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21 GlycerolkassistedTdegradationTofTdibenzothiopheneTbyTParaburkholderiaTsplTCqTisTassociatedTwithT
polyhydroxyalkanoateTgranulationlTChemosphereiT2021iTpwoiToqqnsr 8.4 0

20 MaternalTcardiovascularkrelatedTsingleTnucleotideTpolymorphismsiTgenesiTandTpathwaysTassociatedT
withTearlykonsetTpreeclampsialTPLoSsONEiT2019iToriTenppptup 3.7 2

19 ATNovelTFGFRqTSpliceTVariantTPreferentiallyTExpressedTinTAfricanTAmericanTProstateTCancerTDrivesT
AggressiveTPhenotypesTandTDocetaxelTResistancelTMolecularsCancersResearchiT2019iTouiTpooskpops 6.6 5

18 MultimodalTMetakAnalysisTofToirwrTHepatocellularTCarcinomaTSamplesTRevealsTSignificantTImpactTofT
ConsensusTDriverTGenesTonTPhenotypeslTClinicalsCancersResearchiT2019iTpsiTrtqkrup 12.9 23

17 OpportunitiesTandTobstaclesTforTdeepTlearningTinTbiologyTandTmedicinelTJournalsofsthesRoyalsSocietys
InterfaceiT2018iTosiT 4.1 780

16
CharacterizationTofTPlantTGlycoproteinsxTAnalysisTofTPlantTGlycopeptideTMassTSpectrometryTDataT
withTplantGlycoMSiTaTPackageTinTtheTRTStatisticalTComputingTEnvironmentlTMethodssinsMoleculars
BiologyiT2018iTouvwiTpnskppn

1.4 1

15 CoxknnetxTAnTartificialTneuralTnetworkTmethodTforTprognosisTpredictionTofThighkthroughputTomicsT
datalTPLoSsComputationalsBiologyiT2018iToriTeonntnut 5 116

14 PankcancerTanalysisTofTexpressedTsomaticTnucleotideTvariantsTinTlongTintergenicTnonkcodingTRNAlT
PacificsSymposiumsonsBiocomputingsPacificsSymposiumsonsBiocomputingiT2018iTpqiTsopkspq 1.3 1

13 UsingTsingleTnucleotideTvariationsTinTsinglekcellTRNAkseqTtoTidentifyTsubpopulationsTandT
genotypekphenotypeTlinkagelTNaturesCommunicationsiT2018iTwiTrvwp 17.4 37

12 AlternativeTsplicingTpromotesTtumourTaggressivenessTandTdrugTresistanceTinTAfricanTAmericanT
prostateTcancerlTNaturesCommunicationsiT2017iTviToswpo 17.4 53

11 DetectingTheterogeneityTinTsinglekcellTRNAkSeqTdataTbyTnonknegativeTmatrixTfactorizationlTPeerJiT
2017iTsiTepvvv 3.1 49

10 AnalysisTofTMicroarrayTDataTonTGeneTExpressionTandTMethylationTtoTIdentifyTLongTNonkcodingTRNAsT
inTNonksmallTCellTLungTCancerlTScientificsReportsiT2016iTtiTqupqq 4.9 31

9 PankCancerTAnalysesTRevealTLongTIntergenicTNonkCodingTRNAsTRelevantTtoTTumorTDiagnosisiT
SubtypingTandTPrognosislTEBioMedicineiT2016iTuiTtpkup 8.8 26

8 SinglekCellTTranscriptomicsTBioinformaticsTandTComputationalTChallengeslTFrontierssinsGeneticsiT
2016iTuiTotq 4.5 80

7
SitekSpecificTNkGlycosylationTCharacterizationTofTWindmillTPalmTTreeTPeroxidaseTUsingTNovelTToolsT
forTAnalysisTofTPlantTGlycopeptideTMassTSpectrometryTDatalTJournalsofsProteomesResearchiT2016iT
osiTpnptkqv

5.6 12

6 GenomekscaleThypomethylationTinTtheTcordTbloodTDNAsTassociatedTwithTearlyTonsetTpreeclampsialT
ClinicalsEpigeneticsiT2015iTuiTpo 7.7 34

5 NonkcodingTyetTnonktrivialxTaTreviewTonTtheTcomputationalTgenomicsTofTlincRNAslTBioDatasMiningiT
2015iTviTrr 4.3 15
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4 GenomekwideThypermethylationTcoupledTwithTpromoterThypomethylationTinTtheTchorioamnioticT
membranesTofTearlyTonsetTprekeclampsialTMolecularsHumansReproductioniT2014iTpniTvvskwnr 4.4 42

3 PowerTanalysisTandTsampleTsizeTestimationTforTRNAkSeqTdifferentialTexpressionlTRnaiT2014iTpniTotvrkwt 5.8 151

2 ATnovelTmodelTtoTcombineTclinicalTandTpathwaykbasedTtranscriptomicTinformationTforTtheTprognosisT
predictionTofTbreastTcancerlTPLoSsComputationalsBiologyiT2014iToniTeonnqvso 5 58

1 OpportunitiesTandTobstaclesTforTdeepTlearningTinTbiologyTandTmedicine 45
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