyroidJcarcinomaXJCellVJ2014VJaeiVJfgfWiZ 56.2 1660

321 ynternationalJnetworkJofJcancerJgenomeJprojectsXJNatureVJ2010VJdfdVJiicWh 50.4 1613

320 tatabaseJofJhomologyWderivedJproteinJstructuresJandJtheJstructuralJmeaningJofJsequenceJ
alignmentXJProteins:fStructuresfFunctionfandfBioinformaticsVJ1991VJiVJefWfh 4.2 1411

319 sombiningJevolutionaryJinformationJandJneuralJnetworksJtoJpredictJproteinJsecondaryJstructureXJ
Proteins:fStructuresfFunctionfandfBioinformaticsVJ1994VJaiVJeeWgb 4.2 1319

318 ydentificationJofJvirusWencodedJmicroRαqsXJScienceVJ2004VJcZdVJgcdWf 33.3 1293

317 talijJaJnetworkJtoolJforJproteinJstructureJcomparisonXJTrendsfinfBiochemicalfSciencesVJ1995VJbZVJdghWhZ 10.3 1275

316 γredictingJtheJfunctionalJimpactJofJproteinJmutationsjJapplicationJtoJcancerJgenomicsXJNucleicfAcidsf
ResearchVJ2011VJciVJeaah 20.1 1237

315 somprehensiveJmodelingJofJmicroRαqJtargetsJpredictsJfunctionalJnonWconservedJandJ
nonWcanonicalJsitesXJGenomefBiologyVJ2010VJaaVJRiZ 18.3 1143

314 somprehensiveJandJyntegrativeJwenomicJsharacterizationJofJxepatocellularJsarcinomaXJCellVJ2017VJ
afiVJacbgWacdaXebc 56.2 1125

313 βncogenicJSignalingJγathwaysJinJTheJsancerJwenomeJqtlasXJCellVJ2018VJagcVJcbaWccgXeaZ 56.2 1124

312 qJnovelJclassJofJsmallJRαqsJbindJtoJ y–yJproteinJinJmouseJtestesXJNatureVJ2006VJddbVJbZcWg 50.4 1099

311 γrecisionJmicrobiomeJreconstitutionJrestoresJbileJacidJmediatedJresistanceJtoJslostridiumJdifficileXJ
NatureVJ2015VJeagVJbZeWh 50.4 1064

310 somprehensiveJ olecularJγortraitsJofJynvasiveJ–obularJrreastJsancerXJCellVJ2015VJafcVJeZfWai 56.2 1055

309 ydentificationJofJmicroRαqsJofJtheJherpesvirusJfamilyXJNaturefMethodsVJ2005VJbVJbfiWgf 21.6 962

308 umergingJlandscapeJofJoncogenicJsignaturesJacrossJhumanJcancersXJNaturefGeneticsVJ2013VJdeVJaabgWcc 36.3 889

307 sellWofWβriginJγatternsJtominateJtheJ olecularJslassificationJofJaZVZZZJTumorsJfromJccJTypesJofJ
sancerXJCellVJ2018VJagcVJbiaWcZdXef 56.2 888

306 somprehensiveJsharacterizationJofJsancerJtriverJwenesJandJ utationsXJCellVJ2018VJagcVJcgaWcheXeah 56.2 854

(2018-2004)
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305 tirectWcouplingJanalysisJofJresidueJcoevolutionJcapturesJnativeJcontactsJacrossJmanyJproteinJ
familiesXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2011VJaZhVJuabicWcZa11.5 837

304 uvaluatingJcellJlinesJasJtumourJmodelsJbyJcomparisonJofJgenomicJprofilesXJNaturefCommunicationsVJ
2013VJdVJbabf 17.4 831

303 γathwayJsommonsVJaJwebJresourceJforJbiologicalJpathwayJdataXJNucleicfAcidsfResearchVJ2011VJciVJtfheWiZ20.1 786

302 γroteinJctJstructureJcomputedJfromJevolutionaryJsequenceJvariationXJPLoSfONEVJ2011VJfVJebhgff 3.7 709

301 sorrelatedJmutationsJandJresidueJcontactsJinJproteinsXJProteins:fStructuresfFunctionfandf
BioinformaticsVJ1994VJahVJcZiWag 4.2 662

300 TheJSystemsJriologyJwraphicalJαotationXJNaturefBiotechnologyVJ2009VJbgVJgceWda 44.5 651

299 miRWabbVJaJmammalianJliverWspecificJmicroRαqVJisJprocessedJfromJhcrJmRαqJandJmayJdownregulateJ
theJhighJaffinityJcationicJaminoJacidJtransporterJsqTWaXJRNAfBiologyVJ2004VJaVJaZfWac 4.8 642

298 SelectionJofJrepresentativeJproteinJdataJsetsXJProteinfScienceVJ1992VJaVJdZiWag 6.3 639

297
TheJdoubleJcubicJlatticeJmethodjJufficientJapproachesJtoJnumericalJintegrationJofJsurfaceJareaJandJ
volumeJandJtoJdotJsurfaceJcontouringJofJmolecularJassembliesXJJournalfoffComputationalfChemistryVJ
1995VJafVJbgcWbhd

3.5 632

296 unlargedJrepresentativeJsetJofJproteinJstructuresXJProteinfScienceVJ1994VJcVJebbWd 6.3 610

295 wenomicJandJtranscriptomicJhallmarksJofJpoorlyJdifferentiatedJandJanaplasticJthyroidJcancersXJ
JournalfoffClinicalfInvestigationVJ2016VJabfVJaZebWff 15.9 576

294 TransmembraneJhelicesJpredictedJatJieOJaccuracyXJProteinfScienceVJ1995VJdVJebaWcc 6.3 551

293 wenomeJsequencingJidentifiesJaJbasisJforJeverolimusJsensitivityXJScienceVJ2012VJcchVJbba 33.3 546

292 sonservationJandJpredictionJofJsolventJaccessibilityJinJproteinJfamiliesXJProteins:fStructuresfFunctionf
andfBioinformaticsVJ1994VJbZVJbafWbf 4.2 523

291 SubtypeWspecificJgenomicJalterationsJdefineJnewJtargetsJforJsoftWtissueJsarcomaJtherapyXJNaturef
GeneticsVJ2010VJdbVJgaeWba 36.3 521

290 TheJrasJproteinJfamilyjJevolutionaryJtreeJandJroleJofJconservedJaminoJacidsXJBiochemistryVJ1991VJcZVJdfcgWdh3.2 517

289 TheJnuclearJdeubiquitinaseJrqγaJisJcommonlyJinactivatedJbyJsomaticJmutationsJandJcpbaXaJlossesJ
inJmalignantJpleuralJmesotheliomaXJNaturefGeneticsVJ2011VJdcVJffhWgb 36.3 512

288 TheJxUγβJγSyQsJmolecularJinteractionJformatWWaJcommunityJstandardJforJtheJrepresentationJofJ
proteinJinteractionJdataXJNaturefBiotechnologyVJ2004VJbbVJaggWhc 44.5 504
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287 TheJrioγqXJcommunityJstandardJforJpathwayJdataJsharingXJNaturefBiotechnologyVJ2010VJbhVJiceWdb 44.5 499

286 qJseriesJofJγtrJrelatedJdatabasesJforJeverydayJneedsXJNucleicfAcidsfResearchVJ2011VJciVJtdaaWi 20.1 487

285 sellularJcofactorsJaffectingJhepatitisJsJvirusJinfectionJandJreplicationXJProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2007VJaZdVJabhhdWi 11.5 478

284  utualJexclusivityJanalysisJidentifiesJoncogenicJnetworkJmodulesXJGenomefResearchVJ2012VJbbVJcihWdZf 9.7 452

283 somprehensiveJandJyntegratedJwenomicJsharacterizationJofJqdultJSoftJTissueJSarcomasXJCellVJ2017VJ
agaVJieZWifeXebh 56.2 451

282
RVfZZuSrRqvJisJassociatedJwithJdisabledJfeedbackJinhibitionJofJRqvW u~JsignalingJandJelevatedJ
transcriptionalJoutputJofJtheJpathwayXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaVJ2009VJaZfVJdeaiWbd

11.5 444

281 γredictγroteinWWanJopenJresourceJforJonlineJpredictionJofJproteinJstructuralJandJfunctionalJ
featuresXJNucleicfAcidsfResearchVJ2014VJdbVJWccgWdc 20.1 433

280 γroteinJstructureJpredictionJfromJsequenceJvariationXJNaturefBiotechnologyVJ2012VJcZVJaZgbWhZ 44.5 432

279 QuantitativeJtechnologiesJestablishJaJnovelJmicroRαqJprofileJofJchronicJlymphocyticJleukemiaXJ
BloodVJ2007VJaZiVJdiddWea 2.2 422

278 wenomicJandJ olecularJ–andscapeJofJtαqJtamageJRepairJteficiencyJacrossJTheJsancerJwenomeJ
qtlasXJCellfReportsVJ2018VJbcVJbciWbedXef 10.6 405

277 qJroleJforJneuronalJpiRαqsJinJtheJepigeneticJcontrolJofJmemoryWrelatedJsynapticJplasticityXJCellVJ
2012VJadiVJficWgZg 56.2 399

276 ThreeWdimensionalJstructuresJofJmembraneJproteinsJfromJgenomicJsequencingXJCellVJ2012VJadiVJafZgWba56.2 395

275 TransfectionJofJsmallJRαqsJgloballyJperturbsJgeneJregulationJbyJendogenousJmicroRαqsXJNaturef
BiotechnologyVJ2009VJbgVJediWee 44.5 393

274
TumorJimmuneJmicroenvironmentJcharacterizationJinJclearJcellJrenalJcellJcarcinomaJidentifiesJ
prognosticJandJimmunotherapeuticallyJrelevantJmessengerJRαqJsignaturesXJGenomefBiologyVJ2016VJ
agVJbca

18.3 391

273 sooperativityJofJT γRSSbWuRwJwithJγycWkinaseJpathwayJactivationJinJprostateJoncogenesisXJNaturef
GeneticsVJ2009VJdaVJebdWf 36.3 386

272 taliYvSSγJclassificationJofJthreeWdimensionalJproteinJfoldsXJNucleicfAcidsfResearchVJ1997VJbeVJbcaWd 20.1 381

271 sharacterizingJgeneJsetsJwithJvuncqssociateXJBioinformaticsVJ2003VJaiVJbeZbWd 7.2 380

270 weneticJdissectionJofJtheJmiRWag~ibJclusterJofJmicroRαqsJinJ ycWinducedJrWcellJlymphomasXJGenesf
andfDevelopmentVJ2009VJbcVJbhZfWaa 12.6 379

(2009-2010)
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269 qnJevolutionaryJtreasurejJunificationJofJaJbroadJsetJofJamidohydrolasesJrelatedJtoJureaseJ1997VJbhVJgbWhb 370

268 wenomeWwideJanalysisJofJnoncodingJregulatoryJmutationsJinJcancerXJNaturefGeneticsVJ2014VJdfVJaafZWe 36.3 367

267  icroRαqJprofilingJofJtheJmurineJhematopoieticJsystemXJGenomefBiologyVJ2005VJfVJRga 18.3 356

266 qJspecificityJmapJforJtheJγtZJdomainJfamilyXJPLoSfBiologyVJ2008VJfVJebci 9.7 348

265 qnJyntegratedJ etabolicJqtlasJofJslearJsellJRenalJsellJsarcinomaXJCancerfCellVJ2016VJbiVJaZdWaaf 24.3 335

264 αetγathjJaJpublicJresourceJofJcuratedJsignalJtransductionJpathwaysXJGenomefBiologyVJ2010VJaaVJRc 18.3 331

263 ucologicalJmodelingJfromJtimeWseriesJinferencejJinsightJintoJdynamicsJandJstabilityJofJintestinalJ
microbiotaXJPLoSfComputationalfBiologyVJ2013VJiVJeaZZcchh 5 329

262 qJmethodJtoJpredictJfunctionalJresiduesJinJproteinsXJNaturefStructuralfandfMolecularfBiologyVJ1995VJ
bVJagaWh 17.6 329

261 somprehensiveJqnalysisJofJqlternativeJSplicingJqcrossJTumorsJfromJhVgZeJγatientsXJCancerfCellVJ
2018VJcdVJbaaWbbdXef 24.3 327

260 γathguidejJaJpathwayJresourceJlistXJNucleicfAcidsfResearchVJ2006VJcdVJteZdWf 20.1 326

259 SequenceJcoWevolutionJgivesJctJcontactsJandJstructuresJofJproteinJcomplexesXJELifeVJ2014VJcVJ 8.9 324

258 ScalableJβpenJScienceJqpproachJforJ utationJsallingJofJTumorJuxomesJUsingJ ultipleJwenomicJ
γipelinesXJCellfSystemsVJ2018VJfVJbgaWbhaXeg 10.6 320

257 sharacterizationJofJsmallJRαqsJinJqplysiaJrevealsJaJroleJforJmiRWabdJinJconstrainingJsynapticJ
plasticityJthroughJsRurXJNeuronVJ2009VJfcVJhZcWag 13.9 320

256 TheJmutationalJlandscapeJofJadenoidJcysticJcarcinomaXJNaturefGeneticsVJ2013VJdeVJgiaWh 36.3 311

255 sonvergentJevolutionJofJsimilarJenzymaticJfunctionJonJdifferentJproteinJfoldsjJtheJhexokinaseVJ
ribokinaseVJandJgalactokinaseJfamiliesJofJsugarJkinasesXJProteinfScienceVJ1993VJbVJcaWdZ 6.3 307

254
tatabaseJalgorithmJforJgeneratingJproteinJbackboneJandJsideWchainJcoWordinatesJfromJaJsJalphaJ
traceJapplicationJtoJmodelJbuildingJandJdetectionJofJcoWordinateJerrorsXJJournalfoffMolecularf
BiologyVJ1991VJbahVJahcWid

6.5 301

253 sompletenessJinJstructuralJgenomicsXJNaturefStructuralfBiologyVJ2001VJhVJeeiWff 282

252 SomaticJmutationsJofJtheJγarkinsonQsJdiseaseWassociatedJgeneJγqR~bJinJglioblastomaJandJotherJ
humanJmalignanciesXJNaturefGeneticsVJ2010VJdbVJggWhb 36.3 280
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251 qntisenseWmediatedJdepletionJrevealsJessentialJandJspecificJfunctionsJofJmicroRαqsJinJtrosophilaJ
developmentXJCellVJ2005VJabaVJaZigWaZh 56.2 276

250 lncRαqJupigeneticJ–andscapeJqnalysisJydentifiesJuγysaJasJanJβncogenicJlncRαqJthatJynteractsJwithJ
 YsJandJγromotesJsellWsycleJγrogressionJinJsancerXJCancerfCellVJ2018VJccVJgZfWgbZXei 24.3 275

249  utationJeffectsJpredictedJfromJsequenceJcoWvariationXJNaturefBiotechnologyVJ2017VJceVJabhWace 44.5 273

248 qutomatedJnetworkJanalysisJidentifiesJcoreJpathwaysJinJglioblastomaXJPLoSfONEVJ2010VJeVJehiah 3.7 268

247 TargetJmRαqJabundanceJdilutesJmicroRαqJandJsiRαqJactivityXJMolecularfSystemsfBiologyVJ2010VJfVJcfc 12.2 264

246 qJlargeJdomainJcommonJtoJspermJreceptorsJRZpbJandJZpcSJandJTwvWbetaJtypeJyyyJreceptorXJFEBSf
LettersVJ1992VJcZZVJbcgWdZ 3.8 264

245 TheJdevelopmentalJmiRαqJprofilesJofJzebrafishJasJdeterminedJbyJsmallJRαqJcloningXJGenesfandf
DevelopmentVJ2005VJaiVJabhhWic 12.6 258

244 RedefiningJtheJgoalsJofJproteinJsecondaryJstructureJpredictionXJJournalfoffMolecularfBiologyVJ1994VJ
bceVJacWbf 6.5 257

243 γxtWWanJautomaticJmailJserverJforJproteinJsecondaryJstructureJpredictionXJBioinformaticsVJ1994VJaZVJecWfZ7.2 257

242 γositioningJhydrogenJatomsJbyJoptimizingJhydrogenWbondJnetworksJinJproteinJstructuresXJProteins:f
StructuresfFunctionfandfBioinformaticsVJ1996VJbfVJcfcWgf 4.2 256

241  itochondrialJtαqJcopyJnumberJvariationJacrossJhumanJcancersXJELifeVJ2016VJeVJ 8.9 255

240 γatternJdiscoveryJandJcancerJgeneJidentificationJinJintegratedJcancerJgenomicJdataXJProceedingsfoff
thefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2013VJaaZVJdbdeWeZ 11.5 250

239 qnJuffectiveJSolvationJTermJrasedJonJqtomicJβccupanciesJforJUseJinJγroteinJSimulationsXJMolecularf
SimulationVJ1993VJaZVJigWabZ 2 243

238 γroteinJfoldJrecognitionJbyJpredictionWbasedJthreadingXJJournalfoffMolecularfBiologyVJ1997VJbgZVJdgaWhZ 6.5 238

237 xumanJSR qtlasjJqJResourceJofJTargetedJqssaysJtoJQuantifyJtheJsompleteJxumanJγroteomeXJCellVJ
2016VJaffVJgffWggh 56.2 236

236 γathwayJandJnetworkJanalysisJofJcancerJgenomesXJNaturefMethodsVJ2015VJabVJfaeWfba 21.6 235

235 triverJvusionsJandJTheirJymplicationsJinJtheJtevelopmentJandJTreatmentJofJxumanJsancersXJCellf
ReportsVJ2018VJbcVJbbgWbchXec 10.6 235

234
qdverseJoutcomesJinJclearJcellJrenalJcellJcarcinomaJwithJmutationsJofJcpbaJepigeneticJregulatorsJ
rqγaJandJSuTtbjJaJreportJbyJ S~ssJandJtheJ~yRsJTswqJresearchJnetworkXJClinicalfCancerfResearchVJ
2013VJaiVJcbeiWfg

12.9 233

(2013-2005)
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233  ultilevelJwenomicsWrasedJTaxonomyJofJRenalJsellJsarcinomaXJCellfReportsVJ2016VJadVJbdgfWhi 10.6 228

232 γrevalenceJandJcoWoccurrenceJofJactionableJgenomicJalterationsJinJhighWgradeJbladderJcancerXJ
JournalfoffClinicalfOncologyVJ2013VJcaVJcaccWdZ 2.2 226

231 qnalysesJofJnonWcodingJsomaticJdriversJinJbVfeh´ cancerJwholeJgenomesXJNatureVJ2020VJeghVJaZbWaaa 50.4 220

230 SearchingJproteinJstructureJdatabasesJhasJcomeJofJageXJProteins:fStructuresfFunctionfandf
BioinformaticsVJ1994VJaiVJafeWgc 4.2 220

229 sopyJnumberJalterationJburdenJpredictsJprostateJcancerJrelapseXJProceedingsfoffthefNationalf
AcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2014VJaaaVJaaaciWdd 11.5 218

228 teterminantsJofJproteinJfunctionJrevealedJbyJcombinatorialJentropyJoptimizationXJGenomefBiologyVJ
2007VJhVJRbcb 18.3 202

227
TheJtyrosineJphosphataseJγTγRtJisJaJtumorJsuppressorJthatJisJfrequentlyJinactivatedJandJmutatedJ
inJglioblastomaJandJotherJhumanJcancersXJProceedingsfoffthefNationalfAcademyfoffSciencesfoffthef
UnitedfStatesfoffAmericaVJ2009VJaZfVJidceWdZ

11.5 196

226 twsRhWdependentJmicroRαqJbiogenesisJisJessentialJforJskinJdevelopmentXJProceedingsfoffthef
NationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2009VJaZfVJdihWeZb 11.5 190

225 SomaticJ utationalJ–andscapeJofJSplicingJvactorJwenesJandJTheirJvunctionalJsonsequencesJacrossJ
ccJsancerJTypesXJCellfReportsVJ2018VJbcVJbhbWbifXed 10.6 188

224 uxonucleaseJmutationsJinJtαqJpolymeraseJepsilonJrevealJreplicationJstrandJspecificJmutationJ
patternsJandJhumanJoriginsJofJreplicationXJGenomefResearchVJ2014VJbdVJagdZWeZ 9.7 187

223
weneJexpressionJprofilingJofJliposarcomaJidentifiesJdistinctJbiologicalJtypesYsubtypesJandJpotentialJ
therapeuticJtargetsJinJwellWdifferentiatedJandJdedifferentiatedJliposarcomaXJCancerfResearchVJ2007VJ
fgVJffbfWcf

10.1 186

222 uvaluationJofJproteinJmodelsJbyJatomicJsolvationJpreferenceXJJournalfoffMolecularfBiologyVJ1992VJ
bbeVJicWaZe 6.5 186

221 γroteinJfoldsJandJfamiliesjJsequenceJandJstructureJalignmentsXJNucleicfAcidsfResearchVJ1999VJbgVJbddWg 20.1 182

220 γarserJforJproteinJfoldingJunitsXJProteins:fStructuresfFunctionfandfBioinformaticsVJ1994VJaiVJbefWfh 4.2 182

219 TheJessentialJtyrosineJofJtheJinternalizationJsignalJinJlysosomalJacidJphosphataseJisJpartJofJaJbetaJ
turnXJCellVJ1991VJfgVJabZcWi 56.2 172

218 qJdatabaseJofJproteinJstructureJfamiliesJwithJcommonJfoldingJmotifsXJProteinfScienceVJ1992VJaVJafiaWh 6.3 171

217 tetectionJofJcommonJthreeWdimensionalJsubstructuresJinJproteinsXJProteins:fStructuresfFunctionfandf
BioinformaticsVJ1991VJaaVJebWh 4.2 170

216 qJsequenceJpropertyJapproachJtoJsearchingJproteinJdatabasesXJJournalfoffMolecularfBiologyVJ1995VJ
beaVJciZWi 6.5 161
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215 γanWcancerJqlterationsJofJtheJ YsJβncogeneJandJytsJγroximalJαetworkJacrossJtheJsancerJwenomeJ
qtlasXJCellfSystemsVJ2018VJfVJbhbWcZZXeb 10.6 159

214  olecularJmodellingJofJtheJαorrieJdiseaseJproteinJpredictsJaJcystineJknotJgrowthJfactorJtertiaryJ
structureXJNaturefGeneticsVJ1993VJeVJcgfWhZ 36.3 154

213 qnalysisJofJmicroRαqWtargetJinteractionsJacrossJdiverseJcancerJtypesXJNaturefStructuralfandf
MolecularfBiologyVJ2013VJbZVJacbeWcb 17.6 153

212 tistinctJpatternsJofJdysregulatedJexpressionJofJenzymesJinvolvedJinJandrogenJsynthesisJandJ
metabolismJinJmetastaticJprostateJcancerJtumorsXJCancerfResearchVJ2012VJgbVJfadbWeb 10.1 152

211  odelsJfromJexperimentsjJcombinatorialJdrugJperturbationsJofJcancerJcellsXJMolecularfSystemsf
BiologyVJ2008VJdVJbaf 12.2 151

210 γanWsancerJqnalysisJofJlncRαqJRegulationJSupportsJTheirJTargetingJofJsancerJwenesJinJuachJTumorJ
sontextXJCellfReportsVJ2018VJbcVJbigWcabXeab 10.6 147

209 wenomeWwideJidentificationJofJmicroRαqJtargetsJinJhumanJuSJcellsJrevealsJaJroleJforJmiRWcZbJinJ
modulatingJr γJresponseXJGenesfandfDevelopmentVJ2011VJbeVJbagcWhf 12.6 143

208 sancerwenesjJaJgeneJselectionJresourceJforJcancerJgenomeJprojectsXJNucleicfAcidsfResearchVJ2007VJ
ceVJtgbaWf 20.1 143

207 tictionaryJofJrecurrentJdomainsJinJproteinJstructuresXJProteins:fStructuresfFunctionfandf
BioinformaticsVJ1998VJccVJhhWif 4.2 142

206 yntegrativeJsubtypeJdiscoveryJinJglioblastomaJusingJislusterXJPLoSfONEVJ2012VJgVJecebcf 3.7 140

205 γredictionJofJproteinJstructureJbyJevaluationJofJsequenceWstructureJfitnessXJqligningJsequencesJtoJ
contactJprofilesJderivedJfromJthreeWdimensionalJstructuresXJJournalfoffMolecularfBiologyVJ1993VJbcbVJhZeWbe6.5 138

204 TheJaminoWacidJmutationalJspectrumJofJhumanJgeneticJdiseaseXJGenomefBiologyVJ2003VJdVJRgb 18.3 136

203 qpplicationsJofJtargetedJproteomicsJinJsystemsJbiologyJandJtranslationalJmedicineXJProteomicsVJ
2015VJaeVJcaicWbZh 4.8 134

202 vastJandJsimpleJ onteJsarloJalgorithmJforJsideJchainJoptimizationJinJproteinsjJapplicationJtoJmodelJ
buildingJbyJhomologyXJProteins:fStructuresfFunctionfandfBioinformaticsVJ1992VJadVJbacWbc 4.2 133

201 ydentificationJofJγx–γγaJasJaJtumorJsuppressorJrevealsJtheJroleJofJfeedbackJactivationJinJ
γTuαWmutantJprostateJcancerJprogressionXJCancerfCellVJ2011VJbZVJagcWhf 24.3 131

200 somputationalJapproachesJtoJidentifyJfunctionalJgeneticJvariantsJinJcancerJgenomesXJNaturef
MethodsVJ2013VJaZVJgbcWi 21.6 129

199 vunctionalJcopyWnumberJalterationsJinJcancerXJPLoSfONEVJ2008VJcVJecagi 3.7 129

198 βbjectivelyJjudgingJtheJqualityJofJaJproteinJstructureJfromJaJRamachandranJplotXJBioinformaticsVJ
1997VJacVJdbeWcZ 7.2 122

(1997-2018)
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197 SystematicJqnalysisJofJSpliceWSiteWsreatingJ utationsJinJsancerXJCellfReportsVJ2018VJbcVJbgZWbhaXec 10.6 121

196 ctJclustersJofJsomaticJmutationsJinJcancerJrevealJnumerousJrareJmutationsJasJfunctionalJtargetsXJ
GenomefMedicineVJ2017VJiVJd 14.4 117

195 SequencingJofJprostateJcancersJidentifiesJnewJcancerJgenesVJroutesJofJprogressionJandJdrugJ
targetsXJNaturefGeneticsVJ2018VJeZVJfhbWfib 36.3 112

194  olecularJsharacterizationJandJslinicalJRelevanceJofJ etabolicJuxpressionJSubtypesJinJxumanJ
sancersXJCellfReportsVJ2018VJbcVJbeeWbfiXed 10.6 112

193 SQST aJisJaJpathogenicJtargetJofJeqJcopyJnumberJgainsJinJkidneyJcancerXJCancerfCellVJ2013VJbdVJgchWeZ 24.3 111

192 ctJRαqJandJvunctionalJynteractionsJfromJuvolutionaryJsouplingsXJCellVJ2016VJafeVJifcWge 56.2 108

191 SystematicJidentificationJofJcancerJdrivingJsignalingJpathwaysJbasedJonJmutualJexclusivityJofJ
genomicJalterationsXJGenomefBiologyVJ2015VJafVJde 18.3 101

190 qJnovelJRαqWbindingJmotifJinJomnipotentJsuppressorsJofJtranslationJterminationVJribosomalJ
proteinsJandJaJribosomeJmodificationJenzymeoXJNucleicfAcidsfResearchVJ1994VJbbVJbaffWg 20.1 101

189 SignalJprocessingJinJtheJTwvWbetaJsuperfamilyJligandWreceptorJnetworkXJPLoSfComputationalfBiology
VJ2006VJbVJec 5 100

188 γredictionJofJhumanJmicroRαqJtargetsXJMethodsfinfMolecularfBiologyVJ2006VJcdbVJaZaWac 1.4 100

187 γerturbationJbiologyjJinferringJsignalingJnetworksJinJcellularJsystemsXJPLoSfComputationalfBiologyVJ
2013VJiVJeaZZcbiZ 5 98

186 somprehensiveJsequenceJanalysisJofJtheJahbJpredictedJopenJreadingJframesJofJyeastJchromosomeJ
yyyXJProteinfScienceVJ1992VJaVJafggWiZ 6.3 98

185 yntegratedJanalysesJofJmicroRαqsJdemonstrateJtheirJwidespreadJinfluenceJonJgeneJexpressionJinJ
highWgradeJserousJovarianJcarcinomaXJPLoSfONEVJ2012VJgVJecdedf 3.7 94

184 SmallJRαqJsequencingJandJfunctionalJcharacterizationJrevealsJ icroRαqWadcJtumorJsuppressorJ
activityJinJliposarcomaXJCancerfResearchVJ2011VJgaVJefeiWfi 10.1 92

183 StructuredJStatesJofJtisorderedJγroteinsJfromJwenomicJSequencesXJCellVJ2016VJafgVJaehWagZXeab 56.2 90

182 miRWcdaJrepressionJinJproneuralJmalignantJgliomasJupregulatesJexpressionJofJitsJtargetJγtwvRqJ
andJpromotesJtumorigenesisXJPLoSfONEVJ2012VJgVJecchdd 3.7 90

181
SuperoxideJdismutaseJaJRSβtaSJisJaJtargetJforJaJsmallJmoleculeJidentifiedJinJaJscreenJforJinhibitorsJ
ofJtheJgrowthJofJlungJadenocarcinomaJcellJlinesXJProceedingsfoffthefNationalfAcademyfoffSciencesfoff
thefUnitedfStatesfoffAmericaVJ2011VJaZhVJafcgeWhZ

11.5 89

180 wenomicJcomplexityJandJq~TJdependenceJinJserousJovarianJcancerXJCancerfDiscoveryVJ2012VJbVJefWfg 24.4 89
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179  odelingJofJtransmembraneJsevenJhelixJbundlesXJProteinfEngineeringsfDesignfandfSelectionVJ1993VJfVJeiWfd1.9 89

178 vrequentJalterationsJandJepigeneticJsilencingJofJdifferentiationJpathwayJgenesJinJstructurallyJ
rearrangedJliposarcomasXJCancerfDiscoveryVJ2011VJaVJehgWig 24.4 88

177 γrogressJofJatJproteinJstructureJpredictionJatJlastXJProteins:fStructuresfFunctionfandfBioinformaticsVJ
1995VJbcVJbieWcZZ 4.2 84

176 cγathjJopenJsourceJsoftwareJforJcollectingVJstoringVJandJqueryingJbiologicalJpathwaysXJBMCf
BioinformaticsVJ2006VJgVJdig 3.6 83

175 γathwayJinformationJforJsystemsJbiologyXJFEBSfLettersVJ2005VJegiVJahaeWbZ 3.8 83

174 TvyyrVJanJevolutionaryJlinkJbetweenJtheJtranscriptionJmachineriesJofJarchaebacteriaJandJ
eukaryotesXJCellVJ1992VJgaVJahiWiZ 56.2 83

173 TheJcytidylyltransferaseJsuperfamilyjJidentificationJofJtheJnucleotideWbindingJsiteJandJfoldJ
predictionXJProteins:fStructuresfFunctionfandfBioinformaticsVJ1995VJbbVJbeiWff 4.2 81

172 wuαβWaeytuαTyvysqTyβαJqαtJwuαβ ysJqαq–YSySJβvJxYγuRW UTqTutJqαtJU–TRqW UTqTutJ
wr SXJNeurotOncologyVJ2015VJagVJvidXcWvid 1 78

171 mRαqJturnoverJrateJlimitsJsiRαqJandJmicroRαqJefficacyXJMolecularfSystemsfBiologyVJ2010VJfVJdcc 12.2 78

170 sell inerstrJforJyntegrativeJsrossWtatabaseJwenomicsJandJγharmacogenomicsJqnalysesJofJsancerJ
sellJ–inesXJIScienceVJ2018VJaZVJbdgWbfd 6.1 78

169 SomaticJγβ–uJmutationsJcauseJanJultramutatedJgiantJcellJhighWgradeJgliomaJsubtypeJwithJbetterJ
prognosisXJNeurotOncologyVJ2015VJagVJacefWfd 1 76

168 TsuraWmutatedJrenalJcellJcarcinomajJaJdistinctJgenomicJandJmorphologicalJsubtypeXJModernf
PathologyVJ2015VJbhVJhdeWhec 9.8 76

167 γconsvoldjJimprovedJcontactJpredictionsJimproveJproteinJmodelsXJBioinformaticsVJ2014VJcZVJidhbWh 7.2 76

166 γrogressJinJproteinJstructureJpredictionoXJTrendsfinfBiochemicalfSciencesVJ1993VJahVJabZWc 10.3 76

165 StructuralJsimilarityJofJplantJchitinaseJandJlysozymesJfromJanimalsJandJphageXJqnJevolutionaryJ
connectionXJFEBSfLettersVJ1994VJcdZVJabiWcb 3.8 76

164 qJnewJqTγWbindingJfoldJinJactinVJhexokinaseJandJxscgZXJTrendsfinfCellfBiologyVJ1993VJcVJecWi 18.3 76

163 qJmoduleJofJtheJtnazJheatJshockJproteinsJfoundJinJmalariaJparasitesXJTrendsfinfBiochemicalfSciences
VJ1992VJagVJabi 10.3 75

162 γredictingJproteinJstructureJusingJhiddenJ arkovJmodelsXJProteins:fStructuresfFunctionfandf
BioinformaticsVJ1997VJbiVJacdWaci 4.2 74

(1997-1993)
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161 qJ–andscapeJofJ etabolicJVariationJacrossJTumorJTypesXJCellfSystemsVJ2018VJfVJcZaWcacXec 10.6 73

160 zuryJreturnsJonJstructureJpredictionXJNatureVJ1992VJcfZVJedZ 50.4 73

159 γanWsancerJqnalysisJofJ utationJxotspotsJinJγroteinJtomainsXJCellfSystemsVJ2015VJaVJaigWbZi 10.6 72

158 TimeJtoJrecurrenceJandJsurvivalJinJserousJovarianJtumorsJpredictedJfromJintegratedJgenomicJ
profilesXJPLoSfONEVJ2011VJfVJebdgZi 3.7 72

157 γathwayJsommonsJbZaiJUpdatejJintegrationVJanalysisJandJexplorationJofJpathwayJdataXJNucleicf
AcidsfResearchVJ2020VJdhVJtdhiWtdig 20.1 71

156 somputationalJanalysisJofJmouseJpiRαqJsequenceJandJbiogenesisXJPLoSfComputationalfBiologyVJ
2007VJcVJebbb 5 71

155 uxploringJtheJ ycoplasmaJcapricolumJgenomejJaJminimalJcellJrevealsJitsJphysiologyXJMolecularf
MicrobiologyVJ1995VJafVJieeWfg 4.1 71

154 qlignmentJofJthreeWdimensionalJproteinJstructuresjJnetworkJserverJforJdatabaseJsearchingXJ
MethodsfinfEnzymologyVJ1996VJbffVJfecWfb 1.7 70

153 αewJtripleWhelicalJmodelJforJtheJshaftJofJtheJadenovirusJfibreXJJournalfoffMolecularfBiologyVJ1992VJ
bbfVJaZgcWhd 6.5 69

152 StructuralJalignmentJofJglobinsVJphycocyaninsJandJcolicinJqXJFEBSfLettersVJ1993VJcaeVJcZaWf 3.8 68

151  YsJcooperatesJwithJq~TJinJprostateJtumorigenesisJandJaltersJsensitivityJtoJmTβRJinhibitorsXJPLoSf
ONEVJ2011VJfVJeagddi 3.7 68

150 βffWtargetJeffectsJdominateJaJlargeWscaleJRαqiJscreenJforJmodulatorsJofJtheJTwvW˛†JpathwayJandJ
revealJmicroRαqJregulationJofJTwvrRbXJSilence:fAfJournalfoffRNAfRegulationVJ2011VJbVJc 67

149 αetworkJmodelingJofJtheJtranscriptionalJeffectsJofJcopyJnumberJaberrationsJinJglioblastomaXJ
MolecularfSystemsfBiologyVJ2011VJgVJdhf 12.2 67

148 ynferringJproteinJctJstructureJfromJdeepJmutationJscansXJNaturefGeneticsVJ2019VJeaVJaagZWaagf 36.3 66

147  achineJ–earningJtetectsJγanWcancerJRasJγathwayJqctivationJinJTheJsancerJwenomeJqtlasXJCellf
ReportsVJ2018VJbcVJagbWahZXec 10.6 66

146 γerturbationJbiologyJnominatesJupstreamWdownstreamJdrugJcombinationsJinJRqvJinhibitorJ
resistantJmelanomaJcellsXJELifeVJ2015VJdVJ 8.9 65

145 xowJdoesJtheJswitchJyyJregionJofJwWdomainsJworkoXJFEBSfLettersVJ1993VJcbZVJaWf 3.8 64

144  itochondrialJrespiratoryJgeneJexpressionJisJsuppressedJinJmanyJcancersXJELifeVJ2017VJfVJ 8.9 64
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143 trugJsynergyJscreenJandJnetworkJmodelingJinJdedifferentiatedJliposarcomaJidentifiesJst~dJandJ
ywvaRJasJsynergisticJdrugJtargetsXJSciencefSignalingVJ2013VJfVJrahe 8.8 61

142 TheJuVcouplingsJγythonJframeworkJforJcoevolutionaryJsequenceJanalysisXJBioinformaticsVJ2019VJceVJaehbWaehd7.2 61

141 rioinformaticsjJfromJgenomeJdataJtoJbiologicalJknowledgeXJCurrentfOpinionfinfBiotechnologyVJ1997VJ
hVJfgeWhc 11.4 59

140 ynferringJγairwiseJynteractionsJfromJriologicalJtataJUsingJ aximumWuntropyJγrobabilityJ odelsXJ
PLoSfComputationalfBiologyVJ2015VJaaVJeaZZdahb 5 59

139 ––w–bJrescuesJnutrientJstressJbyJpromotingJleucineJuptakeJinJuRJbreastJcancerXJNatureVJ2019VJefiVJbgeWbgi50.4 58

138 uvaluationJofJannotationJstrategiesJusingJanJentireJgenomeJsequenceXJBioinformaticsVJ2003VJaiVJgagWbf 7.2 58

137 xowJtoJdetermineJproteinJsecondaryJstructureJinJsolutionJbyJRamanJspectroscopyjJpracticalJguideJ
andJtestJcaseJtαaseJyXJBiochemistryVJ1989VJbhVJdbgaWdbgg 3.2 58

136 TheJreactomeJpathwayJknowledgebaseJbZbbXJNucleicfAcidsfResearchVJ2021VJ 20.1 57

135 γroteinJstructureJdeterminationJbyJcombiningJsparseJα RJdataJwithJevolutionaryJcouplingsXJ
NaturefMethodsVJ2015VJabVJgeaWd 21.6 56

134 yntegratedJwenomicJqnalysisJofJtheJUbiquitinJγathwayJacrossJsancerJTypesXJCellfReportsVJ2018VJbcVJbacWbbfXec10.6 56

133 γredictingJcancerJinvolvementJofJgenesJfromJheterogeneousJdataXJBMCfBioinformaticsVJ2008VJiVJagb 3.6 56

132 TheJxSSγJdataJbaseJofJproteinJstructureWsequenceJalignmentsXJNucleicfAcidsfResearchVJ1993VJbaVJcaZeWi 20.1 56

131 αewJstructureWWnovelJfoldoXJStructureVJ1997VJeVJafeWga 5.2 54

130 yntroducingJmetaWservicesJforJbiomedicalJinformationJextractionXJGenomefBiologyVJ2008VJiJSupplJbVJSf 18.3 49

129 vromJbytesJtoJbedsidejJdataJintegrationJandJcomputationalJbiologyJforJtranslationalJcancerJ
researchXJPLoSfComputationalfBiologyVJ2007VJcVJeab 5 48

128 vromJgenomeJsequencesJtoJproteinJfunctionXJCurrentfOpinionfinfStructuralfBiologyVJ1994VJdVJcicWdZc 8.1 48

127 UsingJbiologicalJpathwayJdataJwithJpaxtoolsXJPLoSfComputationalfBiologyVJ2013VJiVJeaZZcaid 5 47

126 TheJpredictionJofJproteinJcontactsJfromJmultipleJsequenceJalignmentsXJProteinfEngineeringsfDesignf
andfSelectionVJ1996VJiVJidaWh 1.9 45

(1996-2013)
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125 qlterationsJofJtαqJrepairJgenesJinJtheJαsyWfZJcellJlinesJandJtheirJpredictiveJvalueJforJanticancerJ
drugJactivityXJDNAfRepairVJ2015VJbhVJaZgWae 4.3 44

124 qllWatomJctJstructureJpredictionJofJtransmembraneJ˛†WbarrelJproteinsJfromJsequencesXJProceedingsf
offthefNationalfAcademyfoffSciencesfoffthefUnitedfStatesfoffAmericaVJ2015VJaabVJedacWh 11.5 44

123 SecondaryJstructureJpredictionJofJallWhelicalJproteinsJinJtwoJstatesXJProteinfEngineeringsfDesignfandf
SelectionVJ1993VJfVJhcaWf 1.9 44

122 WhatQsJinJaJgenomeoXJNatureVJ1992VJcehVJbhg 50.4 44

121 ThermitaseVJaJthermostableJsubtilisinjJcomparisonJofJpredictedJandJexperimentalJstructuresJandJ
theJmolecularJcauseJofJthermostabilityXJProteins:fStructuresfFunctionfandfBioinformaticsVJ1989VJeVJbbWcg 4.2 44

120 somputerWguidedJdesignJofJoptimalJmicrobialJconsortiaJforJimmuneJsystemJmodulationXJELifeVJ2018
VJgVJ 8.9 44

119 qJhybridJproteinJkinaseWRαaseJinJanJinterferonWinducedJpathwayoXJFEBSfLettersVJ1993VJccdVJadiWeb 3.8 43

118 rioinformaticsJandJtheJdiscoveryJofJgeneJfunctionXJTrendsfinfGeneticsVJ1996VJabVJbddWe 8.5 41

117 qnalysisJofJrenalJcancerJcellJlinesJfromJtwoJmajorJresourcesJenablesJgenomicsWguidedJcellJlineJ
selectionXJNaturefCommunicationsVJ2017VJhVJaeafe 17.4 40

116 yntegrinW˛–aZJtependencyJydentifiesJRqsJandJRysTβRJasJTherapeuticJTargetsJinJxighWwradeJ
 yxofibrosarcomaXJCancerfDiscoveryVJ2016VJfVJaadhWaafe 24.4 40

115 slassificationJofJproteinJfamiliesJandJdetectionJofJtheJdeterminantJresiduesJwithJanJimprovedJ
selfWorganizingJmapXJBiologicalfCyberneticsVJ1997VJgfVJddaWeZ 2.8 40

114 ThirdJgenerationJpredictionJofJsecondaryJstructuresXJMethodsfinfMolecularfBiologyVJ2000VJadcVJgaWie 1.4 39

113 αovelJproteinJfamiliesJinJarchaeanJgenomesXJNucleicfAcidsfResearchVJ1995VJbcVJefeWgZ 20.1 39

112 xomologyJofJtheJαifSJfamilyJofJproteinsJtoJaJnewJclassJofJpyridoxalJphosphateWdependentJenzymesXJ
FEBSfLettersVJ1993VJcbbVJaeiWfd 3.8 38

111 qJstructureWderivedJsequenceJpatternJforJtheJdetectionJofJtypeJyJcopperJbindingJdomainsJinJ
distantlyJrelatedJproteinsXJFEBSfLettersVJ1991VJbgiVJgcWh 3.8 38

110 γroteinJdesignJandJvariantJpredictionJusingJautoregressiveJgenerativeJmodelsXJNaturef
CommunicationsVJ2021VJabVJbdZc 17.4 38

109 shirujJinteractiveJvisualizationJandJmanipulationJofJrioγqXJpathwayJmodelsXJBioinformaticsVJ2010VJ
bfVJdbiWca 7.2 37

108 γatternJsearchJinJrioγqXJmodelsXJBioinformaticsVJ2014VJcZVJaciWdZ 7.2 36
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107 uxopolyphosphateJphosphataseJandJguanosineJpentaphosphateJphosphataseJbelongJtoJtheJsugarJ
kinaseYactinYhspJgZJsuperfamilyXJTrendsfinfBiochemicalfSciencesVJ1993VJahVJbdgWh 10.3 35

106 ZysaJoverexpressionJisJoncogenicJinJliposarcomaXJCancerfResearchVJ2010VJgZVJfhiaWiZa 10.1 34

105  atrixJ etalloproteinaseWiJR  γWiSJpolymorphismsJinJpatientsJwithJcutaneousJmalignantJ
melanomaXJBMCfMedicalfGeneticsVJ2007VJhVJaZ 2.1 34

104 wenomeJsequencesJandJgreatJexpectationsXJGenomefBiologyVJ2001VJbVJyαTuRqsTyβαSZZZa 18.3 34

103 –exqJrepressorJandJironJuptakeJregulatorJfromJuscherichiaJcolijJnewJmembersJofJtheJsqγWlikeJtαqJ
bindingJdomainJsuperfamilyXJProteinfEngineeringsfDesignfandfSelectionVJ1994VJgVJaddiWec 1.9 31

102 γredictγroteinJWJγredictingJγroteinJStructureJandJvunctionJforJbiJYearsXJNucleicfAcidsfResearchVJ
2021VJdiVJWeceWWedZ 20.1 31

101 rcellminerjJexploringJmolecularJprofilesJandJdrugJresponseJofJtheJαsyWfZJcellJlinesJinJRXJ
BioinformaticsVJ2016VJcbVJabgbWd 7.2 30

100 αoveltiesJfromJtheJcompleteJgenomeJofJ ycoplasmaJgenitaliumXJMolecularfMicrobiologyVJ1996VJbZVJhihWiZZ4.1 30

99 γredictionJofJindividualizedJtherapeuticJvulnerabilitiesJinJcancerJfromJgenomicJprofilesXJ
BioinformaticsVJ2014VJcZVJbZeaWi 7.2 28

98 qJtrosophilaJhspgZJgeneJcontainsJlongVJantiparallelVJcoupledJopenJreadingJframesJR–qsJβRvsSJ
conservedJinJhomologousJlociXJJournalfoffMolecularfEvolutionVJ1995VJdaVJdadWbZ 3.1 28

97 ThreeJsistersVJdifferentJnamesXJNaturefStructuralfBiologyVJ1994VJaVJadfWg 28

96 wlobinJfoldJinJaJbacterialJtoxinXJNatureVJ1993VJcfaVJcZi 50.4 28

95 sonservationJofJresidueJinteractionsJinJaJfamilyJofJsaWbindingJproteinsXJProteinfEngineeringsfDesignf
andfSelectionVJ1989VJbVJehiWif 1.9 28

94 αewJproteinJfunctionsJinJyeastJchromosomeJVyyyXJProteinfScienceVJ1995VJdVJbdbdWh 6.3 27

93 TheJmodularJstructureJofJαifUJproteinsXJTrendsfinfBiochemicalfSciencesVJ1994VJaiVJaiiWbZZ 10.3 27

92 vrequentJdisruptionJofJtheJRrJpathwayJinJindolentJfollicularJlymphomaJsuggestsJaJnewJ
combinationJtherapyXJJournalfoffExperimentalfMedicineVJ2014VJbaaVJacgiWia 16.6 26

91 UsingJ u oJtoJdiscoverJmutualJexclusivityJmodulesJinJcancerXJCurrentfProtocolsfinfBioinformaticsVJ
2013VJshapterJhVJUnitJhXag 24.2 26

90 tiscoveringJmodulatorsJofJgeneJexpressionXJNucleicfAcidsfResearchVJ2010VJchVJefdhWef 20.1 26

(2010-1993)
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89 somputationalJcomparisonsJofJmodelJgenomesXJTrendsfinfBiotechnologyVJ1996VJadVJbhZWe 15.1 25

88 γroteinJdesignJonJcomputersXJviveJnewJproteinsjJShpilkaVJwrendelVJvingerclaspVJ–eatherVJandJqidaXJ
Proteins:fStructuresfFunctionfandfBioinformaticsVJ1992VJabVJaZeWaZ 4.2 25

87 ydentifyingJactionableJtargetsJthroughJintegrativeJanalysesJofJwu JmodelJandJhumanJprostateJ
cancerJgenomicJprofilingXJMolecularfCancerfTherapeuticsVJ2015VJadVJbghWhh 6.1 24

86 sancerWassociatedJmutationsJinJtysuRaJRαaseJyyyaJandJyyybJdomainsJexertJsimilarJeffectsJonJmiRαqJ
biogenesisXJNaturefCommunicationsVJ2019VJaZVJcfhb 17.4 23

85 γrokaryoticJmembersJofJaJnewJfamilyJofJputativeJhelicasesJwithJsimilarityJtoJtranscriptionJactivatorJ
SαvbXJJournalfoffMolecularfBiologyVJ1993VJbcZVJfhdWh 6.5 23

84 teJnovoJdesignJofJproteinsXJCurrentfOpinionfinfStructuralfBiologyVJ1991VJaVJfcZWfcg 8.1 23

83 qJ ultiW ethodJqpproachJforJγroteomicJαetworkJynferenceJinJaaJxumanJsancersXJPLoSf
ComputationalfBiologyVJ2016VJabVJeaZZdgfe 5 23

82 sell inerJsrossWtatabaseJRsell inerstrSJversionJaXbjJuxplorationJofJpatientWderivedJcancerJcellJ
lineJpharmacogenomicsXJNucleicfAcidsfResearchVJ2021VJdiVJtaZhcWtaZic 20.1 23

81 uxtensiveJdecouplingJofJmetabolicJgenesJinJcancerXJPLoSfComputationalfBiologyVJ2015VJaaVJeaZZdagf 5 22

80 qJnovelJsearchJmethodJforJproteinJsequenceWWstructureJrelationsJusingJpropertyJprofilesXJProteinf
EngineeringsfDesignfandfSelectionVJ1994VJgVJbcWi 1.9 22

79 yntegratingJbiologicalJpathwaysJandJgenomicJprofilesJwithJshiruJbXJBMCfGenomicsVJ2014VJaeVJfdb 4.5 21

78 γrotonJnuclearJmagneticJresonanceJassignmentsJandJsecondaryJstructureJdeterminationJofJtheJ
soluaJropJRromSJproteinXJBiochemistryVJ1990VJbiVJgdZbWg 3.2 21

77 tiabetesVJWeightJshangeVJandJγancreaticJsancerJRiskXJJAMAfOncologyVJ2020VJfVJebZbidh 13.4 21

76 QuantitativeJγroteomeJ–andscapeJofJtheJαsyWfZJsancerJsellJ–inesXJIScienceVJ2019VJbaVJffdWfhZ 6.1 21

75 unzymeJxyTXJTrendsfinfBiochemicalfSciencesVJ1997VJbbVJaafWg 10.3 20

74 vc˛‡RWmediatedJSqRSWsoVWbJinfectionJofJmonocytesJactivatesJinflammationXXJNatureVJ2022VJ 50.4 20

73 tesignJofJproteinJstructuresjJhelixJbundlesJandJbeyondXJTrendsfinfBiotechnologyVJ1994VJabVJafcWg 15.1 19

72 RxXSnJrepeatsjJaJpxWcontrolledJproteinWproteinJinteractionJmotifJofJeukaryoticJtranscriptionJ
factorsoXJFEBSfLettersVJ1991VJbieVJaWb 3.8 19
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71 SpatialJnormalizationJofJreverseJphaseJproteinJarrayJdataXJPLoSfONEVJ2014VJiVJeigbac 3.7 18

70 StructureJpredictionJofJproteinsWWwhereJareJweJnowoXJCurrentfOpinionfinfBiotechnologyVJ1994VJeVJcgbWhZ 11.4 18

69 sellroxjJynterpretableJ achineJ–earningJforJγerturbationJriologyJwithJqpplicationJtoJtheJtesignJofJ
sancerJsombinationJTherapyXJCellfSystemsVJ2021VJabVJabhWadZXed 10.6 18

68 γaxtoolsRjJpathwayJanalysisJinJRJusingJγathwayJsommonsXJBioinformaticsVJ2016VJcbVJabfbWd 7.2 17

67 sollectionVJintegrationJandJanalysisJofJcancerJgenomicJprofilesjJfromJdataJtoJinsightXJCurrentf
OpinionfinfGeneticsfandfDevelopmentVJ2014VJbdVJibWh 4.9 17

66 qbnormalJoxidativeJmetabolismJinJaJquietJgenomicJbackgroundJunderliesJclearJcellJpapillaryJrenalJ
cellJcarcinomaXJELifeVJ2019VJhVJ 8.9 17

65 γroteinJtesignJandJVariantJγredictionJUsingJqutoregressiveJwenerativeJ odels 17

64 wenomesJwithJdistinctJfunctionJcompositionXJFEBSfLettersVJ1996VJchiVJifWaZa 3.8 16

63 ydenticalJpentapeptidesJwithJdifferentJbackbonesXJNatureVJ1985VJcagVJbZg 50.4 16

62 sharacterizationJofJnewJproteinsJfoundJbyJanalysisJofJshortJopenJreadingJframesJfromJtheJfullJyeastJ
genomeXJYeastVJ1997VJacVJacfcWgd 3.4 15

61 ynvestigatingJtheJstructuralJdeterminantsJofJtheJpbaWlikeJtriphosphateJandJ gbUJbindingJsiteXJ
JournalfoffMolecularfBiologyVJ1995VJbdiVJfedWfd 6.5 15

60 tαqJsequencingJandJanalysisJofJacZJkbJfromJyeastJchromosomeJXVXJYeastVJ1997VJacVJfeeWgb 3.4 14

59 γroteinJStructureJfromJuxperimentalJuvolutionXJCellfSystemsVJ2020VJaZVJaeWbdXee 10.6 14

58 sausalJinteractionsJfromJproteomicJprofilesjJ olecularJdataJmeetJpathwayJknowledgeXJPatternsVJ
2021VJbVJaZZbeg 5.1 13

57
sTtbJtashboardjJaJsearchableJwebJinterfaceJtoJconnectJvalidatedJresultsJfromJtheJsancerJTargetJ
tiscoveryJandJtevelopmentJαetworkXJDatabase:fthefJournalfoffBiologicalfDatabasesfandfCurationVJ
2017VJbZagVJ

5 12

56 vourWhelixJbundleJtopologyJreWengineeredjJmonomericJRopJproteinJvariantsJwithJdifferentJloopJ
arrangementsXJProteinfEngineeringsfDesignfandfSelectionVJ2001VJadVJhigWiZa 1.9 12

55 qrtificialJyntelligenceJandJuarlyJtetectionJofJγancreaticJsancerjJbZbZJSummativeJReviewXJPancreasVJ
2021VJeZVJbeaWbgi 2.6 12

54  utationqlignerjJaJresourceJofJrecurrentJmutationJhotspotsJinJproteinJdomainsJinJcancerXJNucleicf
AcidsfResearchVJ2016VJddVJtihfWia 20.1 11

(2016-2014)
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53 mRαqJturnoverJrateJlimitsJsiRαqJandJmicroRαqJefficacyXJMolecularfSystemsfBiologyVJ2010VJfVJded 12.2 11

52 γixelperjJanJopenJsourceJframeworkJforJdrugWtargetJandJantibodyWtargetJdataXJBioinformaticsVJ2013
VJbiVJbZgaWb 7.2 10

51 SequenceJanalysisJofJtheJ ethanococcusJjannaschiiJgenomeJandJtheJpredictionJofJproteinJfunctionXJ
BioinformaticsVJ1997VJacVJdhaWc 7.2 10

50 tetectionJofJactivityJcentersJinJcellularJpathwaysJusingJtranscriptJprofilingXJJournalfoff
BiopharmaceuticalfStatisticsVJ2004VJadVJgZaWba 1.3 10

49 γroteinJstructureJpredictionJassistedJwithJsparseJα RJdataJinJsqSγacXJProteins:fStructuresfFunctionf
andfBioinformaticsVJ2019VJhgVJacaeWaccb 4.2 9

48 sβVytaiJtiseaseJ apVJaJcomputationalJknowledgeJrepositoryJofJvirusWhostJinteractionJ
mechanismsXJMolecularfSystemsfBiologyVJ2021VJagVJeaZchg 12.2 9

47 sausalJinteractionsJfromJproteomicJprofilesjJmolecularJdataJmeetsJpathwayJknowledge 9

46 tisulfiramJuseJisJassociatedJwithJlowerJriskJofJsβVytWaijJqJretrospectiveJcohortJstudyXJPLoSfONEVJ
2021VJafVJeZbeiZfa 3.7 8

45 SystemsJpharmacologyJusingJmassJspectrometryJidentifiesJcriticalJresponseJnodesJinJprostateJ
cancerXJNpjfSystemsfBiologyfandfApplicationsVJ2018VJdVJbf 5 7

44 γredictingJproteinJstructureJusingJhiddenJ arkovJmodelsXJProteins:fStructuresfFunctionfandf
BioinformaticsVJ1997VJbiVJacdWaci 4.2 7

43 rioγqXJâ��JbiologicalJpathwayJdataJexchangeJformatJ2006VJ 6

42 qJxybridJqpproachJforJγroteinJStructureJteterminationJsombiningJSparseJα RJwithJuvolutionaryJ
souplingJSequenceJtataXJAdvancesfinfExperimentalfMedicinefandfBiologyVJ2018VJaaZeVJaecWafi 3.6 6

41 qnJevolutionaryJtreasurejJunificationJofJaJbroadJsetJofJamidohydrolasesJrelatedJtoJureaseJ1997VJbhVJgb 6

40 γerturbationJbiologyJlinksJtemporalJproteinJchangesJtoJdrugJresponsesJinJaJmelanomaJcellJlineXJ
PLoSfComputationalfBiologyVJ2020VJafVJeaZZgiZi 5 5

39 sombiningJuvolutionaryJsovarianceJandJα RJtataJforJγroteinJStructureJteterminationXJMethodsfinf
EnzymologyVJ2019VJfadVJcfcWcib 1.7 5

38 TheJrioγqXJValidatorXJBioinformaticsVJ2013VJbiVJbfeiWfZ 7.2 4

37 UpdatedJcatalogueJofJhomologuesJtoJhumanJdiseaseWrelatedJproteinsJinJtheJyeastJgenomeXJFEBSf
LettersVJ1998VJdbfVJgWaf 3.8 4

36 toesJtheJxyVJαefJproteinJmimicJtheJ xsoXJFEBSfLettersVJ1993VJcccVJbaaWc 3.8 4
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35 qlignmentViewerjJSequenceJqnalysisJofJ–argeJγroteinJvamiliesXJFxwwwResearchVJ2020VJiVJbac 3.6 4

34 sβVytWaiJtiseaseJ apVJaJcomputationalJknowledgeJrepositoryJofJSqRSWsoVWbJvirusWhostJ
interactionJmechanisms 4

33 qlignmentViewerjJSequenceJqnalysisJofJ–argeJγroteinJvamiliesXJFxwwwResearchVJ2020VJiVJ 3.6 3

32 TheJxumanJwenomeJandJxighJγerformanceJsomputingJinJ olecularJriologyXJInformatikfAktuellVJ
1992VJcbWdh 0.3 3

31 RapidJproteotypingJrevealsJcancerJbiologyJandJdrugJresponseJdeterminantsJinJtheJαsyWfZJcells 3

30 tisulfiramJassociatedJwithJlowerJriskJofJsovidWaijJaJretrospectiveJcohortJstudy 3

29 quthorJresponsejJSequenceJcoWevolutionJgivesJctJcontactsJandJstructuresJofJproteinJcomplexesJ
2014VJ 2

28 qccurateJpredictionJofJtransmembraneJ˛†WbarrelJproteinsJfromJsequences 2

27 γredictγroteinJâ��JγredictingJγroteinJStructureJandJvunctionJforJbiJYears 2

26 netboxrjJqutomatedJdiscoveryJofJbiologicalJprocessJmodulesJbyJnetworkJanalysisJinJRXJPLoSfONEVJ
2020VJaeVJeZbcdffi 3.7 1

25 qnalyzingJcausalJrelationshipsJinJproteomicJprofilesJusingJsausalγathXJSTARfProtocolsVJ2021VJbVJaZZiee 1.4 1

24 vromJSequenceJSimilarityJtoJStructuralJxomologyJofJγroteinsJ1993VJaeWbh 1

23 qdaptiveJresponseJtoJruTJinhibitionJinducesJtherapeuticJvulnerabilityJtoJ s–aJinhibitorsJinJbreastJcancer 1

22 γroteinJprofilingJinJcancerJcellJlinesJandJtumorJtissueJusingJreverseJphaseJproteinJarrays 1

21 sapturingJscientificJknowledgeJinJcomputableJform 1

20 qJpanWcancerJsurveyJofJcellJlineJtumorJsimilarityJbyJfeatureWweightedJmolecularJprofilesXXJCellf
ReportsfMethodsVJ2021VJaVJaZZZci 1

19 ydentificationJbyJcomputerJsequenceJanalysisJofJtranscriptionalJregulatorJproteinsJinJtictyosteliumJ
discoideumJandJSerratiaJmarcescensXJNucleicfAcidsfResearchVJ1991VJaiVJbceiWfb 20.1 0

18 qJflexibleJsearchJsystemJforJhighWaccuracyJidentificationJofJbiologicalJentitiesJandJmoleculesXJ
JournalfoffOpenfSourcefSoftwareVJ2021VJfVJcgef 5.2 0
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17  olecularJresponseJtoJγqRγaJinhibitionJinJovarianJcancerJcellsJasJdeterminedJbyJmassJ
spectrometryJbasedJproteomicsXJJournalfoffOvarianfResearchVJ2021VJadVJadZ 5.5 0

16 sommentaryJresponseXJFEBSfLettersVJ1993VJccZVJbdbWbdb 3.8

15 somputationalJanalysisJofJmouseJpiRαqJsequenceJandJbiogenesisXJPLoSfComputationalfBiologyVJ
2005VJpreprintVJebbb 5

14 SignalJprocessingJinJtheJTwvW˛†JsuperfamilyJligandWreceptorJnetworkXJPLoSfComputationalfBiologyVJ
2005VJpreprintVJec 5

13 miRαqJγrofilingJofJγediatricJq––JandJαonWxodgkinJ–ymphomasXXJBloodVJ2005VJaZfVJbgaiWbgai 2.2

12  echanismsJofJsmallJRαqJmediatedJmammalianJgeneJsilencingXJFASEBfJournalVJ2007VJbaVJqadi 0.9

11 TheJpredictionJandJdesignJofJproteinJstructuresXJInformatikfAktuellVJ1993VJbaWbb 0.3

10 TheJfunctionalJcompositionJofJlivingJmachinesJasJaJdesignJprincipleJforJartificialJorganismsXJLecturef
NotesfinfComputerfScienceVJ1995VJhdaWhea 0.9

9 γerturbationJbiologyJlinksJtemporalJproteinJchangesJtoJdrugJresponsesJinJaJmelanomaJcellJlineJ
2020VJafVJeaZZgiZi

8 γerturbationJbiologyJlinksJtemporalJproteinJchangesJtoJdrugJresponsesJinJaJmelanomaJcellJlineJ
2020VJafVJeaZZgiZi

7 γerturbationJbiologyJlinksJtemporalJproteinJchangesJtoJdrugJresponsesJinJaJmelanomaJcellJlineJ
2020VJafVJeaZZgiZi

6 γerturbationJbiologyJlinksJtemporalJproteinJchangesJtoJdrugJresponsesJinJaJmelanomaJcellJlineJ
2020VJafVJeaZZgiZi

5 netboxrjJqutomatedJdiscoveryJofJbiologicalJprocessJmodulesJbyJnetworkJanalysisJinJRJ2020VJaeVJeZbcdffi

4 netboxrjJqutomatedJdiscoveryJofJbiologicalJprocessJmodulesJbyJnetworkJanalysisJinJRJ2020VJaeVJeZbcdffi

3 netboxrjJqutomatedJdiscoveryJofJbiologicalJprocessJmodulesJbyJnetworkJanalysisJinJRJ2020VJaeVJeZbcdffi

2 netboxrjJqutomatedJdiscoveryJofJbiologicalJprocessJmodulesJbyJnetworkJanalysisJinJRJ2020VJaeVJeZbcdffi

1 uxploringJcausalJrelationshipsJinJproteomicJprofilesJinJsytoscapeJusingJtheJsausalγathJqppXJ
FxwwwResearchVaaVJdeh 3.6
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