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ARTICLE IF CITATIONS

Genome sequences of three <i>Aegilops</i> species of the section Sitopsis reveal phylogenetic
relationships and provide resources for wheat improvement. Plant Journal, 2022, 110, 179-192.

Multiple wheat genomes reveal global variation in modern breeding. Nature, 2020, 588, 277-283. 13.7 513

Durum wheat genome highlights past domestication signatures and future improvement targets.

Nature Genetics, 2019, 51, 885-895.

Wild emmer genome architecture and diversity elucidate wheat evolution and domestication. Science, 6.0 781
2017, 357,93-97. :



